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<400> 


1 



ggsasgwggc 


caaggcatct 


gccactgctg 


ctgactgcca 


ctaccagccg 


gagccagggc 


60 


ctggtcgaga 


caactatttt 


tgaggtatct 


gaggctaccc 


cacagcactc 


tctggcattg 


120 


gcaagactcg 


tggctgtgac 


ccatgggcct 


ctgaggaggc 


gttgtaagtc 


cgcccagctc 


180 


cccacttgct 


gtgctctcac 


tcaatgcgaa 


gggaaccaag 


gtaccagggc 


caagtgggtc 


240 


cagacatcca 


cacggattct 


gaaagggcag 


gtcaagcaga 


ctttgtccag 


ccatcagcca 


300 


cggcctctcg 


acagcaccaa 


gatggaagtc 


aaaggtcagc 


tgatcagctc 


tcctaccttc 


360 


aatgccccag 


ctgccctgtt 


cggagaggct 


gccccccagg 


tgaagtcaga 


gcgtctgcgg 


420 


gggctgcttg 


accggcagcg 


gaccctgcag gaggccctga gcctgaaact 


tcaggagctc 


480 


cgcaaagtgt 


gtctccagga 


ggcggagctg actggccagc tgccccctga gtgcccacta 


540 


gagcctggtg aacggcccca 


gttggtccgc 


cggcggcccc 


ccacagcccg 


cgcctaccct 


600 


ccaccgcacc 


ccaaccaagc 


acaccactcc 


ttgtgccctg 


ctgaggagct 


ggctcttgag 


660 


gccctggaac 


gcgaggtgtc 


agtgcaacag 


cagatcgcgg 


cggccgcccg 


ccgcctggcc 


720 


ttggcccctg 


atctgagcac 


cgagcagcgc 


cggcgccggc 


gccaggtcca 


ggcagatgca 


780 
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ctgaggaggc 


tgcatgagct 


a 9aggagcag 


ctcagggatg 


tccgggcccg 


ccttggcctc 


840 


ccagtgctcc 


cgctgcccca 


gccactgcca 


ctgtccacgg 


ggtcagtgat 


caccacccag 


900 


ggagtctgcc tgggcatgcg tcttgctcag ctcagccaag gtgagcatcc 


cctggtgagg 


960 


gtgggagagt ggacactggc aaatggacgt ggtagggctg ggatgggtga ctggccggtg 


1020 


aaaaccggga 


ggtaggcaca actcaagtgg cccaacccgt gagaagagtt gcgacaaact 


1080 


ggcttaccgg 


aaaggacaaa 


ctgtggggga 


ctgatgaata 


tctgccagga 


cagtcaggaa 


1140 


ccaaactggg gtggtcttgg gctctggtaa aagcagattc 


ttgggacagg 


aacaggatga 


1200 


ggcggaaact 


ggccagaagg 


tggcccaagt 


agaggtgccc 


acccagtggt 


gtaagggggc 


1260 


agcacccagg 


cctgggagtg 


agaggcccac 


ttctccccct 


ctcacctgta 


gaggacgtag 


1320 


ttctgcactc 


agagagcagc 


tccctctcag 


agtctggggc 


cagccatgac 


aacggtgagg 


1380 


actcctatcc 


cccaaacctg 


cccccgactc 


ctacgtccct 


ttagcccatc 


ccctttattc 


1440 


atccgaccac 


atcctgcatg 


atcagcccat 


cctttgatgc 


ccagcccctc 


ctgtgctgct 


1500 


tcagcttctc 


cttagccatg 


ctccatcttc 


ctatgggtcc 


cccatcttct 


tagcctcacc 


1560 


ccaccccagc 


cccacagccc 


cagaacctac 


ttgtcagcct 


tagttcctcc 


tcagcctgct 


1620 


taacctgtcc 


cagcactttg 


cccctcccca 


tggccttgcc 


ccccagcctg 


tcctgccccc 


1680 


tctgggcccc 


cctcattgaa 


ttctatccca 


cttgctctct 


tccactcaga 


ggagccccat 


1740 


ggctgcttct 


ctctggccga 


gcgcccctca 


ccacccaagg 


cttgggacca 


gctgcgggca 


1800 


gtatctgggg ggagccctga 


gcggcgaacc 


ccatggaaac 


cacctccatc 


agatctttat 


1860 


ggggatctga 


agagccggcg gaactctgtg 


gccagcccca 


ccagccccac 


acgctcgctg 


1920 


cccaggagtg 


cctccagttt 


tgaggggcga 


agtgtgcctg 


ccacccctgt 


cctcacccgg 


1980 


ggcgctggcc 


cccagctctg 


caaacctgaa 


ggccttcatt 


ctcgtcagtg 


gtccggcagc 


2040 


caggactccc agatgggctt cccccgggcg gaccctgcct ccgatcgcgc 


ctccctcttc 


2100 


gtagctcgca 


cccgccgcag 


caacagttct 


gaggccctgc 


tggtggaccg 


ggccgctggt 


2160 


gggggagctg gctccccgcc 


tgcccctctg gctccctctg cctctggccc 


cccagtctgc 


2220 


aagagcagtg 


aggtgctgta 


tgagcgcccc 


caaccaaccc 


ctgccttctc 


ctcccgcaca 


2280 


gcaggccccc 


cagaccctcc 


ccgggccgcc 


cggcctagct 


cagctgcccc 


tgcctcccga 


2340 


ggtgcccccc 


ggctcccacc 


tgtgtgtgga 


gacttcctct 


tggactattc 


cttggaccgg 


2400 


ggcctgcccc 


gcagtggcgg 


tggaacaggc 


tggggggagc 


tgccgcctgc 


agctgaggtc 


2460 


ccaggacccc 


tctcccgccg ggatgggctc 


ctcaccatgc 


tccccggccc 


accacctgtg 


2520 


tatgcagctg acagcaacag 


ccccctcctc 


cgcaccaagg 


acccccacac 


ccgtgccacc 


2580 
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cgcactaagc cctgtggcct gcccccagag gctgccgaag gccctgaggt gcatccaaac 


2640 


cctctgctgt 


ggatgccccc 


acccacccgt atcccctcgg ctggtgaacg cagtggccac 


2700 


aagaacctgg ctctggaggg gctgcgggac tggtacatcc ggaactcggg actggctgcg 


2760 


gggccccagc 


gccggcctgt gctcccttcc gtgggcccgc cacacccacc cttcctccat 


2820 


gcccgctgct 


atgaggtggg 


ccaggcgctg tacggggccc ccagccaggc gccactccca 


2880 


cactcgagga 


gtttcacggc 


gccccctgtc tctggcaggt atggggggtg cttttactga 


2940 


tgggtagggg 


tctcgtaagg 


cagatggcga agatatccag gccagggagt ggctagtcat 


3000 


gatagctaat gaattggacc atgaggaaac tagctgctgt gatggcacag ggtcactcta 


3060 


ctgcacatga 


cctgcattag 


tccatggggt cctggtggag gggatcttgg gcactggtag 


3120 


cagcaattct 


ttatcaagtt 


ataggctgaa gatgagcctt gaagccaggg tgccgggagg 


3180 


aagggacatc 


tcatgcccct 


tgctgttttc ttcctttttt ctccatgccc cagagcctga 


3240 


aagtgctgtc 


ctgtgcctgc 


ctccacctct ttaacgagcc tcttttcctt tctttttctg 


3300 


tgtcttgtct 


gtcttttctt 


cttcttgtct tccccgccct gtcctccgga ttcctgctac 


3360 


cccttctaaa 


gatactacgc 


ggacttcctg tatcccccgg agctgagcgc tcgtttaagt 


3420 


gacctgacgc 


tagaggggga 


gcagtcctcc agttctgaca cccagacccc ggggacactg 


3480 


gtctgacccc 


ttctgatatg 


tcccttgttg gcctgggcac gattccaatc tggggagcac 


3540 


acagctgacc 


tcgctgggcc 


ctggggtgtg gttgctctca gtcctgagca gagtgcgcca 


3600 


acctaatctt 


ccaaggcccc 


tggctccccg taggcccagg aaggtgtctg acaccctgct 


3660 


tcttctctca cactgtgctg gggactgggg gccctcagct agcttaaaag aggggggatg 


3720 


atgtcatggg 


gaccccaagc 


cccttcctcc atttatgttt acagttgtga cttaggtatt 


3780 


cactgtcttc 


ctccaacact 


aggcgtttta caaaagggaa actgtgatct catctggttg 


3840 


ggttcattcc 


tgttcccatg 


cccaaccagg ttccattcag gaaccccctc cataaaatgg 


3900 


accatatcgg gtctcagggc 


catttagggc agccaggaga ctccggtgtg aacagaaatc 


3960 


cctgccacgc 


atcgccaggg 


cagttggggc agtgggctct ctgcccacac ttggaaggac 


4020 


tgcagtctgg gtgggatgcc 


tgaaagagcc caaccccctc tgtgcccatg gcctctgccc 


4080 


tgaccacccc 


cagtcaggag 


gccccacagg aggggcaccc ggtagatgcc agtgaaatcc 


4140 


tcaggggagg 


tctgcctgaa 


agagcccaac cccctctgtg cccatggcct ctgccctgac 


4200 


cacccccagt 


caggaggccc cacaggaggg gcacccggta gatgccagtg aaatcctcag 


4260 


gtgaggtctg 


cctacgggcc 


acgggccact caccactcac accttccttg gctttccttc 


4320 


cacccttttt 


tttttctcga 


gacggagtct tgctctgtca ccaggctgga gtgcagcggc 


4380 


gcaatctcag 


ctcactgcaa 


cctctgcctc ctgggttctc ctgcctcacc ctcccgagta 


4440 
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gctgggatta 


caggcacacg 


ccaccatgcc 


cggctaattt 


ttgtattctt 


agtagagaca 


4500 


aggtttcacc 


atattggcca 


ggctggtctt 


gaactcttga 


cctcgtgatc 


tgcccgcctt 


4560 


ggcctcccaa 


agtgctggga 


ttacagccgt 


gagccactgc 


acccagcccc 


aatccaccac 


4620 


tttttaagca 


aacccacaca 


agttgtgttt 


tctatgatac 


ctgtctgtga 


ttttcggagc 


4680 


tgggggttcc 


cctaccccct 


tttcctggcg 


ttaagctttt 


ctttttatac 


cagtggatct 


4740 


ggacccaaga 


cattacccac 


»c uggd agyy 




d l. cxctc* u y Ly l 


aaa^-uy aa 


47QQ 
*x / 27 O 


<210> 2 

<211> 1494 

<212> DNA 

<213> Homo sapien 












<400> 2 
aggcgccgag 


gccctcctgt 


gcctgtcact 


ggcaataatc 


catgccacag 


aagactattt 


60 


gctttccctg 


ggcctaggtt 


tgctgtgaac 


tttcagactg 


gcttcagtgg 


aaatgacatt 


120 


gccttccact 


tcaaccctcg 


gtttgaagat 


ggagggtacg 


tggtgtgcaa 


cacgaggcag 


180 


aacggaagct 


gggggcccga 


ggagaggaag 


acacacatgc 


ctttccagaa 


ggggatgccc 


240 


tttgacctct 


gcttcctggt 


gcagagctca 


gatttcaagg 


tgatggtgaa 


cgggatcctc 


300 


ttcgtgcagt 


acttccaccg 


cgtgcccttc 


caccgtgtgg 


acaccatctc 


cgtcaatggc 


360 


tctgtgcagc 


tgtcctacat 


cagcttccag 


cctcccggcg 


tgtggcctgc 


caacccggct 


420 


cccattaccc 


agacagtcat 


ccacacagtg 


cagagcgccc 


ctggacagat 


gttctctact 


480 


cccgccatcc 


cacctatgat 


gtacccccac 


cccgcctatc 


cgatgccttt 


catcaccacc 


540 


attctgggag 


ggctgtaccc 


atccaagtcc 


atcctcctgt 


caggcactgt 


cctgcccagt 


600 


gctcagaggt 


tccacatcaa 


cctgtgctct 


gggaaccaca 


tcgccttcca 


cctgaacccc 


660 


cgttttgatg 


agaatgctgt 


ggtccgcaac 


acccagatcg 


acaactcctg 


ggggtctgag 


720 


gagcgaagtc 


tgccccgaaa 


aatgcccttc 


gtccgtggcc 


agagcttctc 


agtgtggatc 


780 


ttgtgtgaag 


ctcactgcct 


caaggtggcc 


gtggatggtc 


agcacctgtt 


tgaatactac 


840 


catcgcctga 


ggaacctgcc 


caccatcaac 


agactggaag 


tggggggcga 


catccagctg 


900 


acccatgtgc 


agacataggc 


ggcttcctgg 


ccctggggcc 


gggggctggg gtgtggggca 


960 


gtctgggtcc 


tctcatcatc 


cccacttccc 


aggcccagcc 


tttccaaccc 


tgcctgggat 


1020 


ctgggcttta 


atgcagaggc 


catgtccttg 


tctggtcctg 


cttctggcta 


cagccaccct 


1080 


ggaacggaga 


aggcagctga 


cggggattgc 


cttcctcagc 


cgcagcagca 


cctggggctc 


1140 


cagctgctgg 


aatcctacca 


tcccaggagg 


caggcacagc 


cagggagagg ggaggagtgg 


1200 


gcagtgaaga 


tgaagcccca 


tgctcagtcc 


cctcccatcc 


cccacgcagc 


tccaccccag 


1260 
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tcccaagcca 


ccagctgtct 


gctcctggtg 


ggaggtggcc 


tcctcagccc 


ctcctctctg 


1320 


acctttaacc 


tcactctcac 


cttgcaccgt 


gcaccaaccc 


ttcacccctc 


ctggaaagca 


1380 


ggcctgatgg cttcccactg 


gcctccacca 


cctgaccaga 


gtgttctctt 


cagaggactg 


1440 


gctcctttcc 


cagtgtcctt 


aaaataaaga 


aatgaaaatg 


cttgttggca 


catt 


1494 


<210> 3 
<211> 1691 
<212> DNA 
<213> Homo sapien 












<400> 3 
cgggcgccca 


gagggcaaat 


gaggggcggc 


ggggtggcgg 


gtggggggga 


gacgcggaat 


60 


ttcccagcgc 


gggggctctg 


gcttaccctg 


caaccgggca 


gtctctttct 


gtttacggag 


120 


agaaagggga 


aatggaaaag 


tcggggaggc 


ggtggctggc 


gtccgctgcg 


ccgcccctgg 


180 


gcaggctcag 


acgccgtgag 


tcaggggcag 


agcagggcgg 


tctgagcgtg 


cgggcgacgc 


240 


gggtctcact 


cgtccgctcc 


gctctggact 


gcgcgccacg 


ctctggggtc 


cggcgccctg 


300 


gttcctgctt 


ctgccgctgc 


cgccgccgga 


tcccagtggc 


ccggcgtgct 


cggctcccac 


360 


aggcctgcag 


ccagcatcgc 


accgaacctt 


cggggggccg 


cggctggagc 


gctcggccgg 


420 


cgtgggagcg 


ccaaggccgc 


agatgcaatc 


ttcttaccgc 


gaagaagcca 


ggggaatagg 


480 


tagccacatc 


ttgtttgcag 


ataagaaagg 


aagctaacgc 


agtatctgca 


aagccaggag 


540 


tctgactcag 


tacttttctc 


actcatgcat 


acaaagcagc 


taaaaatgac 


acagcttatt 


600 


taccatgccc 


ctgacactgc 


actgagcact 


ttatgagctt 


gaactctgtt 


aatcctcacg 


660 


accacctcat 


gagactctcc 


agaaagagca 


acagtaatgg 


agtacatgag 


cactggaagt 


720 


gacaataaag 


aagagattga 


tttattaatt 


aaacatttaa 


atgtgtctga 


tgtaatagac 


780 


attatggaaa 


atctttatgc 


aagtgaagag 


ccagcagttt 


atgaacccag 


tctaatgacc 


840 


atgtgtcaag 


acagtaatca 


aaacgatgag 


cgttctaagt 


ctctgctgct 


tagtggccaa 


900 


gaggtaccat 


ggttgtcatc 


agtcagatat 


ggaactgtgg 


aggatttgct 


tgcttttgca 


960 


aaccatatat 


ccaacactgc 


aaagcatttt 


tatggacaac 


gaccacagga 


atctggaatt 


1020 


ttattaaaca 


tggtacgttt 


ctttccgatc 


agttgggtgc 


tatgtgctca 


gctttcctac 


1080 


tgcagcttca 


tttaatgcag 


agtggtgttt 


gaatttggct 


tagatgggct 


ggcaggcatg 


1140 


attttaaaaa 


atgtaatcat 


cagtaagaag 


tacttccatg 


ttaaagatgc 


aaaaaaaaaa 


1200 


gtcttcatta 


aaatttctat 


ttaaagattc 


ttgatcatat 


tttagtagta 


tttctacaaa 


1260 


taggtaatta 


agaagaatgt 


atttgggccg 


ggcgcagggg 


ctcacgcctg 


taatccgcgc 


1320 


acttggagag 


gccgaggtgg 


gtggatcact 


tgaggtcagc 


aattagagac 


cagtctggcc 


1380 
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aacatggtga 


aaccccgtct 


ctactaaaaa 


tacaaaatta 


gcctggcatg 


gtggcgggcg 


1440 


cctgtaattc 


cagctacctg 


ggaggctgag 


gcacgagaat 


cccttgaacc 


tgggaggtgg 


1500 


aggttgtgat 


gagccgagat 


cacaccactg 


cactccagcc 


tgtgtgactg 


agtgagactc 


1560 


tgtctcaaca 


acaacaaaga 


agaatgtatt 


ttaatttaac 


agttcactaa 


aaagtttatt 


1620 


catcagttat 


gcagaaaaga 


aaggcttaat 


gagactcctt 


cgtctgagag 


gggaataaac 


1680 


actttgtcac 


t 










1691 


<210> 4 
<211> 8772 
<212> DNA 
<213> Homo sapien 












<400> 4 
accaaactga 


agtgtaagga 


taagacctct 


cctgctgcta 


gtactaggag 


aggtcttatc 


60 


cttacacttc 


agtttggtca 


ccagattatg 


taaggataag 


acctctccta 


gtactagcag 


120 


caggaattgt 


gtgttccagt 


aagtggtctc 


ttgcacggca 


cttttttggg 


atcaaatgtt 


180 


aacgttactc 


cccagactct 


tcgggcaaag 


gaatggctag 


attcagagta 


agaacaaccc 


240 


tccctttttt 


gtaagtcccc 


gtgtttagca 


gggagaagaa 


attctctaac 


atgggtttgg 


300 


ttttgttgtg 


ttcttcatgt 


ggaaatgtcg 


cttaacaaaa 


tatccaggct 


tttgtttacg 


360 


tggaaaaagc 


atcccttgta 


atgattgctc 


atcatactta 


aaaacctttt 


tcaaaggatt 


420 


ttcatgttcc 


cagctataag 


gactatttcc 


atgacatgtg 


ttattggcag 


aatgagtgtt 


480 


aaatatggag 


catatagcat 


ggggtgactt 


tcattgtcct 


aacctgagac 


agttttcctt 


540 


attactctgt 


attgatcctg 


ctagtccaag 


aatggacatg 


aagtgaacct 


atcgtggtga 


600 


ctgggatagg 


aaggtgcttg 


ctatttttgc 


cagcacagca 


tattagttcc 


tttggagccc 


660 


tccattgtct 


gagtctgcag 


tgatctgtag 


gaaggcagct 


ggtcaataat 


catgtagtac 


720 


aatggcttgg 


aattgtaacc 


actatggtta 


ttgattgtcc 


tgtgttgttt 


caggcatact 


780 


taggtatgtc 


cctggggaaa 


aagaaaacca 


ttcagctgag 


agttgctaac 


catgttcttt 


840 


tggttagaaa 


taatggttca 


ttttttgccc 


ctggttggaa 


tagtctctaa 


aaggctctgg 


900 


tgactgaatt 


gaacatgagt 


ccgcatgctg 


ttttctttca 


aaaggtatca 


aaacggaaag 


960 


cctctctaag 


gggaagacct 


ttcaactcca 


ttcagaagac 


aacatttagt 


aaggaggatg 


1020 


gcggaggtta 


ctagtaattt 


tcagatgtct 


tgggcttttt 


ctgccaacaa 


aacccaaaat 


1080 


caaattagag 


ttggtgaaag 


ctttcttcag 


tgtttttaga 


agaggccatc 


ttgaatctgt 


1140 


agaataccat 


ttacacatca 


acttcaccct 


atgctcattt 


cgtattttga 


gcttaaatgg 


1200 


agtcctctga 


agggggggta 


gtcgtgattc 


tggtggcaaa 


actagaactt 


ttaacttgta 


1260 
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aaatgaaaaa tattaaatgg 


acctttttgt 


cagttgagga 


tttagattga 


ttcttttatc 


1320 


tgaggagcgt atgttcctca gatgttgcgt agagaccttt aggttttcat 


ctactttaag 


1380 


attgctctct tggcaattag gggatttggg aaaagaagaa aaaaagatgc catgtgttgc 


1440 


tagtacacag ttataggata 


tggtttctaa 


tggttgaatt 


ttgaggaact 


ctccctaaag 


1500 


aatgagtttt atatctcctc 


aaggaaatca 


tggaaaaatc 


tgtttattct 


tcagtgagtc 


1560 


cttttgaatt aatgttctta 


aatttttttc 


taagtctgtg 


taagtgctta 


tgtataagta 


1620 


tataattgta taaatattta 


taaatatatt 


tatataatta 


cggtttcatt 


tctaccttga 


1680 


gtcaaagttc tgtctttaga 


ttggtgactg 


agtaatactt 


acactttggt 


gttttttctt 


1740 


aggttcttga ggcttactta 


actagcagct 


tctgatttat 


tgagtgaaag 


atggttttca 


1800 


tgttaattcc tcagttgcat 


ctctgaactt 


ggataacata 


cttgccgttt 


gaaaaataga 


1860 


gctgtatact gtcaaaggtg 


cactggaggg 


taaaacattt 


gttggtagta 


gacaagctca 


1920 


gaaatccaaa aattcmggga 


gggcacaggg 


taagaagaga ggtttgctca 


gctttgtgct 


1980 


ctgatggcac ccatctgtac 


tccagcaaag 


tcatagctga 


agcccaaatc 


gctcaaacgt 


2040 


gtgaagtcaa tcatttttcc 


tatagggctc 


tgtttccttt 


tctttacctt 


ctagcttctc 


2100 


ttgataaaac agttgggaga 


actgccaacg 


tgttcatcag 


tgagagggtg 


tggttctttc 


2160 


cgatatgttc agcacgtgca 


tattcattta 


tgagaaacca 


aagtaacttc 


ttcaactcgg 


2220 


gttactgtgg gatgattaag 


tagatataaa 


gtgatttaaa 


agacagcatg 


gtactttcac 


2280 


tcagcttaac atgcagctgg 


gatgtctaca 


atacaagatg 


tggtgggttt 


tattttattt 


2340 


tattttgagg caggagtgta 


attatcttag ggttgatata 


aaggcccatg ggaagagtta 


2400 


cggattgtac atgggaagaa 


tccataagga 


gtattgcctt 


gctcaagaat 


ttaatccgct 


2460 


gacagtatgc ttcttccagt 


ttgccttact 


tcctctgcaa 


gtttctttgc 


tccttagggc 


2520 


agaggtttta ttgaatagat 


taaatgaggt 


cagtaagatt 


agttaaaaat 


agtcattcct 


2580 


tgtgggtgtt ggacacagct 


tgaaaggagt 


gtttaaaaaa 


aaaaagctag 


ggaggaaaag 


2640 


aacaagaaag atagacttcg 


agagtgataa 


gagaaaaata 


cagggagatg gaatggaaac 


2700 


taccaggaag gccgggcgcg 


gtggctcatg 


cctgtaatcc 


caacactttg 


ggaggcggag 


2760 


gtgggcagat cacctaaggt 


caggagatcg 


aggccagcct 


gagcaacatg 


gtgaaacccc 


2820 


gtctctacta aaaatacaaa 


aattacctgg 


gtgtggtggc 


gtgcacctgt 


aatcccagct 


2880 


actcagaggc tgaggcaggg gaatggcttg aacctgggag gcagaggttg 


cagtgagcca 


2940 


agatcgcacc attacactcc 


agcctgggcg acaaagcgac actccatctc 


aaatttaaaa 


3000 


aaaaaaaaaa agaagaagaa gaaaactagt gggaaaaaag tgagaggaat 


acttttttga 


3060 
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aattggtatc ggaaggaact 


ggagaagaga 


aaacaacagt 


gccaaatgag aaaagaacag 


3120 


gaaacttaat actaattggc atgcaccaga tacttttgtg tacatttgcc 


tcttcaatct 


3180 


cccgaagaat 


cgtacaaaat 


gtatactttc 


ttcccatgtt 


aagaaaacag gtatagagaa 


3240 


cttattcagg 


actcatagct 


agtgagtggc 


aaatcagaat 


tggaatccag 


agtccatgct 


3300 


gtggtctcct 


tcagcaagag 


aatcaagcta 


cccagatgat 


tctcttctca 


ttgtttggct 


3360 


ttgtaaagtg 


tcacttagtt 


ttgttcccat 


aaatatagag 


gaagtagttg 


ggttaaagtt 


3420 


gtgggatttg 


cactatgcct 


atacattttt 


atttatgcca 


ttattttgag 


aggctgatta 


3480 


ttgctttttt 


aaaatgatgc 


actggtgaag 


atgtgaaagt 


aaaattgcca 


cgtggcatta 


3540 


tttgccaaga 


ataaatgaaa 


agggtaaaaa 


aacaattttt 


tcttttttta 


aacatttttc 


3500 


agaaaagata 


caattacctt 


ttttaatagg 


tgagcgccac 


cacgcccggc 


taatttttgc 


3660 


atttttagta gagacagggt 


ttcaccatgt 


tggccaggat 


ggtctcgatc 


tcttgatctc 


3720 


gtgttccgcc 


cacctcggcc 


tcctaaagtg 


ctgggattac 


aggcatgagc 


cactgcgccc 


3780 


gatctacaat 


tctgttttct 


gtgtcccatc 


cataccagat 


tattgaaccc 


tctgtgtgta 


3840 


tgtttttaaa 


tcttgtatat 


aattctactt 


ccttgactta 


caagtcaaca 


attagctatt 


3900 


gagttcttta 


tagaagttgg 


aagtattttg 


aaatctgaga 


tctaattcct 


ggccgggcgc 


3960 


ggtggctcat 


gcctgtaatc 


ccaatatttt 


gggaggccga 


ggtgggtgga 


tcacctgagg 


4020 


ttgggagttc gagatcagcc 


tggccaacat 


ggtgaaaccc 


catctctact 


gaaaaataca 


4080 


aaaattagcc aggcatggtg gctgtctgta 


atcccagcta 


atggggaggc 


tgaggcacaa 


4140 


gaatctcttg aacctgggag gcggaggttg 


cagtgagccg 


agatcacacc 


actgcactcc 


49 00 

*± £i V \J 


atcctgggca 


atggagcgag 


actctgtctc 


aaaaaataat 


aaataagata 


tgattcctgc 


4260 


ctgttttatc 


cagttagaga 


gacacactac 


acatgaaata 


attggagagc 


atgtaaatgt 


4320 


ttacctatta 


gttcaaactt 


agaaaaaggg 


aagaatatgt 


tttagttagc 


aaagtcttaa 


4380 


acaagactga 


agtggcaagc 


actgtagctc 


acgttttctt 


ttgactcacc 


tttttcttta 


4440 


gctccacctt 


ttgtaacttc 


tagatttggg gcatgaagtt 


ctgccactaa 


^rr* /■*< a a a t\ 

gyCaLaaCCa 


*j j y u 


gtacccaagt 


aggaaaggat 


tattgatccc 


tggagtaaag 


attcctagct 


tgcggggatc 


1 jwU 


tcactattga 


tcccccggag 


taaagattcc 


tagctcgcag gaatcttact 


tgcacactta 


4620 


gggaaaatac 


cagagggagc 


cactagcaac 


cgaaaaatga 


aggaaagatt 


taatttctct 


4680 


acccaggtac 


aaatccaatg 


catagtatag 


tatatgttat 


atgcagaaag 


ggcactggag 


4740 


gtgtgagagc 


cctttgggta 


acagctctgc 


tagttgttac 


cttcacactt 


ctctttcttc 


4800 


ttaatctctg gtttctcgtc 


tgaaaaatga gataattgga 


ctagattaat 


agttctcagc 


4860 


cttttctaga 


acaacaaatt 


agattatctc 


tgaagtcctt 


ttccaaaatt 


tcatgcttcc 


4920 
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agtctctccc 


cgtgattgcg 


tattatccct 


aggctaatta 


aaagtgtgct 


ggttaatcag 


4980 


tttctttact 


tttttttctc 


tctttttttt 


attctgtgtt 


caggtatcat 


ttgaccaaca 


5040 


acttgctctt 


aatcttactg 


cgatgactga 


aatctccaaa 


gaggagagta 


tagtagttat 


5100 


aggtctagta 


ataataatct 


tgtaaacaat 


tcattatttt 


ttaaaactta 


atgctgtgtg 


5160 


cctaatcagt 


gttgagtatg 


actaaaatgt 


aaatgagaac 


caaatatgac 


actaacgctg 


5220 


gcactaaatt 


ttatttttac 


ttgtgtactt 


aaagtacttt 


actggcctgt 


tgggaaattg 


5280 


atttgtataa 


gattcacacc 


tggttttggc 


agaaacagct 


ttttaaagat 


acaattaggc 


5340 


tgacttaaaa 


atgtttttta 


ttccacagaa 


tgtatcttta 


ttatgtcatt 


cttaccgtct 


5400 


ctctgccttt 


tttgaccatc 


atgtaactac 


gcagtagtaa 


atcatggggt 


gcaggctgat 


5460 


gaattagtag 


tctttgtaaa 


actaaaatgt 


aatgagcata 


ggaagagaca 


gctcttctgg 


5520 


tgaacatggc 


agttttccgg 


taataccagc 


cttgatgaat 


aggctaaaga 


cagctgtgta 


5580 


ctatggacat 


tcaacttcac 


tggattgcct 


ggcttagctt 


ttcagttatt 


gtcttgccgt 


5640 


gaaacatggt 


gttgcactgt 


acacatttta 


gaatagtggc 


aagaatgttc 


tttagaactg 


5700 


cagataaccc 


aacagagaat 


accataccaa 


tatatcggtt 


tctcctgtta 


catagagatt 


5760 


tggtatttca 


gtgatggtta 


tggtttttga 


ctcacctgtg 


tgtcagtcct 


gctagagaga 


5820 


cagtatagaa 


tcaagaattt 


cttgatgtct 


ttttaaaaat 


agagattata 


atggccttgc 


5880 


tagttgtcct 


gtgaagtgac 


agacccttaa 


ttagaaatct 


tttaatcctg 


ctttccattt 


5940 


tacttctcca 


ccatttattt 


ttaacattca 


ttctctgaaa 


atagttatga 


tttttagtgt 


6000 


aattggctat 


gtttaagaaa 


ttccatttca 


aagtcttaat 


atgtaacaat 


cttcattttt 


6060 


tataaaattg 


aaggacattt 


ttgaggcaaa 


cttactttta 


tagctcattt 


tctccctagt 


6120 


taaggagaat 


tctctggttt 


catatagaga 


atggctagct 


ctgtgatacc 


ccaccctctt 


6180 


tgtggcctac 


cagttgctgt 


tgtgttgctt 


aaaattgcag 


atattctcat 


aaacatgatg 


6240 


atttttggca 


caggcctttc 


tttgctattg 


atttcaaaat 


aaagttgggc 


aatccaattt 


6300 


gaactacttt 


aataaacata 


atttagcatt 


cctgtaatga 


gaaagtattt 


tcaaaagata 


6360 


accagattta 


tttctaggat 


tagagatggc 


aaataccaat 


gatagtattt 


ttcccaagag 


6420 


caatcacaga 


ttaatctata 


aatatgagaa 


gtcgcattat 


tgtacttaat 


tctttggcaa 


6480 


caaacagcaa 


gtttttattg 


tttaattgta 


tttcctctct 


agagatcaca 


atactctggg 


6540 


tattttatat 


cccttctaaa 


ggtcatttgg 


gttttcaaat 


gggaagaata 


gtcaagctaa 


6600 


gctggactaa 


acctaagtaa 


tattttttct 


catcaaaaga 


agttattaat 


ctaactgggt 


6660 


tagcatgagt 


cattcatttt 


ttagacatga 


taaatgggaa 


acatatcaaa 


tcattagata 


6720 
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gggaaagect 


taaatttgaa 


gacacatgga 


8340 


ggcggtagaa 


aattaaactt 


gtaagaggag 


aaaaacatgc 


cattaggtaa 


cgcagagttg 


8400 


taactactgg 


ctaagactca 


atggaacttc 


cacttgctct 


aaaaccaggg 


aagggagtgg 


8460 


gacgataagt 


cttttgaaga 


catcagctca 


ctgtgctgag 


agagggacca 


aactcaagga 


8520 


aacctctgat 


ctatacattc 


aactgctgca 


tttttttata 


aatacatgta 


aatgtcctgt 


8580 
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tgtaatattt 


gatcttggaa 


ataaaaacaa 


aaacttttca 


gtagaaaaaa 


aacaaaaaaa 


8640 


aaaaaatttk 


gggggccggc 


gccaagaagt 


ttcaaccaca 


tgtgtggggc 


cggcccaggt 


8700 


gaaggaaatg gcaagtggcc 


aagaaccggc 


cagaaggggg 


gtttcccaaa 


aaacgcgcgg 


8760 


gcgcgcgttt 


ga 










ft mo 


<210> 5 

<211> 7616 

<212> DNA 

<213> Homo sapien 












<400> 5 
ttctggtggc 


aaaactagaa 


tcacgactac 


ccccccttca 


gaggactcca 


tttaaggggg 


60 


ggtagtcgtg 


attctggtgg 


caaaactaga 


acttttaact 


tgtaaaatga 


aaaatattaa 


120 


atggaccttt 


ttgtcagttg aggatttaga 


ttgattcttt 


tatctgagga 


gcgtatgttc 


180 


ctcagatgtt 


gcgtagagac 


ctttaggttt 


tcatctactt 


taagattgct 


ctcttggcaa 


240 


ttaggggatt 


tgggaaaaga 


agaaaaaaag 


atgccatgtg 


ttgctagtac 


acagttatag 


300 


gatatggttt 


ctaatggttg 


aattttgagg 


aactctccct 


aaagaatgag 


ttttatatct 


360 


cctcaaggaa 


atcatggaaa 


aatctgttta 


ttcttcagtg 


agtccttttg 


aattaatgtt 


420 


cttaaatttt 


tttctaagtc 


tgtgtaagtg 


cttatgtata 


agtatataat 


tgtataaata 


480 


tttataaata 


tatttatata 


attacggttt 


catttctacc 


ttgagtcaaa 


gttctgtctt 


540 


tagattggtg 


actgagtaat 


acttacactt 


tggtgttttt 


tcttaggttc 


ttgaggctta 


600 


cttaactagc 


agcttctgat 


ttattgagtg 


aaagatggtt 


ttcatgttaa 


ttcctcagtt 


660 


gcatctctga 


acttggataa 


catacttgcc 


gtttgaaaaa 


tagagctgta 


tactgtcaaa 


720 


ggtgcactgg 


agggtaaaac 


atttgttggt 


agtagacaag 


ctcagaaatc 


caaaaattcm 


780 


gggagggcac 


agggtaagaa 


gagaggtttg 


ctcagctttg 


tgctctgatg 


gcacccatct 


840 


gtactccagc 


aaagtcatag 


ctgaagccca 


aatcgctcaa 


acgtgtgaag 


tcaatcattt 


900 


ttcctatagg 


gctctgtttc 


cttttcttta 


ccttctagct 


tctcttgata 


aaacagttgg 


960 


gagaactgcc 


aacgtgttca 


tcagtgagag 


ggtgtggttc 


tttccgatat 


gttcagcacg 


1020 


tgcatattca 


tttatgagaa 


accaaagtaa 


cttcttcaac 


tcgggttact 


gtgggatgat 


1080 


taagtagata 


taaagtgatt 


taaaagacag 


catggtactt 


tcactcagct 


taacatgcag 


1140 


ctgggatgtc 


tacaatacaa 


gatgtggtgg 


gttttatttt 


attttatttt 


gaggcaggag 


1200 


tgtaattatc 


ttagggttga 


tataaaggcc 


catgggaaga 


gttacggatt 


gtacatggga 


1260 


agaatccata 


aggagtattg 


ccttgctcaa 


gaatttaatc 


cgctgacagt 


atgcttcttc 


1320 


cagtttgcct 


tacttcctct 


gcaagtttct 


ttgctcctta 


gggcagaggt 


tttattgaat 


1380 
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agattaaatg aggtcagtaa gattagttaa 


aaatagtcat 


tccttgtggg 


tgttggacac 


1440 


agcttgaaag gagtgtttaa 


aaaaaaaaag 


ctagggagga 


aaagaacaag 


aaagatagac 


1500 


ttcgagagtg ataagagaaa aatacaggga gatggaatgg aaactaccag gaaggccggg 


1560 


cgcggtggct 


catgcctgta 


atcccaacac 


tttgggaggc 


ggaggtgggc 


agatcaccta 


1620 


aggtcaggag atcgaggcca gcctgagcaa catggtgaaa ccccgtctct 


actaaaaata 


1680 


caaaaattac 


ctgggtgtgg tggcgtgcac ctgtaatccc agctactcag aggctgaggc 


1740 


aggggaatgg 


cttgaacctg ggaggcagag gttgcagtga gccaagatcg 


caccattaca 


1800 


ctccagcctg 


ggcgacaaag 


cgacactcca 


tctcaaattt 


aaaaaaaaaa 


aaaaagaaga 


1860 


agaagaaaac 


tagtgggaaa 


aaagtgagag gaatactttt 


ttgaaattgg 


tatcggaagg 


1920 


aactggagaa 


gagaaaacaa 


cagtgccaaa 


tgagaaaaga 


acaggaaact 


taatactaat 


1980 


tggcatgcac 


cagatacttt 


tgtgtacatt 


tgcctcttca 


atctcccgaa 


gaatcgtaca 


2040 


aaatgtatac 


tttcttccca 


tgttaagaaa 


acaggtatag 


agaacttatt 


caggactcat 


2100 


agctagtgag 


tggcaaatca 


gaattggaat 


ccagagtcca 


tgctgtggtc 


tccttcagca 


2160 


agagaatcaa 


gctacccaga 


tgattctctt 


ctcattgttt 


ggctttgtaa 


agtgtcactt 


2220 


agttttgttc 


ccataaatat 


agaggaagta 


gttgggttaa 


agttgtggga 


tttgcactat 


2280 


gcctatacat 


ttttatttat 


gccattattt 


tgagaggctg 


attattgctt 


ttttaaaatg 


2340 


atgcactggt 


gaagatgtga 


aagtaaaatt 


gccacgtggc 


attatttgcc 


aagaataaat 


2400 


gaaaagggta 


aaaaaacaat 


tttttctttt 


tttaaacatt 


tttcagaaaa 


gatacaatta 


2460 


ccttttttaa 


taggtgagcg 


ccaccacgcc 


cggctaattt 


ttgcattttt 


agtagagaca 


2520 


gggtttcacc 


atgttggcca ggatggtctc gatctcttga 


tctcgtgttc 


cgcccacctc 


2580 


ggcctcctaa 


agtgctggga 


ttacaggcat 


gagccactgc 


gcccgatcta 


caattctgtt 


2640 


ttctgtgtcc 


catccatacc 


agattattga accctctgtg tgtatgtttt 


taaatcttgt 


2700 


atataattct 


acttccttga 


cttacaagtc 


aacaattagc 


tattgagttc 


tttatagaag 


2760 


ttggaagtat 


tttgaaatct 


gagatctaat 


tcctggccgg gcgcggtggc 


tcatgcctgt 


2820 


aatcccaata 


ttttgggagg 


ccgaggtggg 


tggatcacct 


gaggttggga 


gttcgagatc 


2880 


agcctggcca 


acatggtgaa 


accccatctc 


tactgaaaaa 


tacaaaaatt 


agccaggcat 


2940 


ggtggctgtc 


tgtaatccca 


gctaatgggg aggctgaggc 


acaagaatct 


cttgaacctg 


3000 


ggaggcggag gttgcagtga 


gccgagatca 


caccactgca 


ctccatcctg ggcaatggag 


3060 


cgagactctg 


tctcaaaaaa 


taataaataa gatatgattc 


ctgcctgttt 


tatccagtta 


3120 


gagagacaca ctacacatga aataattgga gagcatgtaa atgtttacct 


attagttcaa 


3180 
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acttagaaaa 


agggaagaat 


afccrfc tttaat 


tagcaaagtc 


ttaaacaaga 


ctgaagtggc 


3240 


aagcactgta 


gctcacgttt 


tcttttgact 


cacctttttc 


tttagctcca 


ccttttgtaa 


3300 


cttctagatt 


tggggcatga 


agttctgcca 


ctaaggcata 


accagtaccc 


aagtaggaaa 


3360 


ggattattga tccctggagt 


aaagattcct 


agcttgcggg gatctcacta 


ttgatccccc 


3420 


ggagtaaaga 


ttcctagctc 


gcaggaatct 


tacttgcaca 


cttagggaaa 


ataccagagg 


3480 


gagccactag 


caaccgaaaa 


atgaaggaaa gatttaattt ctctacccag gtacaaatcc 


3540 


aatgcatagt 


atagtatatg 


ttatatgcag 


aaagggcact 


ggaggtgtga 


gagccctttg 


3600 


ggtaacagct 


ctgctagttg 


ttaccttcac 


acttctcttt 


cttcttaatc 


tctggtttct 


3660 


cgtctgaaaa 


atgagataat 


tggactagat 


taatagttct 


cagccttttc 


tagaacaaca 


3720 


aattagatta 


tctctgaagt 


ccttttccaa 


aatttcatgc 


ttccagtctc 


tccccgtgat 


3780 


tgcgtattat 


ccctaggcta 


attaaaagtg tgctggttaa 


tcagtttctt 


tacttttttt 


3840 


tctctctttt 


ttttattctg 


tgttcaggta 


tcatttgacc 


aacaacttgc 


tcttaatctt 


3900 


actgcgatga 


ctgaaatctc 


caaagaggag 


agtatagtag 


ttataggtct 


agtaataata 


3960 


atcttgtaaa 


caattcatta 


ttttttaaaa 


cttaatgctg 


tgtgcctaat 


cagtgttgag 


4020 


tatgactaaa 


atgtaaatga 


gaaccaaata 


tgacactaac 


gctggcacta 


aattttattt 


4080 


ttacttgtgt 


acttaaagta 


ctttactggc 


ctgttgggaa 


attgatttgt 


ataagattca 


4140 


cacctggttt 


tggcagaaac 


agctttttaa agatacaatt 


aggctgactt 


aaaaatgttt 


4200 


tttattccac 


agaatgtatc 


tttattatgt 


cattcttacc 


gtctctctgc 


cttttttgac 


4260 


catcatgtaa 


ctacgcagta gtaaatcatg gggtgcaggc 


tgatgaatta 


gtagtctttg 


4320 


taaaactaaa 


atgtaatgag 


cataggaaga 


gacagctctt 


ctggtgaaca 


tggcagtttt 


4380 


ccggtaatac 


cagccttgat 


gaataggcta 


aagacagctg tgtactatgg 


acattcaact 


4440 


tcactggatt 


gcctggctta 


gcttttcagt 


tattgtcttg 


ccgtgaaaca 


tggtgttgca 


4500 




tttagaatag 


tggcaagaat 


gttctttaga 


actgcagata 


acccaacaga 


4560 


gaataccata 


ccaatatatc 


ggtttctcct 


gttacataga 


gatttggtat 


ttcagtgatg 


4620 


gttatggttt 


ttgactcacc 


tgtgtgtcag 


tcctgctaga gagacagtat 


agaatcaaga 


4680 


atttcttgat 


gtctttttaa aaatagagat 


tataatggcc 


ttgctagttg 


tcctgtgaag 


4740 


tgacagaccc 


ttaattagaa 


atcttttaat 


cctgctttcc 


attttacttc 


tccaccattt 


4800 


atttttaaca 


ttcattctct 


gaaaatagtt 


atgattttta 


gtgtaattgg ctatgtttaa 


4860 


gaaattccat 


ttcaaagtct 


taatatgtaa 


caatcttcat 


tttttataaa 


attgaaggac 


4920 


atttttgagg 


caaacttact 


tttatagctc 


attttctccc 


tagttaagga 


gaattctctg 


4980 


gtttcatata 


gagaatggct 


agctctgtga 


taccccaccc 


tctttgtggc 


ctaccagttg 


5040 
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ctgttgtgtt 


gcttaaaatt 


gcagatattc 


tcataaacat 


gatgattttt 


ggcacaggcc 


5100 


tttctttgct 


attgatttca 


aaataaagtt 


gggcaatcca 


atttgaacta 


ctttaataaa 


5160 


cataatttag 


cattcctgta 


atgagaaagt 


attttcaaaa 


gataaccaga 


tttatttcta 


5220 


ggattagaga 


tggcaaatac 


caatgatagt 


atttttccca 


agagcaatca 


cagattaatc 


5280 


tataaatatg 


agaagtcgca 


ttattgtact 


taattctttg 


gcaacaaaca 


gcaagttttt 


5340 


attgtttaat 


tgtatttcct 


ctctagagat 


cacaatactc 


tgggtatttt 


atatcccttc 


5400 


taaaggtcat 


ttgggttttc 


aaatgggaag 


aatagtcaag 


ctaagctgga 


ctaaacctaa 


5460 


gtaatatttt 


ttctcatcaa 


aagaagttat 


taatctaact 


gggttagcat 


gagtcattca 


5520 


ttttttagac 


atgataaatg 


ggaaacatat 


caaatcatta 


gataaattct 


gacctggaat 


5580 


tgaattcccc 


ctttcttaaa 


atctttttaa 


tttgcttttt 


tcatagactc 


agtatggaac 


5640 


tcttaactga 


taagggagag 


attcttgatc 


tggaaccgtt 


ccctgccatt 


ctcctttttt 


5700 


ctctctgtct 


aggtagctgg 


ttccatagtg 


cccgtcacga 


gggtccattt 


cagtttgatg 


5760 


acattagact 


gcttacactc 


agctggatgc 


cttgctgttt 


gcagcaacat 


gattttacag 


5820 


tatgcttttc 


tcaaagcttt 


gcattcttaa 


tggagatatc 


aaatggtgta 


attccaaata 


5880 


taaatatgtt 


tatgacacta 


atcatatgct 


tttaacaata 


actttttgat 


aacttattgc 


5940 


cctgtaagtt 


aaaccttaca 


cggagtgact 


gttgccatca 


gaaaatcccc 


tttcacctgc 


6000 


tagagagagt 


gaaagtagtg 


cgtggcctcc 


acttttcagt 


taacgagtag 


caagcttcta 


6060 


gtaggggctg 


cttatctgac 


ccatgtgggg 


tcttgggcct 


tgttactttc 


ctgggttcgt 


6120 


cccttcagct 


ggaaaggctg 


ttgaaaacac 


ttgccaggaa 


acagtaaagc 


tgtgagagaa 


6180 


tcttctagtc 


ttagatatag 


agaaatgagt 


accagttgat 


gctaacacga 


tacttagact 


6240 


ttgaggggct 


tccatccaag 


ctttggcatg 


aatctgttag 


acacggtttt 


cttcactcct 


6300 


ctgataatct 


ttttttccag 


aatggttttt 


tgttgttgtt 


gttgttaaca 


aattctaaac 


6360 


atccagtgtt 


actttttgtt 


ttgtttgttt 


tgttttgttt 


tgttttgttt 


tgtttgccct 


6420 


tcaggaaagt 


cctttttcga 


gtaggtattg 


attgttccct 


ggaaactctc 


agcagtgtct 


6480 


gtgcaggctc 


tgtgcatgct 


ttgtatgagt 


tcggcttgaa 


caatgcattt 


gaagtcacct 


6540 


gggatgtcca 


gttctggcat 


gtcttcattg 


attgtgtttt 


taaacatgtt 


tcatgtttca 


6600 


tgtcattttc 


caaacctcac 


tttacatctt 


actcagagaa 


gttaatcaag 


gaatgaaatt 


6660 


tctaggggga 


tagggatgat 


gagggtgggt 


tgggggcttg 


agtgaagtca 


acttggggta 


6720 


tttgctttaa 


agtgttttct 


aaagcagttc 


ctaacagtat 


ttagagattc 


cctgggatgt 


6780 


ttgtggctca 


acttattctg 


gacaaagtgt 


gtgtgggggt 


ggtcttactg 


agatttgcat 


6840 
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LUU LddLy (w-d 


<-Tfra panrrr't" r* 


t-oaatcccat 


a a r*ra haapan 


a rra f a cr t~ ei r* t* 
ay a. i*- ay u^ll. 


i*v*ugctytaa 


a t* <rra a^h of" 






CdgCtCLLCL. 




aagaayCCCt 


a fr* k 3 a a 




uaagacacat 




get uy y y aaa 


fir* 4» q ^ — » 4- 4~ 

yccLcaaacc. 


a ^ fr~ /T 4— a a na 
aCC Cytaayd 


rtfia rra a a a a 
yy»yciaaoaL. 


a i~ t~m a 4— a 

aLyccattay 


t# l. i^. ctct l. y y cici 


LLUQL L l_ y 


ft'r't~a.aaar»r» 


aagacatcag 


ctcactgtgc 


tgagagaggg 


attcaactgc 


tgcatttttt 


tataaataca 


ggaaataaaa 


acaaaaactt 


ttcagtagaa 


cggcgccaag 


aagtttcaac 


CaCd ty uy uy 


ggccaagaac 


cggccagaag 


gggggtttcc 


<210> 6 
<211> 1921 
<212> DNA 
<213> Homo sapien 




<400> 6 
gacctctcct 


catctgtgca 


u yga u y a.y tyi 


tggtctggtg 


gtgaatcctc 


r»a 4- -a rri~ rra 
t>a L ay uutya 


gaacatctgg 


cacacagtat 


gcactgagga 


gatgaaaact 


taaccttgga 


atUaatLaCy 


aaggacctgg 


tgattagacc 


rT»r<aa ria riap 
CCuaoyoCaC 


aggcccagcg 


agagtcttta 


gggccagaac 


acttgggatt 


caccagtata 


paaj- ft rra rra 
uda u y y ay a u 


ctagcatggc 


aaacaggcag 


a a a pa/f^n^ 
UaaaCoytCC 


ggtggacaga 


tatagaagca 


cggoaocccg 


gcgatggcag 


cttggacctg 


ttggaagcag 


gaaggttaat 


ttgatcacca 


atggccaatg 


ttccgtaaaa 


accaaaagga 


ttgggtttga 


gttcctggag 


gatggtggtc 


ctaaacaggg 


ctcccattct 


attgctgaga 


gaaaatacag 



PCT/US2003/038855 



lb 

ctgtactcta 


aatttgtgat 


tgaatccaag 


6900 


tgtttctggc 


aagtgctccc 


taaaatgcac 


6960 


aatggtgcta 


ggagataccg 


ttgatttctg 


7020 


tgggattgtt 


gagcaagggg 


cagctggacc 


7080 


tagagaccct 


cctgtatatc 


tagtaagtca 


7140 


tgaagacaca 


tggaggcggt 


agaaaattaa 


7200 


gtaacgcaga 


gttgtaacta 


ctggctaaga 


7260 


agggaaggga 


gtgggacgat 


aagtcttttg 


7320 


accaaactca 


aggaaacctc 


tgatctatac 


7380 


tgtaaatgtc 


ctgttgtaat 


atttgatctt 


7440 


aaaaaacaaa 


aaaaaaaaaa 


tttkgggggc 


7500 


gggccggccc 


aggtgaagga 


aatggcaagt 


7560 


caaaaaacgc 


gcgggcgcgc 


gtttga 


7616 


gccgactttg 


gagcccaggc 


tgttacttcc 


60 


gagtaagatc 


cttgatactg 


gctcagcatg 


120 


aatacttgtt 


ggaataatca 


gtgaatcata 


180 


agactgctca 


gaggaagaga 


atgggagaca 


240 


tgggctgtct 


gcttgtgtct 


cgggtggaac 


300 


tcaagaattt 


attgagccct 


tgttctaggc 


360 


aaaaatccct 


gccctggagc 


agcttacatt 


420 


attctggctg 


ctgtattgag 


aagagaatgt 


480 


atagggctat 


tgcaatcact 


cagaaaagag 


540 


tagagtgctt 


ccagggagga 


gaaaggacct 


600 


atgtaatcag 


ttatgcctat 


gtaatgaagc 


660 


ttgagcttct 


ggatagctaa 


acatgtggaa 


720 


ttaccagaaa 


atttaaagtt 


acgccagtca 


780 


agcggtgaag 


agcttacagt 


cgggtgagca 


840 
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agatacgccc 


ccaatgttag 


ctaatgatgt 


lb 

aaggcatcaa 


caagaaatgt 


gggggttcag 


900 


gaaagtggaa 


ggtggggtcg 


tccaaagcct 


gggaaagtct 


tcagttgaag 


gcgagacaga 


960 


tgggactatt 


agtgagtttc 


gagagatcca 


acgcctcgcc 


gccttcgctt 


catttttgtc 


1020 


tcacgcccca 


cccttgaacg 


cgcggcgcct 


tttgaccccg 


ccgccgcgcc 


gtagaccgcg 


1080 


ctgcacgccg 


gcggcagcca 


tggcggatgt 


gtcagagagg 


acactgcagt 


tgtccgtgct 


1140 


agtagccttc 


gcttctggag 


tactcctggg 


ctggcaggcg 


aaccgactgc 


ggaggcgcta 


1200 


cttggactgg 


aggaaaagga 


ggctgcagga 


caagctggcg 


gcgacgcaga 


agaagctgga 


1260 


cctggcctga 


gactctgcgc 


cttccgcccc 


attctgtccc 


cctcatggcc 


accttgccat 


1320 


gtccgcgccg 


gagccccggt 


ccgccggcgc 


ccagaaccag 


gcttgccaca 


cagtccccgc 


1380 


ctgccatggc 


cggctcttcc 


tggagtgttg 


cttgttgaag 


atgcatatag 


actaccggaa 


1440 


agaaatgact 


tcttcttgca 


ctttatgaat 


caattttatt 


tttaaaataa 


aaaaattaaa 


1500 


catcaaaaaa 


aaaaaaaaaa 


acaaaaaaaa 


aaaaaaggaa 


aaaagaaaaa 


aaaaaaaaaa 


1560 


aagaaacaag 


acaaaaacag 


agagcggcaa 


aaaaagaaca 


cagagaggag 


acacacaaag 


1620 


acgaacaaac 


cacgagaaag 


agcgaccaag 


aagcgcacaa 


aaaaaagaaa 


agaggaggca 


1680 


cagaaacaac 


cgcgaggaaa 


aagaacaaca 


gcagaccgag 


agcgcccgga 


gcgggaaaac 


1740 


acacacgaag 


tgaggacaga 


gaagacgaca 


gccggacaca 


aacaaaaaga 


aaggaaaaga 


. 1800 


gacacgagcg 


gagggcgaca 


caaaaaacaa 


aagacagaac 


aaacgacgcg 


aagacacccg 


1860 


agacaaaagc 


gaccaggaga 


gagaagcgaa 


cgagcgccca 


ccccgacaac 


acaagacaag 


1920 


a 












1921 


<210> 7 
<211> 1469 
<212> DNA 
<213> Homo sapien 












<400> 7 
gacctctcct 


catctgtgca 


tggatgagtg 


gccgactttg 


gagcccaggc 


tgttacttcc 


60 


tggtctggtg gtgaatcctc 


catagtctga 


gagtaagatc 


cttgatactg 


gctcagcatg 


120 


gaacatctgg cacacagtat 


gcactgagga 


aatacttgtt 


ggaataatca 


gtgaatcata 


180 


gatgaaaact 


taaccttgga 


attaattatg 


agactgctca 


gaggaagaga 


atgggagaca 


240 


aaggacctgg 


tgattagacc 


cccaagacac 


tgggctgtct 


gcttgtgtct 


cgggtggaac 


300 


aggcccagcg 


agagtcttta 


gggccagaac 


tcaagaattt 


attgagccct 


tgttctaggc 


360 


acttgggatt 


caccagtata 


caatggagac 


aaaaatccct 


gccctggagc 


agcttacatt 


420 


ctagcatggc aaacaggcag 


taaacagccc 


attctggctg 


ctgtattgag 


aagagaatgt 


480 
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era t crcra caaa 


tatagaagca 


tggaaacctg 


atagggctat 


tgcaatcact 


cacraaaacracr 


540 


crccra.tciCTca.cr 


cttggacctg ttggaagcag 


tagagtgett 


ccagggagga 


aaaaaaacct 


600 


gaaggfctaat 


ttgatcacca atggccaatg 


atgtaatcag ttatgectat 


gtaatgaagc 


660 


t t ccgfcaaaa 


accaaaagga 


ttgggtttga 


ttgagcttct 


ggatagctaa 


acatcrtcrcraa 


720 


crt t c c t crcracr 


gatggtggtc 


ctaaacaggg 


ttaccagaaa 


atttaaagtt 


accrcGacrt ca 


780 


ctcccattch 


attgetgaga 


gaaaatacag 


agcggtgaag 


agcttacagt 


ccrcrcrfccracrca 


840 


aaatacoccc 


ccaatgttag 


ctaatgatgt 


aaggcatcaa 


caagaaatgt 


crcrcrcr cr 1 1 c acr 


900 


aaaaataaaa 


ggtggggtcg 


tccaaagcct 


gggaaagtct 


tcagttgaag 


crccracracacra 


960 


t cr crcra c t a 1 1 


agtgagtttc 


gagagatcca 


acgcctcgcc 


gccttcgctt 


catttttgtc 


1020 


tcacgcccca 


cccttgaacg 


cgcggcgcct 


tttgaccccg 


ccgccgcgcc 


cr t a era c c a c cr 


1080 


efccreaccrcecr 


gcggcagcca 


tggcggatgt 


gtcagagagg 


acactgeagt 


tcrtccatact 


1140 


aataaccttc 


gcttctggag 


tactcctggg 


ctggcaggcg aaccgactgc 


crcr aero ccr c t a 


1200 


cttggactgg 


aggaaaagga 


ggctgcagga 


caagctggcg gegaegcaga 


agaagctgga 


1260 


cctggcctga 


gactctgcgc 


cttccgcccc 


attctgagee 


ccggtccgcc 


ggcgcccaga 


1320 


accaggcttg 


ccacacagtc 


cccgcctgcc 


atggccggct 


cttcctggag 


tgttgcttgt 


1380 


tgaagatgea 


tatagactac 


eggaaagaaa 


tgacttcttc 


ttgeacttta 


tgaatcaatt 


1440 


ttatttttaa 


aataaaaaaa 


ttaaacatc 








1469 



<210> 8 
<211> 1268 
<212> DNA 
<213> Homo sapien 

<400> 8 

ttcctggtgg tgatggtgtg cacttttatt caactggtct caagtcagtg tacaggtaag 60 

ccctggctgc ctccacccac tcccagggag accaaaagcc ttcatacatc tcaagttgga 120 

ggacaaagga agggagaggg gtggagggac agaaaggaag aggaaggatg gaggaaggaa 180 

aaaggaggag aagcaaaegg ggggggctgc ccttgcctct gagaacctgc tacactgtct 240 

cctttggtag cagcctgccc ctgtgcctct aacctacacg tgacttgggt caaataaaac 300 

ttccaggagg atccaaacct gaaggacagt gggaacccca gaatgeaett tgaggcttct 360 

ctagcagtgg acgagcgcct gtcttcttag tccctgaccc tggatctttc tgaaggtctc 420 

ctcatcaccc agetgecagg gaacctggct gcccctgaag cagctcacac tggtctgtcc 480 

cctctgcagc accacccatg ctgcccctca gctcttcccg ctgctctcac tcctgaacac 540 

ttaaggagat ggcaggggag gagctgeega accagaggag caccccacac actgccaaca 600 
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ggyuttyocu 


caggagcggg ggcttgaaaa gctccagctc cgtttttaga ggaagaagaa 


660 


#■ m^r^ttftsx f- t~ 33 

tyccggotta 


caacacagca ccagcaatct 


ggatattcgt tccctggctg 


ttctttaacc 


720 


ayCCayyaad 


tgccctgtgc aagggctgga ggcctggggc tgcagactcc 


caatctcaat 


780 


gyyuacccca 


gggctgagcc acctgagggc 


actgggggtt tccattttca 


aacgggaatc 


840 


ctayuayct t 


ccctgctccc acctgcggaa 


gaggagacac ttttgtacat 


tctgactttc 


900 


9 fra ^ r*Tfi 

uy ociyciv_-ciyy 


taaaaaggcg tacacagacc 


tttggggatg aaagagaaac 


taaaactgaa 


960 


/■> /"«t 13 33 r"T$~ r-f /-» 

(_(_dciy Ly LctL 


aggttacagc gtcacagtca 


aggcacctaa cagaccctac 


ttactgtttg 


1020 


ttcttaaaca 


tgaatgactg cagatccctg ccagagacgg taagtgaaaa 


aacagctacc 


1080 


tcctattttc 


tttacgtatt tcccatcaaa 


cgcctgtctt gggttgggtt 


aagaattaca 


1140 


gaaggtaaac 


ggagtcaatt ccaagtcact 


caagcaattt tctgtgtgaa gagagaacaa 


1200 


gacaaaagcc 


aaccacaaca gcaaaaccca 


aagcctccgt tacgccttct 


atggcaatca 


1260 


aacacgcc 








1268 


<210> 9 

<211> 1328 

<212> DNA 

<213> Homo sapien 








<400> 9 
ataagtgtct 


taacttgggc tgtcttcact 


ccacccctcc cgagtaggta 


cttcagttgt 


60 


gcccattcta 


cagacaggga agctgaggct 


ggagaggtca ggactcgcct 


gaggtcctac 


120 


ggtctcccct 


gggacctggc tgaggatggg 


ggccgggctg ggccctcagg 


gttggagact 


180 


ctgaccccct 


actccccgac ccccagcttc 


acgtggagtg acgcacgcct 


gcaccgaggc 


240 


ctggtgaccc 


tgctgactgg tgaaattgtt 


gacgccttca gccttgagtt 


ccggacgctg 


7 no 
j \j \j 


tacgcggcct 


cctgcccgct cccacctgcg 


cccccccaga aaccctcggt 


cataggtggc 




ctgcagcggg 


gccgcagcct gcaccgcgtg 


tcccgccgcc gctccgtggc 


ccccgcgtcg 


420 


cctccgccgc 


ctgacggccc gctggcccac 


cgcctggccg cctgccgcgt 


ctcccctgct 


480 


accccggggc 


cggcactcag tgacattcta 


aggagtgtgc agcgcgcccg 


gacccccagc 


54 0 


ggccccccgg 


cccggcccag ccgctccatg 


tgggacctaa gccgcctgtc 


ccagctgtct 


600 

O U V 


ggctccagtg 


atggggacaa cgagctcaag 


aaatcctggg gctccaagga 


cactccagcc 


660 


aaggctctga 


tgaggcagcg gggcactgga 


ggaggcccct ggggggaagt 


ggactcccga 


720 


cctccgtggg 


gcggtgccct gcccctgccc 


cccgcccacc gcctccgcta 


tctgtcccca 


780 


gcccgaaggc 


ggttcggtgg ggatgctaca 


ttcaaacttc aagagcccag 


aggcgtcagg 


840 


ccgtcagact 


gggccccccg ggcaggactt ggggggcaac cctgaacagg agcccaagcc 


900 
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aaatctgctg gcccacccaa ggagcagtgc 


cggacaactg 


tcggctcaga 


gccctctgcc 


960 


tcaatgccct gccttggaca aggcttctgg 


cctcggcgtc 


tgtcaagcag 


aagggatgtt 


1020 


tgtcacttgt 


tctgcaactt 


gggccgggag 


tggtggctca 


tgcctgtaat 


ccctgcactt 


1080 


tgggaggcta 


aggtgggagg gttgcttaag 


gccaggagtt 


ggagaccagc 


ctgggcaaca 


1140 


tagtgagacc 


ccatctctac 


aattaaaaaa 


acaaat tagt 


tgggtgtggt 


ggcgcacgcc 


i o n n 
lzUU 


tgtggtccca 


gctacgcagg 


aggctgaggt 


gggaggatcc 


ctcgagctca 


ggaggtggag 


1260 


gcagcagtga gccaagatca 


tgcccttgca 


ctccagcctg 


ggcaacacag 


tgagaggcca 


1320 


tctcttta 












1328 


<210> 10 

<211> 2061 

<212> DNA 

<213> Homo sapien 












<400> 10 
cccttttcaa 


tgaaaagtca 


ctgagcttgg 


tgagtcaaga 


ttcactgaaa 


tattcttcca 


60 


tgttgatggg 


cctctttggt 


gaggtgacct 


tattcctgtc 


ctgcccccta 


agggtgggca 


120 


gggtggacag 


aacgcagcct 


ggacttccgg 


acgcagcccc 


ctaccgcccc 


ggactcgcct 


180 


accccxccgg 


ccxcxgagga 


gggccctaag 


cccaggacag 


acgtggaaaa 


agggcagtaa 


240 


aaaggatgca 


gttcttctct 


ttaatcccta 


acccaatttc 


tcgggaaaag 


ctgcgttccc 


300 


acacagaagg 


cgaaccctgt 


aaagctgtgg 


cttggctgcc 


gcgcacgcag 


tcgctttacg 


360 


aattcccaaa 


gcatctagcg 


gaagtttaga 


ccgttcacta 


ggggtcacat 


gggccacttc 


420 


gcgagcagct 


ggcgaacagt 


tcctttcagt 


ttgaaagtat 


ctttgaaact 


cggaaattgt 


480 


gctccttggt 


ctttcagttc 


ataagcctag 


agagtggcta 


ctgaaattgg 


aatcgtcatc 


540 


ttcttccctc 


ggccccaact 


agtagaccac 


gaccagaaga 


cacatcctaa 


cctacaccta 


600 


ccgtagtgtc 


acacccggca 




aggtccacca 


actgcgcctg 


cgcgaaccgg 


660 


ccgctcccgc 


gacatcacag 


gaaggctgag 


agaaagggca 


ggtccccgct 


gcgtggggct 


720 


gggcttaaag 


gctcgtcgcg 


cctgcgcaaa 


ggacctgacg 


acgtgctgcg 


tcgttacttt 


780 


tgaaacgctt 


ggcggggaag 


tgctgttgga 


gccgctgtgg 


ttgctgtccg 


cggagtggaa 


840 


gcgcgtgctt 


ttgtttgtgt 


ccctggccat 


ggcgctgcag 


ctctcccggg 


agcagggaat 


900 


caccctgcgc 


gggagcgccg 


aaatcgtggc 


cgagttcttc 


tcattcggca 


tcaacagcat 


960 


tttatatcag 


cgtggcatat 


atccatctga 


aacctttact 


cgagtgcaga 


aatacggact 


1020 


caccttgctt 


gtaactactg 


atcttgagct 


cataaaatac 


ctaaataatg 


tggtggaaca 


1080 


actgaaagtg 


cacccagaga 


aaagtctcag 


aaagctatcc 


aggatgaaat 


ccgttcagtg 


1140 
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atcagacaga 


tcacagctac 


ggtgacattt 


ctgccactgt 


tggaagtttc 


ttgttcattt 


1200 


gatctgctga 


tttatacaga 


caaagatttg 


gttgtacctg 


aaaaatggga 


agagtcggga 


1260 


ccacagttta 


ttaccaattc 


tgaggaagtc 


cgccttcgtt 


catttactac 


tacaatccac 


1320 


aaagtaaata 


gcatggtggc 


ctacaaaatt 


cctgtcaatg 


actgaggatg 


acatgaggaa 


1380 


aataatgtaa 


ttgtaatttt 


gaaatgtggt 


tttcctgaaa 


tcaggtcatc 


tatagttgat 


1440 


atgttttatt 


tcattggtta 


atttttacat 


ggagaaaacc 


aaaatgatac 


ttactgaact 


1500 


gtgtgtaatt 


gttcctttta 


tttttttggt 


acctatttga 


cttaccatgg 


agttaacatc 


1560 


atgaatttat 


tgcacattgt 


tcaaaaggaa 


ccaggaggtt 


tttttgtcaa 


cattgtgatg 


1620 


tatattcctt 


tgaagatagt 


aactgtagat 


ggaaaaactt 


gtgctataaa 


gctagatgct 


1680 


ttcctaaatc 


agatgttttg gtcaagtagt 


ttgactcagt 


ataggtaggg 


agatatttaa 


1740 


gtataaaata 


caacaaagga 


agtctaaata 


ttcagaatct 


ttgttaaggt 


cctgaaagta 


1800 


actcataatc 


tataaacaat 


gaaatattgc 


tgtatagctc 


cttttgacct 


tcatttcatg 


1860 


tatagttttc 


cctattgaat 


cagtttccaa 


ttatttgact 


ctaatttacg 


taacttgaac 


iy Z U 


ctatgaagca 


atggatattt 


gtactgttta 


atgttctgtg 


atacagaact 


cttaaaaatg 


1980 


ttttttcatg 


tgttttataa 


aatcaagttt 


taagtgaaag 


tgaggaaata 


aagttaagtt 


2040 


tgttttaaat 


ttgtcttaaa 


a 








2061 


<210> 11 
<211> 1826 
<212> DNA 
<213> Homo sapien 












<400> 11 
tcgaaymgta 


accgttcgta 


cgagaatcgc 


tgtcctctcc 


ttgcggccgc 


agtgtggtgg 


60 


aattcttttc 


cgacacgtag 


tagtactgac 


gcttgggaac 


ggcctgggcc 


agaatctcga 


120 


tctggcgagc 


gttcaggccc 


atgcggcggt 


acagggccgc 


cgtgtcctca 


tccctggcgt 


180 


aaatattcgg 


caggaaaatc 


ttggtcgcgg 


tcgattccac 


gatcacgtcc 


aggatgccgc 


240 


tgttggcggc 


gtcggacagg 


ctctgcgttg 


ccatcagcac 


aaggcagttg 


gccttacgca 


300 


gcaccttgag 


ccattccctg atcttcgcgc 


ggaatgccgg 


gtggccgagc 


atcaaccagg 


360 


cttcgtccag 


gatgatgacg 


gccgccagtg 


tggtggaatt 


ctaaccctga 


aaaagatata 


420 


tttgtggtgc 


gggaaaatgg 


gacgacgtgt 


ctcatggcag 


agtttgcagc 


caaatttatt 


480 


gtaccttatg 


atgtgtgggc 


cagcaactac 


gtagatctga 


tcacagaaca 


ggccgatatc 


540 


gcattgaccc 


ggggagctga ggtgaagggc 


cgctgtggcc 


acagccagtc 


ggagctgcaa 


600 


gtgttctggg 


tggatcgcgc 


atatgcactc 


aaaatgctct 


ttgtaaagga 


aagccacaac 


660 
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atgtccaagg 


gacctgaggc 


gacttggagg 


21 

ctgagcaaag 


tgcagtttgt 


ctacgactcc 


720 


tcggagaaaa 


cccacttcaa 


agacgcagtc 


agtgctggga 


agcacacagc 


caactcgcac 


780 


cacctctctg 


ccttggtcac 


ccccgctggg 


aagtcctatg 


agtgtcaagc 


tcaacaaacc 


840 


atttcactgg 


cctctagtga 


tccgcagaag 


acggt caeca 


tgatcctgtc 


tgcggtccac 


900 


atccaacctt 


ttgacattat 


ctcagatttt 


gtcttcagtg 


aagagcataa 


atgcccagtg 


960 


gatgagcggg 


agcaactgga 


agaaaccttg 


cccctgattt 


tggggctcat 


cttgggcctc 


1020 


gtcatcatgg 


taacactcgc 


gatttaccac 


gtccaccaca 


aaatgactgc 


caaccaggtg 


1080 


cagatccctc 


gggacagatc 


ccagtataag 


cacatgggct 


agaggcegtt 


aggcaggcac 


1140 


cccctattcc 


tgctccccca 


actggatcag 


gtagaacaac 


aaaagcactt 


ttccatcttg 


1200 


tacacgagat 


acaccaacat 


agctacaatc 


aaacaggect 


gggtatctga 


ggcttgcttg 


1260 


gcttgtgtcc 


atgcttaaac 


ccacggaagg 


gggagactct 


ttcggatttg 


tagggtgaaa 


1320 


tggcaattat 


tctctccatg 


ctggggagga 


ggggaggagg 


gtctcagaca 


gctttcgtgc 


1380 


tcatggtggc 


ttggctttga 


ctctccaaag 


agcaataaat 


gccacttgga 


gctgtatctg 


1440 


gccccaaagt 


ttagggattg 


aaaacatgct 


tctttgagga 


ggaaacccct 


ttaggttcag 


1500 


aagaatatgg 


ggtgctttgc 


tcccttggac 


acagctggct 


tatcctatac 


agttgtcaat 


1560 


gcacacagaa 


tacaacctca 


tgctccctgc 


agcaagaccc 


ctgaaagtga 


ttcatgette 


1620 


tggctggcat 


tctgcatgtt 


tagtgattgt 


cttgggaatg 


tttcactget 


acccgcatcc 


1 C O f\ 

168 0 


agcgactgca 


gcaccagaaa 


acgactaatg 


taactatgea 


gagttgtttg 


gacttcttcc 


1740 


tgtgccaggt 


ccaagtcggg 


ggacctgaag 


aatcaatctg 


tgtgagtctg 


tttttcaaaa 


1800 


tgaaataaaa 


cacactattc 


tctggc 








1826 


<210> 12 

<211> 1106 

<212> DNA 

<213> Homo sapien 












<400> 12 
ataatttgga 


atgtgggtgg 


agaggggatc 


atagttctcc 


ctgagtgaga 


ctcacctgct 


60 


cctctggccc 


ctggtcctgt 


cctgttctcc 


agcatggtgt 


gtctgaagct 


ccctggaggc 


120 


tcctgcatgg 


cagctctgac 


agtgacactg 


atggtgctga 


gctccccact 


ggctttggct 


180 


ggggacaccc 


aaccacgttt 


cttgtggcag 


gataagtatg 


agtgtcattt 


ettcaaeggg 


240 


acggagcggg 


tgcggttcct 


ggaaagagtc 


atctataacc 


aagaggagtt 


cgtgcgcttc 


300 


gacagcgacg 


tgggggagta 


ccgggcggtg 


aeggagctag 


ggcggcctgt 


cgccgatcca 


360 


tcctgaggtg 


actgtgtatc 


ctgccaagac 


tcagcccctg 


cagcaccaca 


acctcctggt 


420 
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f f'erf t" f t" rrr~ er 


acrtcrafc fe t" c t~ 


ouccayyi-ay 


cattaaaatc 


aggtggttcc ggaaeggeca 


480 


r»na a era rra a <~t 
y yao^ayaay 


eif t* er crcrei t* er er 
g^uyyyytgg 


tyCCCaCayy 


rrfaatccaa 


aatggagact 


ggaccttcca 


540 


yoccctyyuy 


a f~ rrr 1 t" erera a a 


fa rr^- nr>f" f er 


rra ft" errraera a 
yciy uyy cty aci 


gtttacacct 


gccaagtgga 


600 


yCaCCCaagt 


ert" rra t~ rra rrr* r* 
yuyauyayct 




ggaatggaga 


geaeggtctg aatctgeaca 


660 


y ay uaay a uy 


/-» f era ert - erera er 


t~ Prfrrrrnrrr't" t~ 

t- v-y y y y y uu 


tgtgctgggc 


ctgctcttcc 


ttggggccgg 


720 


eft" t~ t" fa t~ f 


4- a f t~ t~ fa erera 


a t" e>a era a a crcr 
ci i_ ^cty Qciciy y 


acactctgga 


cttcagccaa 


caggattcct 


780 


er a n t" era a ert" 
ycty c tyciciy u 


era a era t" era f f 


a fa t" t" fa a crcr 


aaaaaccttc 


tgccccagct 


ttgcaggatg 


840 


aaacacttcc 


ccgcttggct 


ctcattcttc 


cacaagagag acctttctcc ggacctggtt 


900 


gctactggtt 


cagcaactct 


gcagaaaatg 


tcctcccctg 


tggctgcctc agctcatgcc 


960 


tttggcctga 


agtcccagca 


ttgatggcag 


cccctcatct 


tccaagtttt 


gtgctcccct 


1020 


ttacctaacg 


cttcctgcct 


f f e*a f" erf a t" f 


tgtactcctc 


ctgtgccaca 


aacacattac 


1080 


attattaaat 


gtttctcaaa 


catgga 








1106 


<210> 13 

<211> 943 

<212> DNA 

<213> Homo sapien 












<400> 13 
ataatttgga 


atgtgggtgg agaggggatc 


atagttctcc 


ctgagtgaga 


ctcacctgct 


60 


cctctggccc 


ctggtcctgt 


cctgttctcc 


agcatggtgt 


gtctgaagct 


ccctggaggc 


120 


tcctgcatgg 


cagctctgac 


agtgacactg 


acggcgccga 


gctccccact 


ggctttggct 


180 


ggggacaccc 


aactccatcc 


tgaggtgact 


gtgtatcctg 


ccaagactca 


gcccctgcag 


240 


caccacaacc 


tcctggtctg 


ctctgtgagt 


ggtttctatc 


caggcagcat 


tgaagtcagg 


300 


tggttccgga 


aeggecagga 


agagaaggct 


ggggtggtgt 


ccacaggcct 


gatccagaat 


360 


ggagactgga 


ccttccagac 


cctggtgatg 


ctggaaacag 


ttccteggag tggagaagtt 


420 


tacacctgcc 


aagtggagca 


cccaagtgtg 


atgagccctc 


tcacagtgga 


atggagagca 


480 


cggtctgaat 


ctgeacagag 


caagatgetg 


agtggagtcg 


ggggctttgt 


gctgggcctg 


540 


ctcttccttg 


gggccgggtt 


gttcatctac 


ttcaggaatc 


agaaaggaca 


ctctggactt 


600 


cagccaacag 


gattcctgag 


ctgaagtgaa 


gatgaccaca 


ttcaaggaaa 


aaccttctgc 


660 


cccagctttg 


caggatgaaa 


cacttccccg 


cttggctctc 


attcttccac 


aagagagacc 


720 


tttctccgga 


cctggttgct 


actggttcag 


caactctgca 


gaaaatgtcc 


tcccctgtgg 


780 


ctgcctcagc 


teatgecttt 


ggcctgaagt 


cccagcattg 


atggcagccc 


ctcatcttcc 


840 


aagttttgtg 


ctccccttta 


cctaacgctt 


cctgcctccc 


atgcatctgt 


actcctcctg 


900 
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tgccacaaac acattacatt attaaatgtt tctcaaacat gga 943 

<210> 14 

<211> 487 

<212> DNA 

<213> Homo sapien 

<400> 14 

ggattcagag gtccagccca ctggcctctt cccactggac tccatctgac tcccccatcc 60 

ctctctgtcc ccagctttgc tatcaacttc aaggtgggct cctcagggga catagctctg 12 0 

cacattaatc cccgcatggg caacggtacc gtggtccgga acagccttct gaatggctcg 180 

tggggatccg aggagaagaa gatcacccac aacccatttg gtcccggaca gttctttgat 240 

ctgtccattc gctgtggctt ggatcgcttc aaggtttacg ccaatggcca gcacctcttt 3 00 

gactttgccc atcgcctctc ggccttccag agggtggaca cattggaaat ccagggtgat 360 

gtcaccttgt cctatgtcca gatctaatct attcctgggg ccataactca tgggaaaaca 420 

gaattatccc ctaggactcc tttctaagcc cctaataaaa tgtctgaggg tgtctcatga 4 80 

aaaaaaa 487 

<210> 15 

<211> 3870 

<212> DNA 

<213> Homo sapien 

<400> 15 



catccaatga 


gacaccagct caggttactg 


caggggacac 


actataaagc 


cctgagctca 


60 


gggaggagct 


ccctccaggc tctatattta gagccgggta 


ggggagegea 


geggecagat 


120 


acctcagcgc 


tacctggcgg aactggattt 


ctctcccgcc 


tgccggcctg 


cctgccacag 


180 


ccggactccg 


ccactccggt agcctcatgg 


ctgcaacctg 


tgagattagc 


aacattttta 


240 


gcaactactt 


cagtgcgatg tacagctcgg 


aggactccac 


cctggcctct 


gttccccctg 


300 


ctgccacctt 


tggggccgat gacttggtac 


tgaccctgag 


caacccccag 


atgtcattgg 


360 


agggtacaga 


gaaggccagc tggttggggg 


aacagcccca 


gttctggtcg 


aagaegcagg 


420 


ttctggactg 


gat cage tac caagtggaga 


agaacaagta 


cgacgcaagc 


gecattgact 


480 


tctcacgatg 


tgacatggat ggcgccaccc 


tetgeaattg 


tgeccttgag 


gagctgegtc 


• 540 


tggtctttgg 


gcctctgggg gaccaactcc 


atgcccagct 


gcgagacctc 


acttccagct 


600 


cttctgatga 


gctcagttgg atcattgagc 


tgctggagaa ggatggcatg 


gccttccagg 


660 


aggccctaga 


cccagggccc tttgaccagg gcagcccctt 


tgeccaggag 


ctgctggacg 


720 


acggtcagca 


agccagcccc taccaccccg gcagctgtgg cgcaggagcc 


ccctcccctg 


780 


gcagctctga 


cgtctccacc gcagggactg gtgettcteg gagctcccac 


tcctcagact 


840 
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ccggtggaag 


tgacgtggac 


ctggatccca 


ctgatggcaa 


gctcttcccc 


agcggtgagt 


900 


cgagggaggt 


ccccaagagg 


gcgtcccatt 


tagcaatgca 


cagggggccc 


ggctcttcct 


960 


gcagcctttt 


cctgtagagg 


ggctactctc 


cctaactccc 


ctcttgcccc 


tccttgacct 


1020 


tccaccaccg 


tccccacaga 


tggttttcgt 


gactgcaaga 


agggggatcc 


caagcacggg 


1080 


aagcggaaac 


gaggccggcc 


ccgaaagctg 


agcaaagagt 


actgggactg 


tctcgagggc 


1140 


aagaagagca 


agcacggtga 


gctccggggg 


cacgtgggtc 


ctccctgcgc 


cgggctgagc 


1200 


ggcttcctgg 


ggcactgcgg 


gttgttgcag 


gtatcccttc 


tcccgttttc 


tctggcctcc 


1260 


gcatggcctt 


tggtaaggct 


gtgcacaagc 


tgggggctct 


atggtatcgg 


tcaccaccta 


1320 


attgcagagc 


ctggcttggt 


ggtcctggag 


aggaggagga 


aataaggctc 


ccagtgggag 


1380 


gctcatggta 


ccagagtcct 


gtccactgac 


tccagtgtcc 


tgtccactga 


ctccagttct 


1440 


ctctgcactt 


ggccactgtc 


ctgccctctg 


ggacaccctc 


aatgtgagga 


ggcagctggt 


1500 


gggtcttagg 


tgggctgagg 


agaaaagcag 


tcactgcagt 


acccgcacag 


agggcactgc 


1560 


ggggtctctg 


gagaggcttg 


ctgcatgctg 


tggccaagtc 


agcagtgcac 


tggggcgggc 


1620 


agggctggct 


ggccttgggt 


gagaggggac 


acctggatgg 


caaactgatg 


gaggctggcc 


1680 


ttgcagcgcc 


cagaggcacc 


cacctgtggg 


agttcatccg 


ggacatcctc 


atccacccgg 


1740 


agctcaacga 


gggcctcatg 


aagtgggaga 


atcggcatga 


aggcgtcttc 


aagttcctgc 


1800 


gctccgaggc 


tgtggcccaa 


ctatggggcc 


aaaagaaaaa 


gaacagcaac 


atgacctacg 


1860 


agaagctgag 


ccgggccatg 


aggtactact 


acaaacggga 


gatcctggaa 


cgggtggatg 


1920 


gccggcgact 


cgtctacaag 


tttggcaaaa 


actcaagcgg 


ctggaaggag 


gaagaggttc 


1980 


tccagagtcg 


gaactgaggg 


ttggaactat 


acccgggacc 


aaactcacgg 


accactcgag 


2040 


gcctgcaaac 


cttcctggga 


ggacaggcag 


gccagatggc 


ccctccactg 


gggaatgctc 


2100 


ccagctgtgc 


tgtggagaga 


agctgatgtt 


ttggtgtatt 


gtcagccatc 


gtcctgggac 


2160 


tcggagacta 


tggcctcgcc 


tccccaccct 


cctcttggaa 


ttacaagccc 


tggggtttga 


2220 


agctgacttt 


atagctgcaa 


gtgtatctcc 


ttttatctgg 


tgcctcctca 


aacccagtct 


2280 


cagacactaa 


atgcagacaa 


caccttcctc 


ctgcagacac 


ctggactgag 


ccaaggaggc 


2340 


ctggggaggc 


cctaggggag 


caccgtgatg 


gagaggacag 


agcaggggct 


ccagcacctt 


2400 


ctttctggac 


tggcgttcac 


ctccctgctc 


agtgcttggg 


ctccacgggc 


aggggtcaga 


2460 


gcactcccta 


atttatgtgc 


tatataaata 


tgtcagatgt 


acatagagat 


ctattttttc 


2520 


taaaacattc 


ccctccccac 


tcctctccca 


cagagtgctg 


gactgttcca 


ggccctccag 


2580 


tgggctgatg 


ctgggaccct 


taggatgggg 


ctcccagctc 


ctttctcctg 


tgaatggagg 


2640 
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2b 








cagagacctc 


caataaagtg 


ccttctgggc 


tttttctaac 


ctttgtctta gctacctgtg 


2700 


tactgaaatt 


tgggcctttg 


gatcgaatat 


ggtcaagagg 


ttggagggga ggaaaatgaa 


2760 


ggtctaccag 


gctgagggtg 


agggcaaagg 


ctgacgaaga 


ggggagttac 


agatttcctg 


2820 


tagcaggtgt 


gggcttacag 


acacatggac 


tgggctggga 


ggcgagcaaa ggaagcagct 


2880 


gagactgttg 


gagaacgctt 


acaagacttc 


atgcaagcaa 


ggacatgaac 


tcagaacact 


2940 


gaggtcagaa 


gcatcctgct 


gtcatgacac 


cgctcgagtg 


accttgacct 


tgaccaagtc 


3000 


tgtcctgttt 


aggactgatt 


tttcctatta 


ggctagggtt 


tggacctgat 


gttctcaaga 


3060 


tgtctagaat 


tgcatggctg 


gccttgtgga 


atagatggtt 


ttgcattcca gccaagtgtg 


3120 


ctgtaaactg 


tatatctgta 


atatgaatcc 


cagcttttga 


gtctgacaaa 


atcagagtta 


3180 


ggatcttgta 


aaggaaaaaa 


aaaaaaaaca 


aaacaaaatg 


gaga t gag t a 


cttgctgaga 


3240 


aagaatgagg 


gaaggagttg 


gcatttgttg 


aaagtatagt 


ctttttctct 


ttttttttta 


3300 


attgcaactt 


ttactttaga 


tttaggaggt 


cgtgcgcagg 


tttgttacat 


gggtatattg 


3360 


tgtgatgctg 


agcttgggat 


gcgaatgatc 


ctgtcaccca 


ggtagtgagt 


atagcaccca 


3420 


gtgaaactgt 


agtctcatgc 


caggcactgt 


gctagcccac 


tctggctcat 


ttaatcctct 


3480 


cctaagaaga 


gaggagacac 


agcgtcccca 


tttgacagat 


gcagaaagag 


gttccacagg 


3540 


tgtgccttga 


ttctgtccta 


aaaccgtttc 


ccggaagctt 


ttcctggtgt 


gggcgcttct 


3600 


aacctaatcc 


tcaatcgatt 


ccagaactat 


tactctgttt 


ccacagtgat 


actgtgtcta 


3660 


ggttttaggg 


aggacagttc 


attgatgtta 


cttaagaatg 


ctttccaggt 


ggaaagttcc 


3720 


ttaagtttga 


ggcttcaaat 


tccatacagc 


acattaaaat 


cccattcatg agtttgaaat 


3780 


actgctctgt 


tgtcttggaa 


ataccaatca 


gattgttggc 


tgaagtgatg 


tggataaaga 


3840 


agggatctta 


gaaaaactaa 


agcttgtgtg 








3870 


<210> 16 
<211> 3289 
<212> DNA 
<213> Homo eapien 












<400> 16 
catccaatga 


gacaccagct 


caggttactg 


caggggacac 


actataaagc 


cctgagctca 


60 


gggaggagct 


ccctccaggc 


tctatattta 


gagccgggta 


ggggagcgca 


gcggccagat 


120 


acctcagcgc 


tacctggcgg 


aactggattt 


ctctcccgcc 


tgccggcctg 


cctgccacag 


180 


ccggactccg 


ccactccggt 


agcctcatgg 


ctgcaacctg 


tgagattagc 


aacattttta 


240 


gcaactactt 


cagtgcgatg 


tacagctcgg 


aggactccac 


cctggcctct 


gttccccctg 


300 


ctgccacctt 


tggggccgat 


gacttggtac 


tgaccctgag 


caacccccag atgtcattgg 


360 



WO 2004/053079 



PCT/US2003/038855 



26 

agggtacaga gaaggccagc tggttggggg aacagcccca gttctggtcg aagacgcagg 42 0 

ttctggactg gatcagctac caagtggaga agaacaagta cgacgcaagc gccattgact 480 

tctcacgatg tgacatggat ggcgccaccc tctgcaattg tgcccttgag gagctgcgtc 540 

tggtctttgg gcctctgggg gaccaactcc atgcccagct gcgagacctc acttccagct 600 

cttctgatga gctcagttgg atcattgagc tgctggagaa ggatggcatg gccttccagg 660 

aggccctaga cccagggccc tttgaccagg gcagcccctt tgcccaggag ctgctggacg 720 

acggtcagca agccagcccc taccaccccg gcagctgtgg cgcaggagcc ccctcccctg 780 

gcagctctga cgtctccacc gcaggaacag gaacaggctg ggaagtgtgt cctgagagcc 84 0 

agcagcgtgg ttgagcagag ggtgggccgg caggggactt actctgaccc cgccccccgg 900 

actggtgctt ctcggagctc- ccactcctca gactccggtg gaagtgacgt ggacctggat 960 

cccactgatg gcaagctctt ccccagcgat ggttttcgtg actgcaagaa gggggatccc 102 0 

aagcacggga agcggaaacg aggccggccc cgaaagctga gcaaagagta ctgggactgt 1080 

ctcgagggca agaagagcaa gcacgcgccc agaggcaccc acctgtggga gttcatccgg 1140 

gacatcctca tccacccgga gctcaacgag ggcctcatga agtgggagaa tcggcatgaa 1200 

ggcgtcttca agttcctgcg ctccgaggct gtggcccaac tatggggcca aaagaaaaag 1260 

aacagcaaca tgacctacga gaagctgagc cgggccatga ggtactacta caaacgggag 1320 

atcctggaac gggtggatgg ccggcgactc gtctacaagt ttggcaaaaa ctcaagcggc 1380 

tggaaggagg aagaggttct ccagagtcgg aactgagggt tggaactata cccgggacca 1440 

aactcacgga ccactcgagg cctgcaaacc ttcctgggag gacaggcagg ccagatggcc 1500 

cctccactgg ggaatgctcc cagctgtgct gtggagagaa gctgatgttt tggtgtattg 1560 

tcagccatcg tcctgggact cggagactat ggcctcgcct ccccaccctc ctcttggaat 1620 

tacaagccct ggggtttgaa gctgacttta tagctgcaag tgtatctcct tttatctggt 1680 

gcctcctcaa acccagtctc agacactaaa tgcagacaac accttcctcc tgcagacacc 1740 

tggactgagc caaggaggcc tggggaggcc ctaggggagc accgtgatgg agaggacaga 1800 

gcaggggctc cagcaccttc tttctggact ggcgttcacc tccctgctca gtgcttgggc 1860 

tccacgggca ggggtcagag cactccctaa tttatgtgct atataaatat gtcagatgta 1920 

catagagatc tattttttct aaaacattcc cctccccact cctctcccac agagtgctgg 1980 

actgttccag gccctccagt gggctgatgc tgggaccctt aggatggggc tcccagctcc 2040 

tttctcctgt gaatggaggc agagacctcc aataaagtgc cttctgggct ttttctaacc 2100 

tttgtcttag ctacctgtgt actgaaattt gggcctttgg atcgaatatg gtcaagaggt 2160 

tggaggggag gaaaatgaag gtctaccagg ctgagggtga gggcaaaggc tgacgaagag 2220 
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gggagttaca 


gatttcctgt 


agcaggtgtg ggcttacaga 


cacatggact 


gggctgggag 


2280 


gcgagcaaag 


gaagcagctg 


agactgttgg agaacgctta 


caagacttca 


tgcaagcaag 


2340 


gacatgaact 


cagaacactg aggtcagaag catcctgctg tcatgacacc gctcgagtga 


2400 


ccttgacctt 


gaccaagtct gtcctgttta ggactgattt 


ttcctattag 


gctagggttt 


2460 


ggacctgatg 


ttctcaagat gtctagaatt gcatggctgg ccttgtggaa tagatggttt 


2520 


tgcattccag 


ccaagtgtgc 


tgtaaactgt atatctgtaa 


tatgaatccc 


agcttttgag 


2580 


tctgacaaaa 


tcagagttag 


gatcttgtaa aggaaaaaaa 


aaaaaaacaa 


aacaaaatgg 


2640 


agatgagtac 


ttgctgagaa 


agaatgaggg aaggagttgg 


catttgttga 


aagtatagtc 


2700 


tttttctctt 


ttttttttaa 


ttgcaacttt tactttagat 


ttaggaggtc 


gtgcgcaggt 


2760 


ttgttacatg 


ggtatattgt 


gtgatgctga gcttgggatg 


cgaatgatcc 


tgtcacccag 


2820 


gtagtgagta 


tagcacccag 


tgaaactgta gtctcatgcc 


aggcactgtg 


ctagcccact 


2880 


ctggctcatt 


taatcctctc 


ctaagaagag aggagacaca 


gcgtccccat 


ttgacagatg 


2940 


cagaaagagg 


ttccacaggt 


gtgccttgat tctgtcctaa 


aaccgtttcc 


cggaagcttt 


3000 


tcctggtgtg 


ggcgcttcta 


acctaatcct caatcgattc 


cagaactatt 


actctgtttc 


3060 


cacagtgata 


ctgtgtctag gttttaggga ggacagttca 


ttgatgttac 


ttaagaatgc 


3120 


tttccaggtg 


gaaagttcct 


taagtttgag gcttcaaatt 


ccatacagca 


cattaaaatc 


3180 


ccattcatga 


gtttgaaata 


ctgctctgtt gtcttggaaa 


taccaatcag 


attgttggct 


3240 


gaagtgatgt 


ggataaagaa 


gggatcttag aaaaactaaa 


gcttgtgtg 




3289 



<210> 17 

<211> 1390 

<212> DNA 

<213> Homo sapien 

<400> 17 

aattcaagaa tgtcactgcc agttaaacct gaattgttag gggatttaga aataccagca 60 

gtgcccatac tccatagcat ggtgcaaaaa ttcccaggcg tgtcatttgg gatcagcact 120 

gattctgagg ttctgacaca ctacaacatc actgggaaca ccatctgcct ctttcgcctg 180 

gtagacaatg aacaactgaa tttagaggac gaagacattg aaagcattga tgccaccaaa 240 

ttgagccgtt tcattgagat caacagcctc cacatggtga cagagtacaa ccctgtgact 3 00 

gtgattgggt tattcaacag cgtaattcag attcatctcc tcctgataat gaacaaggcc 360 

tccccagagt atgaagagaa catgcacaga taccagaagg cagccaagct cttccagggg 420 

aagattctct ttattctggt ggacagtggt atgaaagaaa atgggaaggt gatatcattt 480 

ttcaaactaa aggagtctca actgccagct ttggcaattt accagactct agatgacgag 540 
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tgggatacac 


tgcccacagc 


agaagtttcc 


gtagagcatg 


tgcaaaactt 


ttgtgatgga 


600 


ttcctaagtg 


gaaaattgtt 


gaaagaaaat 


cgtgaatcag 


aaggaaagac 


tccaaaggtg 


660 


gaactctgac 


ttctccttgg 


aactacatat 


ggccaagtat 


ctactttatg 


caaagtaaaa 


720 


aggcacaact 


caaatctcag 


agacactaaa 


caacaggatc 


actaggcctg 


ccaaccacac 


780 


acacacgcac 


gtgcacacac 


gcacgcacgc 


gtgcacacac 


acacgcgcac 


acacacacac 


840 


acacacacag 


agcttcattt 


cctgtcttaa 


aatctcgttt 


tctcttcttc 


cttcttttaa 


900 


atttcatatc 


ctcactccct 


atccaatttc 


cttcttatcg 


tgcattcata 


ctctgtaagc 


960 


ccatctgtaa 


cacacctaga 


tcaaggcttt 


aagagactca 


ctgtgatgcc 


tctatgaaag 


1020 


agaggcattc 


ctagagaaag 


attgttccaa 


tttgtcattt 


aatatcaagt 


ttgtatactg 


1080 


cacatgactt 


acacacaaca 


tagttcctgc 


tcttttaagg 


ttacctaagg 


gttgaaactc 


1140 


taccttcttt 


cataagcaca 


tgtccgtctc 


tgactcagga 


tcaaaaacca 


aaggatggtt 


1200 


ttaaacacct 


ttgtgaaatt 


gtctttttgc 


cagaagttaa 


aggctgtctc 


caagtccctg 


1260 


aactcagcag 


aaatagacca 


tgtgaaaact 


ccatgcttgg 


ttagcatctc 


caactcccta 


1320 


tgtaaatcaa 


caacctgcat 


aataaataaa 


aggcaatcat 


gttataggag 


aaggctggca 


1380 


tctctttgca 














<210> 18 

<211> 1363 

<212> DNA 

<213> Homo sapien 












<400> 18 
accagaccta 


ggaattccta 


gaaaaatagt 


caggaagcat 


ttagacacat 


caaatgttaa 


60 


acgagtcctg 


attatgatga 


taatgatgat 


gattttggtg 


gttgcaatag 


caaagcctta 


120 


agtatgaagg 


agacgtgcca 


gctggaaata 


caggtagaca 


atgaacaact 


gaatttagag 


180 


gacgaagaca 


ttgaaagcat 


tgatgccacc 


aaattgagcc 


gtttcattga 


gatcaacagc 


240 


ctccacatgg 


tgacagagta 


caaccctgtg 


actgtgattg 


ggttattcaa 


cagcgtaatt 


300 


cagattcatc 


tcctcctgat 


aatgaacaag 


gcctccccag 


agtatgaaga 


gaacatgcac 


360 


agataccaga 


aggcagccaa 


gctcttccag 


gggaagattc 


tctttattct 


ggtggacagt 


420 


ggtatgaaag 


aaaatgggaa 


ggtgatatca 


tttttcaaac 


taaaggagtc 


tcaactgcca 


480 


gctttggcaa 


tttaccagac 


tctagatgac 


gagtgggata 


cactgcccac 


agcagaagtt 


540 


tccgtagagc 


atgtgcaaaa 


cttttgtgat 


ggattcctaa 


gtggaaaatt 


gttgaaagaa 


600 


aatcgtgaat 


cagaaggaaa 


gactccaaag 


gtggaactct 


gacttctcct 


tggaactaca 


660 


tatggccaag 


tatctacttt 


atgcaaagta 


aaaaggcaca 


actcaaatct 


cagagacact 


720 
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aaacaacagg 


atcactaggc 


ctgccaacca 


cacacacacg 


cacgtgcaca 


cacgcacgca 


780 


cgcgtgcaca 


cacacacgcg 


cacacacaca 


cacacacaca 


cagagcttca 


tttcctgtct 


840 


taaaatctcg 


ttttctcttc 


ttccttcttt 


taaatttcat 


atcctcactc 


cctatccaat 


900 


ttccttctta 


tcgtgcattc 


atactctgta 


agcccatctg 


taacacacct 


agatcaaggc 


960 


tttaagagac 


tcactgtgat 


gcctctatga 


aagagaggca 


ttcctagaga 


aagattgttc 


1020 


caatttgtca 


tttaatatca 


agtttgtata 


ctgcacatga 


cttacacaca 


acatagttcc 


1080 


tgctctttta 


aggttaccta 


agggttgaaa 


ctctaccttc 


tttcataagc 


acatgtccgt 


1140 


ctctgactca 


ggatcaaaaa 


ccaaaggatg 


gttttaaaca 


cctttgtgaa 


attgtctttt 


1200 


tgccagaagt 


taaaggctgt 


ctccaagtcc 


ctgaactcag 


cagaaataga 


ccatgtgaaa 


1260 


actccatgct 


tggttagcat 


ctccaactcc 


ctatgtaaat 


caacaacctg 


cataataaat 


1320 


aaaaggcaat 


catgttatag 


gagaaggctg 


S— * y-« — » 1— j-n 4— f— 

yCdLCCCLLL 


gca 






<210> 19 

<211> 2382 

<212> DNA 

<213> Homo sapien 












<400> 19 
gcctcccctg 


ctgactgctg 


tagctagcct 


tgccccatcc 


caccccttcc 


ctctccatcc 


60 


tcgctctttfc 


ctctcctggt 


ttatggtttg 


tctcttcctc 


aaatgcaatt 


tgcaaaactc 


120 


tcctgaacga 


aacaacagct 


tctgggaggt 


ggtggcagct 


gcaggcacag 


tggcgccgtg 


180 


ggaaatcgtg 


aaaaacccag 


aattcattct 


tggaggggcc 


accaggactg 


atatctgcca 


240 


gggagagctg 


ggagactgct 


ggctattagc 


cgccatcgcc 


tcccttacgc 


ttaatcaaaa 


300 


agcactggcc 


agagtcatcc 


cccaggacca 


aagctttggc 


cctggttatg 


ccgggatatt 


360 


ccatttccag 


ttctggcagc 


acagtgagtg 


gctggacgtg 


gtgatcgatg 


accgcctgcc 


420 


caccttcagg 


gaccgcttgg 


ttttcctcca 


ctctgccgac 


cacaatgagt 


tctggagcgc 


480 


cttgctggaa 


aaagcctacg 


ccaagctaaa 


tgggagctat 


gaagctctga 


agggaggcag 


540 


cgccatcgag 


gccatggaag 


acttcaccgg 


gggtgtggca 


gagaccttcc 


aaactaaaga 


600 


ggcccccgag 


aacttctatg 


agattctaga 


gaaggctttg 


aagagaggct 


ccctgctggg 


660 


ctgcttcatt 


gataccagaa 


gtgctgcaga 


atctgaggcc 


cggacgccgt 


ttggtcttat 


720 


taagggtcat 


gcctacagtg 


taacgggaat 


tgaccaggta 


agcttccgag gccagagaat 


780 


cgagctcatc 


cgaatccgga 


acccttgggg 


ccaggttgag 


tggaacgggt 


cgtggagcga 


840 


caggatggca 


tttaaggact 


tcaaggccca 


ctttgataaa 


gtggagatct 


gcaacctcac 


900 


tcccgatgcc 


ctggaggaag 


acgcgatcca 


caaataaaat 


tgtctctgac 


tgagaaagat 


960 
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gaggggcagg aggagtgtag 


tttccttgta 


gccctgatgc 


agaaagatag aaggaaactc 


1020 


aagagatttg gtgccaatgt 


gctgacaatc 


ggctatgcca 


tttatgagtg ccctgacaaa 


1080 


gacgaacacc tgaacaaaga 


cttcttcaga 


taccacgctt 


ctcgggccag aagcaagacg 


1140 


ttcatcaacc tgagagaagt 


ctccgaccgg 


ttcaagctgc 


cccctgggga gtacatcctg 


1200 


attcccagca cttttgagcc 


ccaccaggaa 


gctgatttct 


gtctgagaat 


cttttcagag 


1260 


aaaaaagcca ttacccggga 


tatggatgga 


aatgtagaca 


ttgaccttcc 


tgagcctcca 


1320 


aagccaactc cacctgacca 


ggagacagag 


gaggagcagc 


ggtttcgggc 


tctgtttgaa 


1380 


caagtcgctg gtgaggacat 


ggaggtgaca 


gcagaggaac 


ttgagtatgt 


tttaaatgct 


1440 


gtgctgcaaa agaaaaagga 


catcaaattc 


aagaagctaa 


gcctgatctc 


ctgtaaaaac 


1500 


atcatttccc tgatggacac 


cagcggcaat 


gggaagctgg 


agtttgatga 


attcaaagtg 


1560 


ttctgggaca agctgaagca 


gtggattaac 


cttttccttc 


ggtttgatgc 


tgacaagtcc 


1620 


ggcaccatgt ctacctatga 


actacggact 


gcactgaaag 


ctgcaggctt 


tcagctgagc 


1680 


agccacctcc tgcagctgat 


tgtgctcagg 


tatgcggatg 


aggagctcca gctggacttc 


1740 


gatgacttcc tcaactgcct 


ggtccggctg 


gagaatgcga 


gccgggtgtt 


ccaggctctc 


1800 


agtacaaaga acaaggagtt 


cattcatctc 


aatataaatg 


agttcatcca 


tttgacaatg 


1860 


aacatctgag gctgccttgt 


agagatgcag 


cctgcccagc 


tgaatcttgg 


cttctggacc 


1920 


ttgaccttca gaacttctct 


tggtgtggaa 


ccattacgcc 


cagggttcac 


tcccctctca 


1980 


tcgtccggcc ttctcccttc 


atcttgatct 


gggaagaatg 


aaatgaactc 


agctacactc 


2040 


tctgattttg tgctactcct 


ttgtaaagtc 


actgccttaa 


gggggctgat 


ggcgccacct 


2100 


gtgccttaca tccaggttca 


ggcatcacta 


gctttcccac 


actctacttt 


ccttatttcc 


2160 


ttccattaag aattactcag 


agttctaacg 


cacagaatcc 


tgacttccat 


gtagctccag 


2220 


tcattgtgat cagacatcct 


ttataaaaca 


tgtttttata 


aatgtgtatg 


tggaataaga 


2280 


tgaggaggaa aaggagtgag 


gtcataattt 


agcatttctg 


catcataagt gtgcttcctt 


2340 






f* f~ <"TfT.a» a /"fa 
u uyyct^ciciyci 


gt 






<210> 20 

<211> 377 

<212> DNA 

<213> Homo sapien 












<400> 20 

gcccttagcg tggtcgcggc 


cgaggtacgt 


gtagtgggcc 


ggaatggaga 


atccagtgaa 


60 


ctggacctac aaggcatccg 


aatcgactca 


gatattagcg 


gcaccctcaa gtttgcgtgt 


120 


gagagcattg tggaggaata 


cgaggatgaa 


ctcattgaat 


tcttttcccg 


agaggctgac 


180 



WO 2004/053079 



PCT/US2003/038855 



31 



aatgttaaag acaaactttg cagtaagcga acagatcttt gtgaccatgc cctgcacata 



24 0 



tcgcatgatg agctatgaac cactggagca gcccacactg gcttgatgga tcacccccag 



300 



gaggggaaaa tggtggcaat gccttttata tattatgttt ttactgaaat taactgaaaa 



360 



aatatgaaac caaaagt 3 77 

<210> 21 

<211> 1056 

<212> DNA 

<213> Homo sapien 

<400> 21 

ggtaatagag cttcgacttc gacggccgcc attttctttc tttcttagct gttagctgag 60 

aggaagtctc tgaacaggcg gcagcggctc ttatagtgca accatggcag actattcaac 120 

agtgcctccc ccctcttctg gctcagctgg tggcggtggt ggcggcggtg gtggtggagg 180 

agttaacgac gctttcaaag atgcactgca gagagcccgg cagattgcag caaaaattgg 240 

aggtgatgca gggacatcac tgaattcaaa tgactatggt tatgggggac aaaaaagacc 3 00 

tttagaagat ggagatcaac cagatgctaa gaaagttgct cctcaaaatg actcttttgg 360 

aacacagtta ccaccgatgc atcagcagca aagcagatct gtaatgacag aagaatacaa 42 0 

agttccagat ggaatggttg gattcataat tggcagagga ggtgaacaga tctcacgcat 480 

acaacaggaa tctggatgca aaatacagat agctcctgac agtggtggcc ttccagaaag 540 

gtcctgtatg ttaactggaa cacctgaatc tgtccagtca gcaaaacggt tactggacca 600 

gattgttgaa aaaggaagac cagctcctgg cttccatcat ggcgatggac cgggaaatgc 660 

agttcaagaa atcatgattc cagctagcaa ggcaggatta gtcattggaa aagggggaga 720 

aactattaaa cagcttcagg aacgggctgg agttaaaatg gttatgattc aagacggggt 780 

agcggccgcc gcggccgtat ttttcacatc catcataagg ttggcattca ataaggaaaa 840 

agttctaact ccagtattaa attgtacata aatcccaaat gttcttaaag aacactcagg 900 

gacatgtttg ttgcctggca ttggtaatga aaggttggtt tttgaaactt gaaatttcac 960 

cattggtttt tttcctatca tttctgcata tccagcaaaa ggaatctcat gttgactcct 1020 

ggcagagttc agtggcttca gtctgtctat ctgcgg 1056 

<210> 22 

<211> 772 

<212> DNA 

<213> Homo sapien 



<400> 22 

acaaagttaa atttcaacac attctctatg ctagtgtgac aaaagcagcc ccataatttg 



60 
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afcfcfcfctafcta 


ttgaccttta 


caggatgaag 




agtgcctgcc atcaagaaag 


uy tyyaaLau 


caccatgaaa 


gggctcaagt 


oy y ct ^ u 


ctacttcaaa 


gagaacagtg 




agccaatgaa 


acctgcacca 


y L> l^ul LL.aa 


tcagcttttg 


tatgacatcc 


Lay l* uy y olol u 


tgggggcctc 


gagctggctg 


ccgggcggcc 


agcgtggtcg 


cggccgaggt 


ccagcctggt 


ctgcttcctg atgcggcttg 


taaggatgga 


aaaggactct 


acctgacaga 


ttgccaggag 


gagcaagcaa 


agtcagcagg 


ttttgttttg 


cactaaagtt 


tctgtgattt 


<210> 23 

<211> 1594 

<212> DNA 

<213> Homo sapien 




<400> 23 
gggctttttc 


gagcccatag gtcgggacag 


gctctgggta 


ggggcccagc 


cagtgcccta 


aggaaacccc 


ctcggcttca 


ggacttccgc 


gggaaggtag 


tgggctgaag 


agggtggtat 


ccgggaggac 


ctgatctgtg ggggcggtaa 


aacctctctc 


tggccccagg 


tcctcctggt 


catcaaagca 


ctgaagaagc 


aggaggtgct 


cgagaagcgg 


atcctggagg 


ctgtgggctg 


tgcctgcttc 


cagacctcca 


gccatgcctg 


cctcatgatg 


cagatccacg 


aggatgtctt 


ttgtgttgtc 


ctggggctgc 


agttcttaca 


gttggataac 


cttctgctgg 


atgcccaggg 


caaggaaggg 


atcggcttcg 


gggaccggac 


ggctcccgag 


gtgctgaccc 


aggaggcata 


tgtgctgctc 


tacgagatgc 


tggtgggtga 
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gagacaccac aatggctgag cacttcctga 120 

attatggttc ccaggaagac ttcactcaag 180 

gctgtggctt caccaactat acggattttg 240 

cctttccccc attctgttgc aatgacaacg 300 

agcaaaaggc tcacgaccaa aaagtagagg 360 

gaactaatgc agtcaccgtg ggtggtgtgg 42 0 

ccatgattgt gtccatgtat ctgtacctgc 480 

acagcgacag cgtcggcagg gtcagcttcc 540 

aagccatggc aaagaccttc cgcaactctc 600 

aatggagtgg atgagcctgg tcatgtctgg 660 

acatgaagtt gtattaaatg gacttcgtga 720 

aacaattaaa ttctgttagc ac 772 



cccaggactg ggcatgggag gcttggagtg 60 

ggggacttca tataccctct cttcctttgc 120 

tgcttagctg tgctgggccg gggacacttt 180 

gggacaggat tgggggcctc atcacatgag 240 

aggctccctg gtctggccca cctggagcac 3 00 

ccagttcaag gggacaggga aatactacgc 360 

cagccgggac gagatagaga gcctgtactg 420 

cacagggcac cctttcctgc tctccctcct 480 

ctttgtgact gagtttgtgc ctggtggtga 540 

ccccgagccc caggcccgct tctacgtggc 600 

cgagaagaag atcatttaca gggacctgaa 66 0 

attcctgaag atcgcagact ttggactctg 720 

tagcaccttc tgtggcaccc cggagttcct 780 

cacacgggct gtggactggt gggggctggg 840 

gtgcccgttc ccaggggaca cagaggaaga 900 
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yy ^y 1 * 1 *^" ^ 


tgeategtea acatggaege 


cccctacccc 


ggctttctgt eggtgeaagg 


960 


rrr* t* t* era eft" t~ r* 


attcagaagc tcctccagaa gtgeceggag aagcgcctcg gggcaggtga 


1020 




gaggagatca 


aggtccagcc attcttcagg 


accaccaact ggcaagccct 


1080 




accatccagc 


cccccttcgt 


gcctaccctg 


tgtggccctg cggacctgcg 


1140 


CLaLLL Uy cty 


ggcgagttca 


cagggctgcc 


gcctgccctg accccacctg caccccacag 


1200 




gcccgccaac 


aggccgcctt 


ccgggacttc 


gactttgtgt cagagegatt 


1260 




tgagggcatc 


tcctggcacc 


tctgtcccct 


tcccccacag actgttagag 


1320 


cctctgctcg 


ttcacccgtg 


cgccctgcct 


ggaggtccag gecttgetgg gtacttctga 


1380 


gcccttggga 


ttcaaagtgg 


cagccatggg gccactgttg 


tgggctttgc tcagtgtcac 


1440 


tgggcaaagt 


gtgtcccttc 


cccctccagc 


tcgccctctt 


ctacctccca gcgagacctg 


1500 


geccagaaag 


ggtgccgcag 


caaggagtga 


tatggtttgt 


ctttttaaga ctggacttgc 


1560 


tttatattaa 


atttgtaaaa 


gtgaaaaaaa 


aaag 




1594 


<210> 24 

<211> 2365 

<212> DNA 

<213> Homo sapien 










<400> 24 
accgcacctg 


gectagtata 


cattcttgta 


gtgactaata 


tctagtctgg gccaaccact 


60 


ccgaggagag 


agacaatttt 


ggattagece 


acattacacc 


aacaacgtgc gagacaaaga 


120 


gagacttgag 


gggcttggtc 


gaggaggece 


agegegttag 


aggegggage caggttgtag 


180 


aggggctcaa 


agttagagga 


ggcggccagc 


tccaccggct 


gcacccggct gggcgacccg 


240 


gcaaccttca 


gggggcgctg 


tttccccatc 


cctgtcccct 


aactggcegg ctcccgcggg 


3 00 


cgcgcggcgg 


ggaaggccag 


aggacctggg 


cgegggegat 


gtgcctcctg agegtccaaa 


360 


ccgggggtga 


ggegeggtea 


cgcccagcgg 


gaacegcagg 


cgccgaagcc egggtactgg 


420 


gcccagaatc 


ccgeggaatt 


ttggatccga 


gggaggeget 


ggggcgcggg acctcgggcg 


4 80 


tggggtcccg 


ggcgctggat 


cggcgcggac 


gggaggegge 


gctggtcccg cgggccagcg 


540 


ggtctcggga 


gggggcgccc gatcccgcgt 


ctccggcgcc gcttcccggg aagtttcaag 


600 


tttgaaagtc 


ctggcggagg 


gtctgegget 


tccgggaccg 


gagtggctga gaggagggee 


660 


ccaagcggcc 


ggageggege 


catggaggag 


ggggcgccgc 


ggcagcctgg gccgagccag 


720 


tggcccccag 


aggatgagaa 


ggaggtgatc 


cgccgggcca 


tccagaaaga gctgaagatc 


780 


aaggaggggg 


tggagaacct 


gcggcgcgtg gccacagacc gccgccactt gggccatgtg 


840 


cagcagctgc 


tgcggtcctc 


caaccgccgc 


ctggagcagc 


tgcatggcga getgegggag 


900 
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ctgcacgccc gaatcctgct gcccggccct gggcctggcc cagctgagcc tgtggcctca 960 

ggaccccggc cgtgggcaga gcagctcagg gctcggcacc tagaggctct ccggaggcag 1020 

ctgcatgtgg agctgaaggt gaagcagggg gctgagaaca tgacccacac gtgcgccagt 1080 

ggcaccccca aggagaggaa gctcctggca gctgcccagc agatgctgcg ggacagccag 114 0 

ctgaaggtgg ccctgctgcg gatgaagatc agcagcctgg aggccagtgg gtccccggag 12 00 

ccagggcctg agctgctggc ggaggagcta cagcatcgac tgcacgttga ggcagctgtg 1260 

gctgagggcg ccaagaacgt ggtgaaactg cttagtagcc ggagaacaca ggaccgcaag 13 2 0 

gcactggctg aggcccaggc ccagctacag gagtcctctc agaaactgga cctcctgcgc 1380 

ctggccttgg agcagctgct ggagcaactg cctcctgccc accctttgcg cagcagagtg 1440 

acccgagagt tgcgggctgc ggtgcctgga tacccccagc cttcagggac acctgtgaag 1500 

cccaccgccc taacagggac actgcaggtc cgcctcctgg gctgtgaaca gttgctgaca 1560 

gccgtgcctg ggcgctcccc agcggccgca ctggccagca gcccctccga gggctggctt 1620 

cggaccaagg ccaagcacca gcgtggccga ggcgagcttg ccagcgaggt gctggctgtg 1680 

ctaaaggtgg acaaccgtgt tgtggggcag acgggctggg ggcaggtggc cgaacagtcc 1740 

tgggaccaga cctttgtcat cccactggag cgagcccgtg agctggagat tggggtacac 1800 

tggcgggact ggcggcagct atgtggcgtg gccttcctga gacttgagga cttcctggac 1860 

aatgcctgtc accaactgtc cctcagcctg gtaccgcagg gactgctttt tgcccaggtg 1920 

accttctgcg atcctgtcat tgagaggcgg ccccggctgc agaggcagga acgcatcttc 1980 

tctaaacgca gaggccgcct tccgggactt cgactttgtg tcagagcgat tcctggaacc 2040 

ctgagggcat ctcctggcac ctctgtcccc ttcccccaca gactgttaga gcctctgctc 2100 

gttcacccgt gcgccctgcc tggaggtcca ggccttgctg ggtacttctg agcccttggg 2160 

attcaaagtg gcagccatgg ggccactgtt gtgggctttg ctcagtgtca ctgggcaaag 2220 

tgtgtccctt ccccctccag ctcgccctct tctacctccc agcgagacct ggcccagaaa 2280 

gggtgccgca gcaaggagtg atatggtttg tctttttaag actggacttg ctttatatta 2340 

aatttgtaaa agtgaaaaaa aaaag 2365 

<210> 25 

<211> 988 

<212> DNA 

<213> Homo sapien 



<400> 25 

gagcaagctg gtgtcagagc ctggacctac agcgctgttg gtggaggtcc tgcctccagg 



aatagatgga catggcctgg cagatgatgc agctgctgct tctggctttg gtgactgctg 



60 
120 
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r*cmctci^ at* tin 
^9999 ci 9 t '9 c 


ccagcccagg agtgcgcggg ccaggacgga 


cctgctcaat 


gfcctgcatga 


180 


cn-»y^t-»ciciy d 


ccacaagaca 


cagcccagcc 


ccgaggacga gctgtatggc caggtgggag 


240 


l*l»l*^l*l~C".Ciyy 


gccctcccca ggaagtgttc 


ctctggatga 


cctacctggg gcagaggagc 


300 




aggagatggc 


tgtggtgggg 


agagacttag 


tcctgtgtct 


tccccaccca 


360 


ytgcaycccc 


tggaagaaga 


atgcctgctg 


cacggccagc 


accagccagg 


agctgcacaa 


420 


ygaCaCCLCC 


cgcctgtaca 


actttaactg 


ggatcactgt 


ggtaagatgg 


aacccacctg 


480 


CaayCyCCaC 


tttatccagg 


acagctgtct 


ctgagtgctc 


acccaacctg 


gggccctgga 


540 


l. t-tjy y t^cty y u 


caaccagagc 


tggcgcaaag agcgcattct 


gaacgtgccc 


ctgtgcaaag 


600 




gcgctggtgg gaggactgtc gcacctccta cacctgcaaa agcaactggc 


660 




gaattggacc 


tcagggatta 


atgagtgtcc 


ggccggggcc 


ctctgcagca 


720 


cctttgagtc 


ctacttcccc 


actccagccg 


ccctttgtga 


aggcctctgg 


agccactcct 


780 


tcaaggtcag 


caactatagt 


cgagggagcg 


gccgctgcat 


ccagatgtgg 


tttgactcag 


840 


cccagggcaa 


ccccaatgag 


gaggtggcca 


agttctatgc 


tgcggccatg 


aatgctgggg 


900 


ccccgtctcg 


tgggattatt 


gattcctgat 


ccaagaaggg 


tcctctgggg 


ttcttccaac 


960 


aacctattct 


aatagacaaa 


tccacatg 








988 



<210> 26 
<211> 1591 
<212> DNA 
<213> Homo sapien 

<400> 26 

ccaagcccac gcggttccgg gtcccaagat ttggctccaa gagctattcg cagagaaaca 60 

gcctcgcaca aaaagccacc gcccccgaaa cccgcgggaa atctgtttcc tgtgaaaggc 120 

ctggcctccg ggcattggcg gtttccctga tcctctctcc caaattttcc ggcaggggat 180 

tgatcgaggc gacatttagg actggggtgg gcgagggagt ggcggttctc gtcccaagtt 240 

acaggtgagg acgttcaggc caaggcgtag ccaagatcgc gccgccctgt agcttgagga 3 00 

ggcgccggga ttcgaaccaa ggctgtgccc aatcctaagc cctgcgaggt cttgtggaac 360 

cgacatgacc cactctttgg tttgtccaga gacagtgagc agggtgagtt cagtgctgaa 420 

tcgcaacact cggcagtttg gaaaaaaaca tcttttcgac caggatgagg agacatgttg 4 80 

gaactcagac cagggcccct cccagtgggt gacgctggag tttccccagc tcatccgtgt 540 

ctcccagctg cagatccagt ttcagggtgg cttctccagt cgccggggct gcctggaagg 600 

ttcacagggc actcaggctc tccacaagat tgtagatttc taccctgagg acaacaactc 660 

gcttcaggat atcctgcccc tgcttctggg gtgggtggtc tgtgcctctg gaagctttgg 720 
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actcacccaa 


acccgaatgg 


gaaccctgat 


36 

gtgtgatctt gaacacgtga cctctaggac 


780 


tccacttttt 


ctgtaaaatg 


gtgctgatga 


ccacctgttc 


tgtgtgagag gcttagaggg 


840 


acctgcagct 


tccccaggtt 


gcccacatcg 


gtggagtgtg agctgggtct ggaaggggtg 


900 


ggggcctgcg 


ggtgggaaac 


cagaaatcac 


cagtttccct 


tgactgccca 


cgctcacaca 


960 


ctttccccat 


accagctgct 


gaagtggacc 


ggctgaaggt 


gacgtttgag gatgccactg 


1020 


acttttttgg 


ccgtgtggtc 


atctaccacc 


tgcgggtgct 


tggggagaag 


gtgtgagacc 


1080 


tctaggggct 


gtctcctcca 


ggaagccctc 


cgggaagcac 


agcaaagtcc 


ctcattctgc 


1140 


acagaaggtt 


tattggttcc 


tcttgggaag 


ggtcccctcc 


caccacctgt 


ccagaagctg 


1200 


cctttgaagt 


cagttctggg 


tttccccagc 


tctggctgac 


cattttgttc 


cctgagtgtc 


1260 


tgagtcccgg 


caggcggctt 


cactcagggt 


cagcgggcac 


caggttgctc 


tggaagagct 


1320 


tgaggatgtg 


gttctcgatc 


acctgttgca 


ctgagatggg gcagggaaaa 


gcgtgggctg 


1380 


tgagcttgaa 


tcgggagtgg 


ggtggaggca 


caggccaacc 


tgcgctctcc 


ccttagggga 


1440 


caaacaggga 


cccttgcaga 


gacctgcatt 


acagagcaaa gctgggagaa 


ccgaggactc 


1500 


accccaggaa 


cctcaacttc 


ccctaagttt 


gtaaaaatgc 


acttttgtag 


cttttcagaa 


1560 


ttaatataaa 


aatatttcct 


accaagcaaa 


a 






1591 


<210> 27 

<211> 1193 

<212> DNA 

<213> Homo sapien 












<400> 27 
ccaagcccac 


gcggttccgg 


gtcccaagat 


ttggctccaa 


gagctattcg 


cagagaaaca 


60 


gcctcgcaca 


aaaagccacc 


gcccccgaaa 


cccgcgggaa 


atctgtttcc 


tgtgaaaggc 


120 


ctggcctccg 


ggcattggcg 


gtttccctga 


tcctctctcc 


caaattttcc 


crcf c acrcrcro a. t 


180 


tgatcgaggc 


gacatttagg 


actggggtgg 


gcgagggagt 


ggcggttctc 


gtcccaagtt 


240 


acaggtgagg 


acgttcaggc 


caaggcgtag 


ccaagatcgc 


gccgccctgt 


agcttgagga 


300 


ggcgccggga 


ttcgaaccaa 


ggctgtgccc 


aatcctaagc 


cctgcgaggt 


cttgtggaac 


360 


cgacatgacc 


cactctttgg 


tttgtccaga 


gacagtgagc 


agggtgagtt 


cagtgctgaa 


420 


tcgcaacact 


cggcagtttg 


gaaaaaaaca 


tcttttcgac 


caggatgagg 


agacatgttg 


480 


gaactcagac 


caggttcaca 


gggcactcag 


gctctccaca 


agattgtaga 


tttctaccct 


540 


gaggacaaca 


actcgcttca 


gactttcccc 


ataccagctg 


ctgaagtgga 


ccggctgaag 


600 


gtgacgtttg 


aggatgccac 


tgactttttt 


ggccgtgtgg 


tcatctacca 


cctgcgggtg 


660 


cttggggaga 


aggtgtgaga 


cctctagggg 


ctgtctcctc 


caggaagccc 


tccgggaagc 


720 
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acagcaaagt 


ccctcattct 


gcacagaagg 


37 

tttattggtt 


cctcttggga 


agggtcccct 


780 


cccaccacct 


gtccagaagc 


tgcctttgaa 


gtcagttctg 


ggtttcccca 


gctctggctg 


840 


accattttgt 


tccctgagtg 


tctgagtccc 


ggcaggcggc 


ttcactcagg 


gtcagcgggc 


900 


accaggttgc 


tctggaagag 


cttgaggatg 


tggttctcga 


tcacctgttg 


cactgagatg 


960 


gggcagggaa 


aagcgtgggc 


tgtgagcttg 


aatcgggagt 


ggggtggagg 


cacaggccaa 


1020 


cctgcgctct 


ccccttaggg 


gacaaacagg 


gacccttgca 


gagacctgca 


ttacagagca 


1080 


aagctgggag 


aaccgaggac 


tcaccccagg 


aacctcaact 


tcccctaagt 


ttgtaaaaat 


1140 


gcacttttgt 


agcttttcag 


aattaatata 


aaaatatttc 


ctaccaagca 


aaa 


1193 


<210> 28 

<211> 598 

<212> DNA 

<213> Homo sapien 












<400> 28 

acaggtgccc atgcctctgg 


ctgcattggt 


gaggatcccc 


agggcatacc 


ctgccccttg 


60 


atgaggccca 


ccccacgggt 


ggttgtacca 


acccttacgg 


caagtccaag 


ttcttcatcg 


120 


aggaaatgat 


ccgggacctg 


tgccaggcag 


acaaggggtg 


gacagcagcc 


ttagggctgg 


180 


acaggatgtg 


tgaggatctc 


tggcgctggc 


agaagcagaa 


tccttcaggc 


tttggcacgc 


240 


aagcctgagg accctcccct 


accaaggacc 


aggaaaagca 


gcagctgcct 


gctctccagc 


300 


ctctggcagg aactcagggc 


cctggagctg 


ctggggccaa 


gccaaggcct 


cccctacctc 


360 


aaaccccagc 


tgggcccgct 


tagcccacca 


ggcatgaggc 


caagggctcc 


actgaccagg 


420 


aggccgaggt 


ctctaactct 


tatcttccac 


agggtccaag 


agttcatcag 


gacccccaag 


480 


agtgagtgag ggggcaaggc 


tctggcacaa 


aacctcctcc 


tcccaggcac 


tcatttatat 


540 


tgctctgaaa gagctttcca 


aagtatttaa 


aaataaaaac 


aagttttctt 


acactggg 


598 


<210> 29 
<211> 1696 
<212> DNA 
<213> Homo sapien 












<400> 29 

cgtggagggg cggggtcggg 


gccggagtgg 


gccgtcagca 


cttaaagggc 


ccgcggctcg 


60 


ggcgtaggag gcggtgcctc 


tgcagcaagc 


gtggggcgcg 


ggaacccgag 


caggactctc 


120 


cagtcctcag 


tcaccttgga 


caaagaagtg 


tggatcctca 


gattccatct 


tttccaactc 


180 


caaggtgcca 


tggcagagaa 


ggtgctggta 


acaggtgggg 


ctggctacat 


tggcagccac 


240 


acggtgctgg agctgctgga 


ggctggctac 


ttgcctgtgg 


tcatcgataa 


cttccataat 


300 


gccttccgtg gagggggctc 


cctgcctgag 


agcctgcggc 


gggtccagga 


gctgacaggc 


360 
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cgctctgtgg 


agtttgagga 


gatggacatt 


ttggaccagg 


gagccctaca 


gcgtctcttc 


420 


aaaaagtaca 


gctttatggc 


ggtcatccac 


tttgcggggc 


tcaaggccgt 


gggcgagtcg 


480 


gtgcagaagc 


ctctggatta 


ttacagagtt 


aacctgaccg 


ggaccatcca 


gcttctggag 


540 


atcatgaagg 


cccacggggt 


gaagaacctg 


gtgttcagca 


gctcagccac 


tgtgtacggg 


600 


aacccccagt 


acctgcccct 


tgatgaggcc 


caccccacgg 


gtggttgtac 


caacccttac 


660 


ggcaagtcca 


agttcttcat 


cgaggaaatg 


atccgggacc 


tgtgccaggc 


agacaagact 


720 


tggaacgcag 


tgctgctgcg 


ctatttcaac 


cccacaggtg 


cccatgcctc 


tggctgcatt 


780 


ggtgaggatc 


cccagggcat 


acccaacaac 


ctcatgcctt 


atgtctccca 


ggtggcgatc 


840 


gggcgacggg 


aggccctgaa 


tgtctttggc 


aatgactatg 


acacagagga 


tggcacaggt 


900 


gtccgggatt 


acatccatgt 


cgtggatctg 


gccaagggcc 


acattgcagc 


cttaaggaag 


960 


ctgaaagaac 


agtgtggctg 


ccgggtagga 


agagaaggga 


gaagtgaggg 


aggggaggga 


1020 


ccagatccag 


gcagagcggc 


ccagaggcgt 


ggtcagtcca 


gcccgctcca 


taaaccctgt 


1080 


tctccgtggg 


ccagatctac 


aacctgggca 


cgggcacagg 


ctattcagtg 


ctgcagatgg 


1140 


tccaggctat 


ggagaaggcc 


tctgggaaga 


agatcccgta 


caaggtggtg 


gcacggcggg 


1200 


aaggtgatgt 


ggcagcctgt 


tacgccaacc 


ccagcctggc 


ccaagaggag 


ctggggtgga 


1260 


cagcagcctt 


agggctggac 


aggatgtgtg 


aggatctctg 


gcgctggcag 


aagcagaatc 


1320 


cttcaggctt 


tggcacgcaa 


gcctgaggac 


cctcccctac 


caaggaccag 


gaaaagcagc 


1380 


agctgcctgc 


tctccagcct 


ctggcaggaa 


ctcagggccc 


tggagctgct 


ggggccaagc 


1440 


caaggcctcc 


cctacctcaa 


accccagctg 


ggcccgctta 


gcccaccagg 


catgaggcca 


1500 


agggctccac 


tgaccaggag 


gccgaggtct 


ctaactctta 


tcttccacag 


ggtccaagag 


1560 


ttcatcagga 


cccccaagag 


tgagtgaggg 


ggcaaggctc 


tggcacaaaa 


cctcctcctc 


1620 


ccaggcactc 


atttatattg 


ctctgaaaga 


gctttccaaa 


gtatttaaaa 


ataaaaacaa 


1680 


gttttcttac 


actggg 










1696 


<210> 30 

<211> 1939 

<212> DNA 

<213> Homo sapien 












<400> 30 
cgtggagggg 


cggggtcggg 


gccggagtgg 


gccgtcagca 


cttaaagggc 


ccgcggctcg 


60 


ggcgtaggag gcggtgcctc 


tgcagcaagc 


gtggggcgcg 


ggaacccgag 


caggactctc 


120 


cagtcctcag 


tcaccttgga 


caaagaagtg 


tggatcctca 


gattccatct 


tttccaactc 


180 


caaggtgcca 


tggcagagaa 


ggtgctggta 


acaggtgggg 


ctggctacat 


tggcagccac 


240 
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acggtgctgg 


agctgctgga 


ggctggctac 


ttgcctgtgg 


tcatcgataa 


cttccataat 


300 


gccttccgtg 


gagggggctc 


cctgcctgag 


agcctgcggc 


gggtccagga 


gctgacaggc 


360 


cgctctgtgg 


agtttgagga 


gatggacatt 


ttggaccagg 


gagccctaca 


gcgtctcttc 


420 


aaaaagtaca 


gctttatggc 


ggtcatccac 


tttgcggggc 


tcaaggccgt 


gggcgagtcg 


480 


gtgcagaagc 


ctctggatta 


ttacagagtt 


aacctgaccg 


ggaccatcca 


gcttctggag 


540 


atcatgaagg 


cccacggggt 


gaagaacctg 


gtgttcagca 


gctcagccac 


tgtgtacggg 


600 


aacccccagt 


acctgcccct 


tgatgaggcc 


caccccacgg 


gtggttgtac 


caacccttac 


660 


ggcaagtcca 


agttcttcat 


cgaggaaatg 


atccgggacc 


tgtgccaggc 


agacaagact 


720 


tggaacgcag 


tgctgctgcg 


ctatttcaac 


cccacaggtg 


cccatgcctc 


tggctgcatt 


780 


ggtgaggatc 


cccagggcat 


acccaacaac 


ctcatgcctt 


atgtctccca 


ggtggcgatc 


840 


gggcgacggg 


aggccctgaa 


tgtctttggc 


aatgactatg 


acacagagga 


tggcacaggt 


900 


gtccgggatt 


acatccatgt 


cgtggatctg 


gccaagggcc 


acattgcagc 


cttaaggaag 


960 


ctgaaagaac 


agtgtggctg 


ccgggtagga 


agagaaggga 


gaagtgaggg 


aggggaggga 


1020 


ccagatccag 


gcagagcggc 


ccagaggcgt 


ggtcagtcca 


gcccgctcca 


taaaccctgt 


1080 


tctccgtggg 


ccagatctac 


aacctgggca 


cgggcacagg 


ctattcagtg 


ctgcagatgg 


1140 


tccaggctat 


ggagaaggcc 


tctgggaaga 


aggtaggccc 


ccccacccca 


cccacctcac 


1200 


ccacctcacc 


ccacccagct 


ctcagcaaca 


gagcagcttt 


ggcccttccc 


actcacctct 


1260 


ctggagggta 


cctggcactg 


cccagtctcc 


tcagcctgcc 


tagcacccgg 


tgcctgcggg 


1320 


ccagccgctg 


ctctgcactt 


ctgcttctta 


aagacctggc 


cagcagctgg 


gccagggccg 


1380 


gctcagctaa 


gctccaacta 


cctcctgtct 


tgcagatccc 


gtacaaggtg 


gtggcacggc 


1440 


gggaaggtga 


tgtggcagcc 


tgttacgcca 


accccagcct 


ggcccaagag gagctggggt 


1500 


ggacagcagc 


cttagggctg 


gacaggatgt 


gtgaggatct 


ctggcgctgg 


cagaagcaga 


1560 


atccttcagg 


ctttggcacg 


caagcctgag 


gaccctcccc 


taccaaggac 


caggaaaagc 


1620 


agcagctgcc 


tgctctccag 


cctctggcag 


gaactcaggg 


ccctggagct 


gctggggcca 


1680 


agccaaggcc 


tcccctacct 


caaaccccag 


ctgggcccgc 


ttagcccacc 


aggcatgagg 


1740 


ccaagggctc 


cactgaccag 


gaggccgagg 


tctctaactc 


ttatcttcca 


cagggtccaa 


1800 


gagttcatca 


ggacccccaa 


gagtgagtga 


gggggcaagg 


ctctggcaca 


aaacctcctc 


1860 


ctcccaggca 


ctcatttata 


ttgctctgaa 


agagctttcc 


aaagtattta 


aaaataaaaa 


1920 


caagttttct 


tacactggg 










1939 



<210> 31 



WO 2004/053079 

<211> 2082 

<212> DNA 

<213> Homo sapien 

<400> 31 

cgtggagggg cggggtcggg gccggagtgg 
ggcgtaggag gcggtgcctc tgcagcaagc 
cagtcctcag tcaccttgga caaagaagtg 
caaggtgcca tggcagagaa ggtgctggta 
acggtgctgg agctgctgga ggctggctac 
gccttccgtg gagggggctc cctgcctgag 
cgctctgtgg agtttgagga gatggacatt 
aaaaagtaca gctttatggc ggtcatccac 
gtgcagaagc ctctggatta ttacagagtt 
atcatgaagg cccacggggt gaagaacctg 
aacccccagt acctgcccct tgatgaggcc 
ggcaagtcca agttcttcat cgaggaaatg 
tggaacgcag tgctgctgcg ctatttcaac 
ggtgaggatc cccagggcat acccaacaac 
gggcgacggg aggccctgaa tgtctttggc 
gtccgggatt acatccatgt cgtggatctg 
ctgaaagaac agtgtggctg ccgggtagga 
ccagatccag gcagagcggc ccagaggcgt 
tctccgtggg ccagatctac aacctgggca 
tccaggctat ggagaaggcc tctgggaaga 
ccacctcacc ccacccagct ctcagcaaca 
ctggagggta cctggcactg cccagtctcc 
ccagccgctg ctctgcactt ctgcttctta 
gctcagctaa gctccaacta cctcctgtct 
gggaaggtga tgtggcagcc tgttacgcca 
ggacagcagc cttagggctg gacaggatgt 
ggccagggag gggctaaatc agatctgggc 
ggaggctctg cattccaccg tgggccctga 
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gccgtcagca 


cttaaagggc 


ccgcggctcg 


60 


gtggggcgcg ggaacccgag 


caggactctc 


120 


tggatcctca gattccatct 


tttccaactc 


180 


acaggtgggg 


ctggctacat 


tggcagccac 


240 


ttgcctgtgg 


tcatcgataa 


cttccataat 


300 


agcctgcggc 


gggtccagga 


gctgacaggc 


360 


ttggaccagg 


gagccctaca 


gcgtctcttc 


420 


tttgcggggc 


tcaaggccgt 


gggcgagtcg 


480 


aacctgaccg ggaccatcca 


gcttctggag 


540 


gtgttcagca 


gctcagccac 


tgtgtacggg 


600 


caccccacgg gtggttgtac 


caacccttac 


660 


atccgggacc 


tgtgccaggc 


agacaagact 


720 


cccacaggtg 


cccatgcctc 


tggctgcatt 


780 


ctcatgcctt 


atgtctccca 


ggtggcgatc 


840 


aatgactatg 


acacagagga 


tggcacaggt 


900 


gccaagggcc 


acattgcagc 


cttaaggaag 


960 


agagaaggga 


gaagtgaggg 


aggggaggga 


1020 


ggtcagtcca 


gcccgctcca 


taaaccctgt 


1080 


cgggcacagg 


ctattcagtg ctgcagatgg 


1140 


aggtaggccc 


ccccacccca 


cccacctcac 


1200 


gagcagcttt ggcccttccc 


actcacctct 


1260 


tcagcctgcc 


tagcacccgg 


tgcctgcggg 


1320 


aagacctggc 


cagcagctgg 


gccagggccg 


1380 


tgcagatccc 


gtacaaggtg 


gtggcacggc 


1440 


accccagcct 


ggcccaagag 


gagctggggt 


1500 


gtgagtgctg gcctgacccc 


tgcagttagg 


1560 


atgcccaccc 


agggcgggct 


gtggggtggg 


1620 


gcacacacct 


cgccgtgttg caggtgagga 


1680 
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tctctggcgc tggcagaagc agaatccttc aggctttggc acgcaagcct gaggaccctc 1740 

ccctaccaag gaccaggaaa agcagcagct gcctgctctc cagcctctgg caggaactca 18 00 

gggccctgga gctgctgggg ccaagccaag gcctccccta cctcaaaccc cagctgggcc 1860 

cgcttagccc accaggcatg aggccaaggg ctccactgac caggaggccg aggtctctaa 1920 

ctcttatctt ccacagggtc caagagttca tcaggacccc caagagtgag tgagggggca 1980 

aggctctggc acaaaacctc ctcctcccag gcactcattt atattgctct gaaagagctt 204 0 

tccaaagtat ttaaaaataa aaacaagttt tcttacactg gg 2082 

<210> 32 

<211> 1081 

<212> DNA 

<213> Homo sapien 

<400> 32 

ctattggtca ggacgtttcc tatgctaata aaggggtggc ccgtagaaga ttccagcacc 60 

ctcccctaac tccaggccag actcctttca gctaaagggg agatctggat ggcatctact 12 0 

tcgtatgact attgcagagt gcccatggaa gacggggata agcgctgtaa gcttctgctg 180 

gggataggaa ttctggtgct cctgatcatc gtgattctgg gggtgccctt gattatcttc 24 0 

accatcaagg ccaacagcga ggcctgccgg gacggccttc gggcagtgat ggagtgtcgc 3 00 

aatgtcaccc atctcctgca acaagagctg accgaggccc agaagggctt tcaggatgtg 360 

gaggcccagg ccgccacctg caaccacact gtgatggccc taatggcttc cctggatgca 42 0 

gagaaggccc aaggacaaaa gaaagtggag gagcttgagg gagagatcac tacattaaac 48 0 

cataagcttc aggacgcgtc tgcagaggtg gagcgactga gaagagaaaa ccaggtctta 54 0 

agcgtgagaa tcgcggacaa gaagtactac cccagctccc aggactccag ctccgctgcg 600 

gcgccccagc agcacaatca gcagctgggg cgccgcagct gctgattgtg ctgctgggcc 660 

tcagcgctct gctgcagtga gatcccagga agctggcaca tcttggaagg tccgtcctgc 720 

tcggcttttc gcttgaacat tcccttgatc tcatcagttc tgagcgggtc atggggcaac 78 0 

acggttagcg gggagagcac ggggtagccg gagaagggcc tctggagcag gtctggaggg 840 

gccatggggc agtcctgggt gtggggacac agtcgggttg acccagggct gtctccctcc 900 

agagcctccc tccggacaat gagtcccccc tcttgtctcc caccctgaga ttgggcatgg 960 

ggtgcggtgt ggggggcatg tgctgcctgt tgttatgggt tttttttgcg gggggggttg 1020 

cttttttctg gggtctttga gctccaaaaa ataaacactt cctttgaggg agagcacacc 1080 

t 1081 



<210> 33 
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<211> 1075 

<212> DNA 

<213> Homo sapien 



<400> 33 
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24 0 


za /-«p»a ♦* P»a 53 rrrf 


ffaa piarrp^inra 
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p»p« t~ PTPra t* PTP«a 
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gayaayyCCC 
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yaaay Lyyag yayctcyayy 
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/on 


l CLLctyyauy 


LL LdayatL l 


yyLLLLLLLL UOLL-ay LLy l 


LLLCILL L. LLy 


pa pra PPPrfi" p» 
LctyciLy Ly l l 




i-yfiyaayayci 


aadCCaggLC 


LuaayCy tya yaaccycyya 


caayaaycac 


LaCCCCayCL 


O VJ u 


CCCagyaCUC 


CayCCCCyCC 


ycyycycccc aycugctgau 


tgtgctgctg 


ggcctcagcg 


DDU 


ctctgctgca 


gtgagatccc 


aggaagctgg cacatcttgg 


aaggtccgtc 


ctgctcggct 


720 


tttcgcttga 


acattccctt 


gatctcatca gttctgagcg 


ggtcatgggg 


caacaeggtt 


780 


agcggggaga 


gcacggggta 


gccggagaag ggcctctgga 


gcaggtctgg 


aggggecatg 


840 


gggcagtcct 


gggtgtgggg 


acacdyucyy y Ltgacccay 


ggctgtctcc 


ctccagagcc 


Q Art 


tccctccgga 


caatgagtcc 


cccctcttgt ctcccaccct 


gagattgggc 


atggggtgcg 


960 


gtgtgggggg 


catgtgctgc 


ctgttgttat gggttttttt 


tgcggggggg gttgcttttt 


1020 


tctggggtct 


ttgagctcca 


aaaaataaac acttcctttg 


agggagagca 


cacct 


1075 


<210> 34 

<211> 672 

<212> DNA 

<213> Homo sapien 










<400> 34 
ctccgaagtc 


tagagagaga 


ggctgcaggg gaagggactg 


ggegcagagg 


tgaggggect 


60 


tggggaagga 


gggagaatcc 


agtgagaagg atgccctgga 


tegggggegg gctgatagct 


120 


gtatggggcg gggctatcaa 


tgggggcggg tctatcgatg 


gaggggaggg 


gcttatggat 


180 


gggtggggcg ggtctagcga 


tgggggcggg gcttggggcc 


gggcttggag 


eggggecagt 


240 


gcctgctgcc 


tccagtctgc 


cctgagtccc tcttctggtc 


ctttaggcac 


atcttggaag 


300 


gtccgtcctg 


ctcggctttt 


cgcttgaaca ttcccttgat 


ctcatcagtt 


ctgagcgggt 


360 


catggggcaa 


cacggttagc 


ggggagagca cggggtagcc 


ggagaagggc 


ctctggagca 


420 
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ggtctggagg ggccatgggg 


cagtcctggg 


tgtggggaca 


cagtcgggtt 


gacccagggc 


480 


tgtctccctc 


cagagcctcc 


ctccggacaa 


tgagtccccc 


ctcttgtctc 


ccaccctgag 


540 


attgggcatg gggtgcggtg 


tggggggcat 


gtgctgcctg 


ttgttatggg 


ttttttttgc 


600 


ggggggggtt 


gcttttttct 


ggggtctttg 


agctccaaaa 


aataaacact 


tcctttgagg 


660 


gagagcacac 


ct 












<210> 35 

<211> 2184 

<212> DNA 

<213> Homo sapien 












<400> 35 
aggcagacgg 


gaacctgaga 


ctttgtccaa 


acctcggctg 


gaaggctggt 


cttggcactc 


60 


ggcgtcttag 


ctagtggatt 


tatcgcatta 


agactgtact 


tgggcctttt 


tcatgatgac 


120 


ttgggtctca 


atccttggag 


cagctgaaag 


aacagctcgg 


gccacctgtg 


gatgcaccca 


180 


caatgaaatc 


agaggccacg 


tgaggtttgc 


aaggcagagt 


ggcctgcagt 


tttaactcgg 


240 


gcactatggc 


aatgcagacc 


caaaccaatt 


gtgccagttc 


tttgctgggt 


ggcaaagtgt 


300 


tttcaggctt 


gtggtcactc 


ctgatttctg 


tttggaagca 


cagttctctc 


tctaaggaga 


360 


atggaaactt 


ggaaaggcct 


gtaaaatcgg 


aaagcctgta 


aaaggccgta 


gagtggagat 


420 


gtataaaaat 


gtacggtcac 


ccatgtttta 


ggggttgacc 


gggagcgggg 


cgaggaggag 


480 


ggtgggtatg 


aggcggtagc 


ggaccgcgga 


gtcgagacct 


acccgaacga 


cgcgggcgag 


540 


cggggctttg 


gacgccggtg 


gagacgcagg 


cgagggctgc 


tgtaaaatat 


tacaggcata 


600 


ctttggagat 


gttatgggtt 


tggttccaca 


tcactgcaat 


aaaactccag 


cgggaggaag 


660 


aagaggcctt 


tgccagcagt 


cagagcagcc 


aaggggccca 


atccctcata 


ttctccaagt 


720 


ttgaaggaaa 


gaaaaccaac 


aagaagaccc 


gcaaggttac 


cacagtgaag 


aaatcttcag 


780 


tacgtcttcc 


agggtcggat 


caaagaagga 


tattgaaatg 


gattccaggc 


gtgtgcctcg 


840 


agacaagctg 


gcctgcatca 


ccaagtgcag 


caagcacatc 


ttcgatgcca 


tcaagatcac 


900 


ctagaacgag 


ctggcgtcag 


cagatgactt 


cctccccacc 


ctcatctaca 


ttgttttgaa 


960 


gggcaacccc 


catgccttca 


gtctaatatc 


cagtatatca 


cgcgcttctg 


caatccaagc 


1020 


cgactgatga 


ctggagagga 


tggctactat 


ttcaccaatc 


tggtgagtaa 


gtgagttctt 


1080 


ggcgttgtgg 


agaaggacta 


ggaaggtggt 


ggttttgggg 


atgtgatagg 


tcactcaggc 


1140 


ccatgacagg 


tgaatgcttc 


tgtgtgagaa 


ggcagcacgg 


ctgaggaagc 


tcactttgca 


1200 


tcagggagca 


caaggaccag 


gccgtacaga 


cactccgcct 


ccccgcactt 


gatcagagat 


1260 


tgtgtttatc 


ctacagaaac 


agatgacatg 


tgttgggcat 


cactccccac 


ggtcctgggt 


1320 
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agaagagtcc 


ttcacttggc 


agggcttttt 


caaccaatga ataaggcaaa 


ttatatataa 


1380 


gttaataatg 


ccatttcgaa 


ccgagacaga 


tggcagctaa atgaagttta 


attaaagaat 


1440 


gagcgcgggg 


cccttttcat 


tgggtactgc 


atctacttcg accgcaaaag 


acgaagtgac 


1500 


cccaacttca 


agaacaggct 


tcgagaacga 


agaaagaaac agaagcttgc 


caaggagaga 


1560 


gctgggcttt 


ccaagttacc tgaccttaaa gatgctgaag ctgttcagaa gttcttcctt 


1620 


gaagaaatac 


agcttggtga agagttacta gctcaaggtg aatatgagaa gggcgtagac 


1680 


catctgacaa 


atggaattgc tgtgtgtgga cagccacagc agttactgca ggccttacag 


1740 


caaactcttc 


caccactagt 


gttccagatg 


cttttgacta agctcccaac 


aattagagaa 


1800 


ttctaagtgc 


tcagagcttg 


gctgaagatg 


atgtggaatg agaaacaaat 


gttaacataa 


1860 


taaaatctca 


gttaaaaata 


tttaaaaaat 


tcttggtagt tgagcagctc 


tgggggaata 


1920 


agggcaaata 


tccttgttat 


gaactacact 


gaaatctacc aaagttaatg 


tttactttgt 


1980 


gtaggtccat 


ttgtctattt 


tatttatttt 


tcccagtgaa aagtgtattt 


tgatagagaa 


2040 


cttttcattt 


tataaataca 


ctatgagtta 


ctgaaaattc atatcatgga 


tttcatttat 


2100 


tcctgaaaca 


tagttaaaat 


gtacatatga 


catggcttat gttaaaaata 


cccagtgctc 


2160 


agttttgaaa 


gataggcaca 


aaaa 






2184 



<210> 36 

<211> 2515 

<212> DNA 

<213> Homo sapien 

<400> 36 

ctggcgaggt ggcccgggct cggccctccg agggtgtgga gcgcccggga aacgggaccc 60 

caagaatcca actgctccca ccctgcgcgg ccaggagcgg ggctggcgat actggggaca 120 

ctgtccaatc cgggcagggg gcgaggccgg gggaccgggc gggcctgggg agcaggcacg 180 

tgtggagggc ggacccgccg ggggtcgagg cctgcctctc cgagagctcc tggcgcggcc 24 0 

gtcccggccc ggggccccag gtgcgcttcc cctagagagg gattttccgg tctcgtgggc 3 00 

agaggaacaa ccaggaactt gggctcagtc tccaccccac agtggggcgg atccgtcccg 360 

gataagaccc gctgtctggc cctgagtagg gtgtgacctc cgcagccgca gaggaggagc 420 

gcagcccggc ctcgaagaac ttctgcttgg gtggctgaac tctgatcttg acctagagtc 480 

atggccatgg caaccaaagg aggtactgtc aaagctgctt caggattcaa tgccatggaa 54 0 

gatgcccaga ccctgaggaa ggccatgaaa gggctcgcac aaacaacgag gaaacagaag 6 00 

attcaccaaa catttatgaa cagccagctg ttataaagac aagggaccaa tctgaaaaat 660 

cagaataaag tctccttgtt aaagctgctg caagaaacag gcaccgatga agacgccatt 720 
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attagcgtcc 


ttgcctaccg 


caacaccgcc 


cagcgccagg 


agatcaggac agcctacaag 


780 


agcaccatcg gcagggactt 


gatagacgac 


ctgaagtcag 


aactgagtgg caacttcgag 


840 


caggtgattg tggggatgat gacgcccacg gtgctgtatg acgtgcaaga gctgcgaagg 


900 


gccatgaagg gagccggcac 


tgatgagggc 


tgcctaattg agatcctggc ctcccggacc 


960 


cctgaggaga 


tccggcgcat 


aagccaaacc 


taccagcagc 


aatatggacg gagccttgaa 


1020 


gatgacattc gctctgacac atcgttcatg ttccagcgag tgctggtgtc tctgtcagct 


1080 


ggtgggaggg atgaaggaaa ttatctggac gatgctctcg tgagacagga tgcccaggac 


1140 


ctgtatgagg ctggagagaa gaaatggggg acagatgagg tgaaatttct aactgttctc 


1200 


tgttcccgga 


accgaaatca 


cctgttgcat 


gtgtttgatg 


aatacaaaag gatatcacag 


1260 


aaggatattg 


aacagagtat 


taaatctgaa 


acatctggta 


gctttgaaga tgctctgctg 


1320 


gctatagtaa 


agtgcatgag gaacaaatct 


gcatattttg 


ctgaaaagct ctataaatcg 


1380 


atgaagggct 


tgggcaccga 


tgataacacc 


ctcatcagag 


tgatggtttc tcgagcagaa 


1440 


attgacatgt 


tggatatccg ggcacacttc 


aagagactct 


atggaaagtc tctgtactcg 


1500 


ttcatcaagg gtgacacatc 


tggagactac 


aggaaagtac 


tgcttgttct ctgtggagga 


1560 


gatgattaaa 


ataaaaatcc 


cagaaggaca 


ggaggattct 


caacactttg aattttttta 


1620 


acttcatttt 


tctacactgc 


tattatcatt 


atctcagaat 


gcttatttcc aattaaaacg 


1680 


cctacagctg 


cctcctagaa 


tatagactgt 


ctgtattatt 


attcacctat aattagtcat 


1740 


tatgatgctt 


taaagctgta 


cttgcatttc 


aaagcttata 


agatataaat ggagatttta 


1800 


aagtagaaat 


aaatatgtat 


tccatgtttt 


taaaagatta 


ctttctactt tgtgtttcac 


1860 


agacattgaa 


tatattaaat 


tattccatat 


tttcttttca gtgaaaaatt ttttaaatgg 


1920 


aagactgttc 


taaaatcact 


tttttcccta 


atccaatttt 


tagagtggct agtagtttct 


1980 


tcatttgaaa 


ttgtaagcat 


ccggtcagta 


agaatgccca 


tccagttttc tatatttcat 


2040 


agtcaaagcc 


ttgaaagcat 


ctacaaatct 


ctttttttag gttttgtcca tagcatcagt 


2100 


tgatccttac 


taagtttttc 


atgggagact 


tccttcatca 


catcttatgt tgaaatcact 


2160 


ttctgtagtc 


aaagtatacc 


aaaaccaatt 


tatctgaact 


aaattctaaa gtatggttat 


2220 


acaaaccata 


tacatctggt 


taccaaacat 


aaatgctgaa 


cattccatat tattatagtt 


2280 


aatgtcttaa 


tccagcttgc 


aagtgaatgg 


aaaaaaaaat 


aagcttcaaa ctaggtattc 


2340 


tgggaatgat 


gtaatgctct 


gaatttagta 


tgatataaag 


aaaacttttt tgtgctaaaa 


2400 


atacttttta 


aaatcaattt 


tgttgattgt 


agtaatttct 


atttgcactg tgcctttcaa 


2460 


ctccagaaac 


attctgaaga 


tgtacttgga 


tttaattaaa aagttcactt tgtaa 


2515 
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<210> 37 

<211> 1948 

<212> DNA 

<213> Homo sapien 

<400> 37 

aagattcaag gtcttgctat gtttcccagg 
ctgccttgaa ctcctggcct caagacatcc 
catgcacatc ccgaccccct tttggcagag 
ggcatgagtc agctgggaag acacaggaga 
ggagggagct gtccttggga agcttctcct 
ggggccacac tgaggctcag ccctctaggc 
gcatttagag gacgtctgtc ctccctccct 
tgtctcatta ctctagacct gctatcttaa 
gaattatttt ttatttgttt ttctcatcct 
gacgatgctc tcgtgagaca ggatgcccag 
gggacagatg aggtgaaatt tctaactgtt 
catgtgtttg atgaatacaa aaggatatca 
gaaacatctg gtagctttga agatgctctg 
tctgcatatt ttgctgaaaa gctctataaa 
accctcatca gagtgatggt ttctcgagca 
ttcaagagac tctatggaaa gtctctgtac 
tacaggaaag tactgcttgt tctctgtgga 
acaggaggat tctcaacact ttgaattttt 
attatctcag aatgcttatt tccaattaaa 
tgtctgtatt attattcacc tataattagt 
ttcaaagctt ataagatata aatggagatt 
ttttaaaaga ttactttcta ctttgtgttt 
tattttcttt tcagtgaaaa attttttaaa 
ctaatccaat ttttagagtg gctagtagtt 
gtaagaatgc ccatccagtt ttctatattt 
tctctttttt taggttttgt ccatagcatc 
acttccttca tcacatctta tgttgaaatc 
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ccagctcttc acaggtgcca 


tcttagctca 


60 


tcccacctca gcctcgagta gctggaacta 


120 


gttgatcaat 


gtagatttgc 


cagttaggaa 


180 


gtggggtggt 


gggggaggcc 


aggagatagt 


240 


gctattggca 


gaggcactca 


tgcaacgtta 


300 


acacatcaga 


gccattgtaa 


taatgcgagc 


360 


gggtctgaag 


ctccaattct 


tgtggtattt 


420 


tggtgtcccc 


agatcttcat 


gtatactctc 


480 


cagggtggga gggatgaagg 


aaattatctg 


540 


gacctgtatg aggctggaga gaagaaatgg 


600 


ctctgttccc 


ggaaccgaaa 


tcacctgttg 


660 


cagaaggata 


ttgaacagag 


tattaaatct 


720 


ctggctatag 


taaagtgcat 


gaggaacaaa 


780 


tcgatgaagg 


gcttgggcac 


cgatgataac 


840 


gaaattgaca 


tgttggatat 


ccgggcacac 


900 


tcgttcatca 


agggtgacac 


atctggagac 


960 


ggagatgatt 


aaaataaaaa 


tcccagaagg 


1020 


ttaacttcat 


ttttctacac 


tgctattatc 


1080 


acgcctacag 


ctgcctccta 


gaatatagac 


1140 


cattatgatg 


ctttaaagct 


gtacttgcat 


1200 


ttaaagtaga 


aataaatatg 


tattccatgt 


1260 


cacagacatt 


gaatatatta 


aattattcca 


1320 


tggaagactg 


ttctaaaatc 


acttttttcc 


1380 


tcttcatttg 


aaattgtaag 


catccggtca 


1440 


catagtcaaa 


gccttgaaag 


catctacaaa 


1500 


agttgatcct 


tactaagttt 


ttcatgggag 


1560 


actttctgta gtcaaagtat 


accaaaacca 


1620 
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atttatctga actaaattct 


aaacrfcafccrcrfc 


cataaatgct 


gaacattcca 


tattattata 


tggaaaaaaa aataagcttc 


aaactaggta 


gtatgatata aagaaaactt 


ttttgtgcta 


tgtagtaatt 


tctatttgca 




ggatttaatt 


aaaaagttca 


ctttgtaa 


<210> 38 

<211> 3633 

<212> DNA 

<213> Homo sapien 




<400> 38 
gaaaaaaaaa 


aagaaaaaaa 


acaaaaaaca 


aaataaagac 


gagggacgca 


era. cr crcrcr t aa c 


tgagggtttg 


ggcttgcagg 


c tic t~ erca crera 


agctctgagc 


gggaggcctg 


=a acacinzk Zinc* 
oiy v*y y y cioy 


gggttcggcg 


ctatggagga 


act ccrafccrac 


acaggcttgc 


tcgtccttgc 


acrcrfc. t era. era. a. 


tgcttcccta 


gtggtcgcga 


crcr cere t ca t c 


crQacrcrt ccrca 


gfcgt taacga 


crfcfccrafcfccca 


tttgactggg 


gtccagggga 


era t ere tier ot a 


tcagagatgg 


tgccaagttg 


cccctttahc 


tctcaaatct 


tgagaaaact 


chtcaatoaa 


attgacgaag 


agttgactgg 


aaaat ccaga 


taccgatcag 


tcatcagagc 


afcgfcatggag 


gatccagcca 


atggccgcca 


gt tcagcagc 


atctggaacc 


tgtgtgagat 


tefctfcttatt 


catctccttg 


actgggtccg 


crcfcccafccrfccr 


ctgggcagtg 


agaatccaag 


caaacatgac 


ctgcagggcc 


ggctggatga 


ggcccgacag 


gcctctgcag 


gcatatgccg 


aatcatgggg 


cctgggaaca 


cccagacact 


gacagagctg 


tgtgagcggt 


acctccagga 


cagcacattc 
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tatacaaacc 


atatacatct 


ggttaccaaa 


1680 


gttaatgtct 


taatccagct 


tgcaagtgaa 


1740 


ttctgggaat 


gatgtaatgc 


tctgaattta 


1800 


aaaatacttt 


ttaaaatcaa 


ttttgttgat 


1860 


caactccaga 


aacattctga 


agatgtactt 


1920 








1948 


aaaaatacat 


cacaataaga 


ggccgaatgt 


60 


cgtggctgag 


aggagacagc 


gccgcagcac 


120 


gacgcccagg 


eggagtcttg 


tctcgcagcc 


180 


attggegtec 


gagegactte 


taggagectg 


240 


gagecaacag 


tcactgtaag 


ggtaccccga 


300 


ctgcgtctgc 


ttagttactt 


caggcttgtc 


360 


cccttccctc 


gactcagttg 


ccacttttcc 


420 


ggcgtgaatt 


ccaagaagaa 


ccaaatgtat 


480 


tgtgaaacct 


ccttcaacaa 


aaaagaaaaa 


540 


tatatcatcc 


gtaaggatgt 


agatgtttac 


600 


tcccatggaa 


tctttctggg 


cctccagaga 


660 


aaatctcaat 


tggttcgagt 


gagtaaaaac 


720 


gaaatgeace 


aggttgcaat 


tgctgctaaa 


780 


caggtctcca 


ttttgtcagc 


aatggagctc 


840 


gaagtggccc 


cagctggccc 


tctcctcctc 


900 


tgcgaggtgg 


acagtttgtc 


ggcagatgtt 


960 


agcttctgga 


acttggtgac 


catcttggtg 


1020 


atgctctcca 


aggaagcega 


tgccagcccc 


1080 


gacctgatga 


ggacaatgee 


cattcttagt 


1140 


gagctgaagt 


ggcagcactg 


gcacgaggaa 


1200 


gccaccagcc 


ctcacctgga 


gtctctcttg 


1260 
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a a na H-aH f f 


4- frnna fa prra 
u y y y ay ci vy a 


H f~* i r*T 4* 4* 

oyctgcccLg 


4- 4- a rra r~if a fa 

ccagaywaya 


a rr f a art" h f t~ 


of a or 4- a a 4» 4- ritl 

yaycaaLLyg 






uay Lyav-LLy 


gctctcgcac 


4-<-t*-«aaf* fffa 
CCCaatLLLa 


fa ft" a a a a f f 
Lay LaaaaLL 


f a t* t" fa ♦> f 4- or 
CautyatCLy 






LLLay u ^>uay 


f ff- f* f. -a >-,4- — 

*-LL.yyaccUy 


4- 4- 4- f 4- f f f a f 

LLLCtyyydy 


crt" era era erf a er 
y ^y^yoy ^- a y 


c*r*r*z* fa a f f f 
LLLayadLLL 


1 /i 4 n 


ft" f f a fa ara 


t~ f t- 1~ crt" t* crcrr 1 
tvL Ly l uyyu 


a Cff pf- hf j-r-a rr 

oyLLL u tyay 


4- 4- 4- fa pahpp 
LLLyaLaLu^ 




fa a a fa off- off 

Laaayay uy l 




a f f a a 4» a 9 a A 
cxyyaauaciaa 


<^a fa t" f* t" na rr 
Lay a. u u uyay 


fa fa a fa a rr4* 

LayaayaayC 


/-»4-rr4» 4- f f a t* f 

ctgLuggaLy 


fa f f f a f f- a 4- 

Layyy ay uct i_ 


a a a a nnnrra a 
dddayyyyad 


IjOU 


a oroi a 4— 4— />tri 

ay udLt-LLyc 


♦* ft- t" t- pnanf 
Lytt tLLay u 


f f f arra a«a<^» 

ggcagaagag 


a a a rrarfa a /"T 4~ 

aaagagaagu 


a f f a 4* fa a fa 
a l La uyaaya 


f f f ft* fa a fa 

yyyy tyaaca 


lOZu 


aCaCCoCuCt 


oior4- /iirt/iArra oi 

eg tg ceggae 


acagacaagg 


•a a 4— /"* a 4 s 4 s a 

aacgaccagg 


4- 4* rT a or 4— /"i fi 

CUtyCaytCC 


oi oi oi a r*r4— «4" «a 

CCCayLCtCd 


neon 


rrn o»4" oi4- oi4* oi oi 

ycctctcccc 


anl*nh fa fa a 
dwLLL uaLaa 


f/f a f f a a t^rrrrv 

ycaggaaggg 


a 4- »-i 4- /^a f f f 

aLCtyayLLC 


t» f 4- 4- an t* f f f 

ty ll ay l. ggg 


a a a t" o» 4" 4- or or a 
aaa LLLLyya 


J. /lU 


ft- t- t-f f a t- t- t- 


f t" f t~ rra t* f a f 
cuctyaLLoL 


/T a rr^f 4~ a <-i ^ 4" 

gaggccaccc 


CCLatLLLyL 


4-4-4- fa a a fa f 

l l Lydddydy 


fa a fa fa aaa 
y ddLdydddd 




y uayay ll uy 


f f f a /Trrta a t* 
LL.L»udyyddL 


t* fri~ fa a a 4* f f 
uy Ly dddLyy 


f f t* f f a a t~ ft* 
y LtyLddLy l 


f 4- 4- fa fa f f f 

l l LLayayyu 


ant* a f f a ft" 4- 

ay uaymy l. i— 


I860 

1DOU 


t" t" a f f a a ft" f 
LUayyaay uy 


fr* f f f f 4~ f f rr 
LyLLLULLLy 


f f 4- f 4- f f f f a 

LLLLLyyyyd 


a a nrt 4- 4- ria a 4* 

aayy LLyadL 


4- f f f f 4- /-t 4- 4" f 


4- off f f a o 4- 4- or 


i Q9n 


t- t* t- hri-ral-a 


f f a t~ ft - a 4- f a 
yyauyLaLCa 


i~»4- fa rra f f f a 
y LLdyaLLLd 


4- f f a fa nf- f-( 

LyLdLdg ILL 


4- / »> if f f f f a f 

^gggcggcag 


f f a a ft" f 4- f 4- 

ggaag tg tg l 


1 Qflfl 
170 U 


^ 4- oi 4- 4- 4- /-i 4- or or 

CCCLCtCtyy 


— * 4— ^* or a ^> 

dcccgagcca 


gtgagctgt t 


ggcatgect t 


1 1 1 aaa ggc a 


4~ 4- a ora a a a a a 

Ltagaaaaaa 


a yj% u 


f rf t- +- h f 1- 1- tr f 


t-t-t-t-t-t-t-t-ff 


t- 4- 4- of 4- f 4- 4- f 


acaccacccc 


na 4- a 4* #-ra a r<a 
CaLdLydaCd 


4- or ora ora a ororor 

u ggagaaggg 




a or or 4* 4~ 4» 4» a a 

aygLtuCuaa 


or 4^ f~f f~f f~i /"^ /—i 4* 

gugggccccc 


/™r a 4* 4* 4" a y-i 4~ /~ t #-« 

gaui-LaCCCC 


4" a 4™ #t 4* rt n a 4* a 

catyccaaca 


a 4— /— ir— r 4— rv^* a 

accgugccay 


accccaaggg 




gcayaaaagy 


oi artnna rtm i/'i 

cagecagggg 


a 4" /^i /-t 4" «a 4~ /~i 
dLCCCyaCCC 


a /nr a /~« 4~ /^r 4~ a 

ag agg c t.y u a 


i" i 4» 4" ^»^r4- /-t a rr /i 

yLLCytCayu 


oi oi 4- oroi^ aaa or 

CCCyCCdddy 


z ^. z u 


or or f oi a rfrTrrpr 4- 

yyccdyggyu 


4" 4* or4~ or 4- nf-na 
tLyuCLCCCa 


y t-y ccuyyy u 


gggcacgcLL 


of a o 4— rr/^ 4" a a 

gacuyccaac 


oi y^ 4* 4" a ot oi 4- or 

cccucagcLy 




aaayyagacg 


m a or or a or 4" or 

gcaggagccc 


cccacagggc 


CCCCCClCCC 


4* 4* rf^f ^% 4* 4* 

ctcccggctL 


acagccxccu 


Z J4 U 


crgaagacgg 


or/-i /-» a or 4- 4- rtn 4* 

yccayttccL 


4* /tof- /~»4- rt 4- r~rr* 

uy Cuy cccyy 


caagaggaaa 


cage tggggc 


gcaccLcacc 


Zfi U U 


gggagtcggg 


o i a a ora 4- rrt* oior 

CaayaLgLcg 


ri a #— r4- 4- 4" /— » 4- 

yCayCLLCCC 


ggcgcccucc 


aa.ycccu.cca 


a. aayt SL C Cya 




4- a a a a /va or 

gCLaaaayag 


or 4— rra or a a or 4— /"^ 

gugacaagee 


4" 4* 4* 4~ a a 4 s 


aaccaagaag 


aguLccagci- 


4* ^ ^ 4* < "i ^ ^ 4 s ^r^« 

LaauytCLgc 


U 


4- «a afpha ft a 


a t- f t- 1- pfrra f 
aLLLLLtydL 


4- 4- r-rf- a 4- 4- 4- +- f 
LLy LdLLL Uy 


r*t f* a e-tf^ f f a 
yLLLdyLLLd 


f a a 4- #~» 4- 4* rrrt a 

CaatCttyya 


4— oro»a f f f 4- oro» 

uy Ldyyy tyu 


ZD o U 


arrpa ft" ft" 4- 4- 

cty Lay uy l u u 


a fa a a f f H fa 
dUdddLLOLd 


LdLLLLdL L. L. 


f f a fa a a f f 
LLaydduayL 


a of or 4* a of a ororf 

ay y Lay ay y l 


a f t~ f f a f f 4- 4- 

aL Lyy ay l l l 




f" fa t" a f t" f f 


a rra or o> oi o> f f a 

ayayLLLLLd 


a ^a a rr/^a a rra 
aLaay Laay a 


^ggggecegg 


o»a 4* oi /-T ^ o f— or 

LdtLycccty 


a or o» a a oi 4" or or 4— 

ay LaaL tyy l 


z / u u 


Of/T 4" 4~ 4" Of 4* OTOT f~t 

gg u u ugcggc 


ccacc eg aca 


gacccgcugg 


accaccgcaa 


gcccctccag 


LCaCaCaaCC 


z /bU 


♦* ft- a t- 1- ♦* f f f 

L-L-UdLLLuyy 


4- 4" o»r^ a a OJa 4* or 
ULCCaaCdty 


a rta y^r a 4* 4" /"■* ^* 

agagag ttcc 


4" s"* rt 4" /*v^ 4" i*v/^ a 

uccugccgga 


gcacg ecu cy 


or or a /tf r^4" 4— 4— or 

ggacugcccg 


Zoz u 


ctcatcccag 


cctgtggcag 


ctgggggtcg 


attactttga 


ttactgcccc 


gagctgggee 


2880 


gagtctccct 


ggagctgeae 


attgagegga 


tacctctgaa 


caccgagcag 


aaagccctga 


2940 


aggtgctgcg 


gatctgtgag 


cageggcaga 


tgactgaaca 


agttcgcagc 


atttgtaaga 


3000 


tcttagccat 


gaaagccgtc 


cgcaacaatc 


gcctgggttc 


tgccctctct 


tggagcatcc 


3060 


gtgctaagga 


tgccgccttt 


gccacgctcg 


tgtcagacag 


gttcctcagg 


gattactgtg 


3120 
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agcgaggctg 


cttttctgat 


ttggatctca 


ttgacaacct 


ggggccagcc 


atgatgctca 


3180 


gtgaccgact 


gacattcctg 


ggaaagtatc 


gcgagttcca 


ccgtatgtac 


ggggagaagc 


3240 


gttttgccga 


cgcagcttct 


ctccttctgt 


ccttgatgac gtctcggatt 


gcccctcggt 


3300 


ctttctggat 


gactctgctg 


acagatgcct 


tgcccctttt ggaacagaaa caggtgattt 


3360 


tctcagcaga 


acagacttat 


gagttgatgc 


ggtgtctgga ggacttgacg tcaagaagac 


3420 


ctgtgcatgg 


agaatctgat 


accgagcagc 


tccaggatga 


tgacatagag 


accaccaagg 


3480 


tggaaatgct 


gagactttct 


ctggcacgaa 


atcttgctcg ggcaattata agagaaggct 


3540 


cactggaagg 


ttcctgagaa 


ctgcttcaat 


gtggtatctt 


tgtatggcaa 


tgtatataga 


3600 


ttttttaaaa 


gaataaatgt 


fccrt tt fccrcaa 


atg 






3633 


<210> 39 
<211> 2589 
<212> DNA 
<213> Homo sapien 












<400> 39 
gaaaaaaaaa 


aagaaaaaaa 


acaaaaaaca 


aaaaatacat 


cacaataaga 


ggccgaatgt 


60 


aaataaagac 


gagggacgca 


gaggggtggc 


cgtggctgag 


aggagacagc 


gccgcagcac 


12 0 


tgagggtttg 


ggcttgcagg 


cgctgcagga 


gacgcccagg 


cggagtcttg 


tctcgcagcc 


180 


agctctgagc 


gggaggcctg 


agcgggaagc 


attggcgtcc 


gagcgacttc 


taggagcctg 


240 


gggttcggcg 


ctatggagga 


gctcgatggc 


gagccaacag 


tcactgtaag ggtaccccga 


300 


acaggcttgc 


tcgtccttgc 


gggttgagaa 


ctgcgtctgc 


ttagttactt 


caggcttgtc 


360 


tgcttcccta 


gtggtcgcga 


ggcgctcgtc 


cccttccctc 


gactcagttg 


ccacttttcc 


420 


ggaggtcgca 


gtgttaacga 


gttgattcca 


ggcgtgaatt 


ccaagaagaa 


ccaaatgtat 


480 


tttgactggg 


gtccagggga 


gatgctggta 


tgtgaaacct 


ccttcaacaa 


aaaagaaaaa 


540 


tcagagatgg 


tgccaagttg 


cccctttatc 


tatatcatcc 


gtaaggatgt 


agatgtttac 


600 


tctcaaatct 


tgagaaaact 


cttcaatgaa 


tcccatggaa 


tctttctggg 


cctccagaga 


660 


attgacgaag 


agttgactgg 


aaaatccaga 


aaatctcaat 


tggttcgagt 


gagtaaaaac 


720 


taccgatcag 


tcatcagagc 


atgtatggag 


gaaatgcacc 


aggttgcaat 


tgctgctaaa 


780 


gatccagcca 


atggccgcca 


gttcagcagc 


caggtctcca 


ttttgtcagc 


aatggagctc 


840 


atctggaacc 


tgtgtgagat 


tctttttatt 


gaagtggccc 


cagctggccc 


tctcctcctc 


900 


catctccttg 


actgggtccg 


gctccatgtg 


tgcgaggtgg acagtttgtc ggcagatgtt 


960 


ctgggcagtg 


agaatccaag 


caaacatgac 


agcttctgga acttggtgac catcttggtg 


1020 


ctgcagggcc 


ggctggatga 


ggcccgacag 


atgctctcca 


aggaagccga 


tgccagcccc 


1080 
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gcctctgcag 


gcatatgccg 


aatcatgggg gacctgatga 


ggacaatgcc 


cattcttagt 


1140 


cctgggaaca 


cccagacact 


gacagagctg gagctgaagt 


ggcagcactg 


gcacgaggaa 


1200 


tgtgagcggt 


acctccagga 


cagcacattc 


gccaccagcc 


ctcacctgga 


gtctctcttg 


1260 


aagattatgc 


tgggagacga 


agctgccttg ttagagcaga 


aggaacttct 


gagtaattgg 


1320 


tatcatttcc 


tagtgactcg 


gctcttgtac 


tccaatccca 


cagtaaaacc 


cattgatctg 


1380 


cactactatg 


cccagtccag 


cctggacctg tttctgggag 


gtgagagcag 


cccagaaccc 


1440 


ctggacaaca 


tcttgttggc 


agcctttgag 


tttgacatcc 


atcaagtaat 


caaagagtgc 


1500 


agcttcctct 


gaagacgggc 


cagttccttg ctgtctggca 


agaggaaaca 


gctggggtgc 


1560 


acttcactgg 


gagttgggca 


agatgtcggc 


agtttcctgg 


tgcccttcaa 


gtcctccaaa 


1620 


agtatcgagc 


taaaagcatc 


gccctgagca 


actggtggtt 


tgtggcccac 


ctgacagacc 


1680 


tgctggacca 


ctgcaagctc 


ctccagtcac 


acaacctcta 


tttcggttcc 


aacatgagag 


1740 


agttcctcct 


gctggagtac 


gcctcgggac 


tgtttgctca 


tcccagcctg 


tggcagctgg 


1800 


gggtcgatta 


ctttgattac 


tgccccgagc 


tgggccgagt 


ctccctggag 


ctgcacattg 


1860 


agcggatacc 


tctgaacacc 


gagcagaaag 


ccctgaaggt 


gctgcggatc 


tgtgagcagc 


1920 


ggcagatgac 


tgaacaagtt 


cgcagcattt 


gtaagatctt 


agccatgaaa 


gccgtccgca 


1980 


acaatcgcct 


gggttctgcc 


ctctcttgga 


gcatccgtgc 


taaggatgcc 


gcctttgcca 


2040 


cgctcgtgtc 


agacaggttc 


ctcagggatt 


actgtgagcg 


aggctgcttt 


tctgatttgg 


2100 


atctcattga 


caacctgggg 


ccagccatga 


tgctcagtga 


ccgactgaca 


ttcctgggaa 


2160 


agtatcgcga 


gttccaccgt 


atgtacgggg 


agaagcgttt 


tgccgacgca 


gcttctctcc 


2220 


ttctgtcctt 


gatgacgtct 


cggattgccc 


ctcggtcttt 


ctggatgact 


ctgctgacag 


2280 


atgccttgcc 


ccttttggaa 


cagaaacagg 


tgattttctc 


agcagaacag 


acttatgagt 


2340 


tgatgcggtg 


tctggaggac 


ttgacgtcaa 


gaagacctgt 


gcatggagaa 


tctgataccg 


2400 


agcagctcca 


ggatgatgac 


atagagacca 


ccaaggtgga 


aatgctgaga 


ctttctctgg 


2460 


cacgaaatct 


tgctcgggca 


attataagag aaggctcact 


ggaaggttcc 


tgagaactgc 


2520 


ttcaatgtgg 


tatctttgta 


tggcaatgta 


tatagatttt 


ttaaaagaat 


aaatgttgtt 


2580 


ttgcaaatg 












2589 


<210> 40 

<211> 2695 

<212> DNA 

<213> Homo sapien 












<400> 40 
gaaaaaaaaa 


aagaaaaaaa 


acaaaaaaca 


aaaaatacat 


cacaataaga 


ggccgaatgt 


60 
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aaataaagac 


gagggacgca 


gaggggtggc 


cgtggctgag 


aggagacagc 


gccgcagcac 


120 


tgagggtttg 


ggcttgcagg 


cgctgcagga 


gacgcccagg 


cggagtcttg 


tctcgcagcc 


180 


agctctgagc 


gggaggcctg 


agcgggaagc 


attggcgtcc 


gagcgacttc 


taggagcctg 


240 


gggttcggcg 


ctatggagga 


gctcgatggc 


gagccaacag 


tcactgtaag 


ggtaccccga 


300 


acaggcttgc 


tcgtccttgc 


gggttgagaa 


ctgcgtctgc 


ttagttactt 


caggcttgtc 


360 


tgcttcccta 


gtggtcgcga 


ggcgctcgtc 


cccttccctc 


gactcagttg 


ccacttttcc 


420 


ggaggtcgca 


gtgttaacga 


gttgattcca 


ggcgtgaatt 


ccaagaagaa 


ccaaatgtat 


480 


tttgactggg 


gtccagggga 


gatgctggta 


tgtgaaacct 


ccttcaacaa 


aaaagaaaaa 


540 


tcagagatgg 


tgccaagttg 


cccctttatc 


tatatcatcc 


gtaaggatgt 


agatgtttac 


600 


tctcaaatct 


tgagaaaact 


cttcaatgaa 


tcccatggaa 


tctttctggg 


cctccagaga 


660 


attgacgaag 


agttgactgg 


aaaatccaga 


aaatctcaat 


tggttcgagt 


gagtaaaaac 


720 


taccgatcag 


tcatcagagc 


atgtatggag 


gaaatgcacc 


aggttgcaat 


tgctgctaaa 


780 


gatccagcca 


atggccgcca 


gttcagcagc 


caggtctcca 


ttttgtcagc 


aatggagctc 


840 


atctggaacc 


tgtgtgagat 


tctttttatt 


gaagtggccc 


cagctggccc 


tctcctcctc 


900 


catctccttg 


actgggtccg 


gctccatgtg 


tgcgaggtgg 


acagtttgtc 


ggcagatgtt 


960 


ctgggcagtg 


agaatccaag 


caaacatgac 


agcttctgga 


acttggtgac 


catcttggtg 


1020 


ctgcagggcc 


ggctggatga 


ggcccgacag 


atgctctcca 


aggaagccga 


tgccagcccc 


1080 


gcctctgcag 


gcatatgccg 


aatcatgggg 


gacctgatga 


ggacaatgcc 


cattcttagt 


1140 


cctgggaaca 


cccagacact 


gacagagctg 


gagctgaagt 


ggcagcactg 


gcacgaggaa 


1200 


tgtgagcggt 


acctccagga 


cagcacattc 


gccaccagcc 


ctcacctgga 


gtctctcttg 


1260 


aagattatgc 


tgggagacga 


agctgccttg 


ttagagcaga 


aggaacttct 


gagtaattgg 


1320 


tatcatttcc 


tagtgactcg 


gctcttgtac 


tccaatccca 


cagtaaaacc 


cattgatctg 


1380 


cactactatg 


cccagtccag 


cctggacctg 


tttctgggag 


gtgagagcag 


cccagaaccc 


1440 


ctggacaaca 


tcttgttggc 


agcctttgag 


tttgacatcc 


atcaagtaat 


caaagagtgc 


1500 


aggaataaaa 


cagatttgag 


cagaagaagt 


ctgttggatg 


cagggagtat 


aaaaggggaa 


1560 


agcatcctgc 


tgtttccagt 


ggcagaagag 


aaagagaagt 


accatgaaga 


ggggtgaaca 


1620 


acatcactct 


cgtgccggac 


acagacaagg 


aatgattagg 


cttgcagtcc 


cccagtctca 


1680 


gcctctctcc 


actctcacaa 


gcaggaaggg 


atctgagctc 


tgttagtggg 


aaatcttgga 


1740 


gtttgcattt 


ctctgatcac 


gaggctacct 


cctatcctgt 


tttgaaagag 


gaacagaaaa 


1800 


gcagagcttg 


tcccaggaat 


tgtgaaatgg 


gctgcaatgt 


cttcagaggc 


agtagcagtt 


1860 



WO 2004/053079 



1 1 a. crcra acr t a 


t ace c tec tor 




ttttctcata 


er era t" nt" a t* r"*a 
y y a uy ua uua 






clu> u u y ciy uua 


y i-yagccgcc 


yy LLLtLLLU 


tthttttfcre 




,o rrrrt" t~ f* i-»t~ a a 
oy y lluuucici 


n l" ncrar* prpt* 

y '-yyy^^^t 


yctu ttaCtCt 


y u-ciy dca-ctay y 


c a er e> e* a rr ererer 


auu.u.uyciuuu 


ggccaggggt 


♦* ♦* er+* r -1 I - /** t - r*a 


y tyceugggL 


ctciciy y ciy ct uy 


y ccty y dy u 


uuLauaygy u 




y L.^dy u lcl u 


uy ctg tctgy 


gggagttggg 


caagatgtcg 


gcagtttcct 


gctaaaagca 


tcgccctgag 


caactggtgg 


cactgcaagc 


tcctccagtc 


acacaacctc 


ctgctggagt 


acgcctcggg 


actgfctfcgcfc 


ggctgtctgg 


tactagcttt 


ttcatacegg 


<210> 41 

<211> 2267 

<212> DNA 

<213> Homo sapien 




<400> 41 
gaaaaaaaaa 


aagaaaaaaa 


a r<a a a a a a /"*a 
ct U» Ct Ct cl cl cl cl u. cl 


aaataaagac 


gagggacgea 


gaggggtggc 


tgagggtttg 


ggcttgeagg 


cgc ugcagga 


agctctgagc 


gggaggcctg 


clyCyyyclciy C 


gggttcggcg 


ctatggagga 


gcucgatggc 


acaggcttgc 


tcgtccttgc 


gggt tgagaa 


tgcttcccta 


gtggtcgcga 


yy eg cucy UC 


ggaggtcgca 


gtgttaacga 


y u uga uucca 


tttgactggg 


gtccagggga 


gatgctggta 


tcagagatgg 


tgccaagttg 


cccctttatc 


tctcaaatct 


tgagaaaact 


cttcaatgaa 


attgacgaag 


agttgactgg 


aaaatccaga 


taccgatcag 


tcatcagagc 


atgtatggag 
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aaggttgaat 


tggggtcttg 


tgggcacttg 


1920 


tgcacagttc 


tgggcggcag 


ggaagtgtgt 


1980 


ggcatgeett 


tttaaaggca 


ttagaaaaaa 


2040 


acaccacctt 


catatgaaca 


tggagaaggg 


2100 


tatgtcaata 


atcgtgccag 


accctaaggg 


2160 


agaggctgta 


gttegtcage 


ectgetaaag 


2220 


gggcatgett 


gaetgetaac 


cccttagctg 


2280 


cccttcttcc 


ctcctggctt 


acagcttcct 


2340 


caagaggaaa 


cagctggggt 


gcacttcact 


2400 


ggtgcccttc 


aagtcctcca 


aaagtatcga 


2460 


tttgtggccc 


acctgacaga 


cctgctggac 


2520 


tattteggtt 


ccaacatgag 


agagttcctc 


2580 


catcccagrc 


ctgtggctgc 


ctgggggtcc 


2640 


cgcctcgcgg 


gggccctttt 


aegeg 


2695 


aaaaatacat 


cacaataaga 


ggccgaatgt 


60 


cgtggctgag 


aggagacagc 


gccgcagcac 


120 


gacgcccagg 


eggagtcttg 


tctcgcagcc 


180 


attggegtec 


gagegactte 


taggagectg 


240 


gagecaacag 


tcactgtaag 


ggtaccccga 


300 


ctgcgtctgc 


ttagttactt 


caggcttgtc 


360 


cccttccctc 


gactcagttg 


ccacttttcc 


420 


ggcgtgaatt 


ccaagaagaa 


ccaaatgtat 


480 


tgtgaaacct 


ccttcaacaa 


aaaagaaaaa 


540 


tatatcatcc 


gtaaggatgt 


agatgtttac 


600 


tcccatggaa 


tctttctggg 


cctccagaga 


660 


aaatctcaat 


tggttcgagt 


gagtaaaaac 


720 


gaaatgeace 


aggttgcaat 


tgctgctaaa 


780 
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gatccagcca 


atggccgcca 


gttcagcagc 


OJ 

caggtctcca 


ttttgtcagc 


aatggagctc 


840 


atctggaacc 


tgtgtgagat 


tctttttatt 


gaagtggccc 


cagctggccc 


tctcctcctc 


900 


catctccttg 


actgggtccg 


gctccatgtg 


tgcgaggtgg 


acagtttgtc ggcagatgtt 


960 


ctgggcagtg 


agaatccaag 


caaacatgac 


agcttctgga 


acttggtgac 


catcttggtg 


1020 


ctgcagggcc 


ggctggatga 


ggcccgacag 


atgctctcca 


aggaagccga 


tgccagcccc 


1080 


gcctctgcag 


gcatatgccg 


aatcatgggg 


gacctgatga 


ggacaatgcc 


cattcttagt 


1140 


cctgggaaca 


cccagacact 


gacagagctg 


gagctgaagt 


ggcagcactg gcacgaggaa 


1200 


tgtgagcggt 


acctccagga 


cagcacattc 


gccaccagcc 


ctcacctgga 


gtctctcttg 


1260 


aagattatgc 


tgggagacga 


agctgccttg 


ttagagcaga 


aggaacttct 


gagtaattgg 


1320 


tatcatttcc 


tagtgactcg 


gctcttgtac 


tccaatccca 


cagtaaaacc 


cattgatctg 


1380 


cactactatg 


cccagtccag 


cctggacctg 


tttctgggag 


gcgagagcag 


cccagaaccc 


1440 


ctggacaaca 


tcttgttggc 


agcctttgag 


tttgacatcc 


atcaagtaat 


caaagagtgc 


1500 


aggaataaaa 


cagatttgag 


cagaagaagt 


ctgttggatg 


cagggagtat 


aaaaggggaa 


1560 


agcatcctgc 


tgtttccagt 


ggcagaagag 


aaagagaagt 


accatgaaga 


ggggtgaaca 


1620 


acatcactct 


cgtgccggac 


acagacaagg 


aatgattagg 


cttgcagtcc 


cccagtctca 


1680 


gcctctctcc 


actctcacaa 


gcaggaaggg 


atctgagctc 


tgttagtggg 


aaatcttgga 


1740 


gtttgcattt 


ctctgatcac 


gaggctacct 


cctatcctgt 


tttgaaagag gaacagaaaa 


1800 


gcagagcttg 


tcccaggaat 


tgtgaaatgg 


gctgcaatgt 


cttcagaggc 


agtagcagtt 


1860 


ttaggaagtg 


tgccctcctg 


cctctgggga 


aaggttgaat 


tggggtcttg 


tgggcacttg 


1920 


ttttctcatg 


ggatgtatca 


gtcagaccca 


tgcacagttc 


tgggcggcag ggaagtgtgt 


1980 


ctctttctgg 


acttgagcca 


gtgagctgtt 


ggcatgcctt 


tttaaaggca 


ttagaaaaaa 


2040 




cttctcttcc 


CuLcccgt.cc 


acaccacccc 


catatgaacg 


atgatgacat 




agagaccacc 


aaggtggaaa 


tgctgagact 


ttctctggca 


cgaaatcttg 


ctcgggcaat 


2160 


tataagagaa 


ggctcactgg 


aaggttcctg 


agaactgctt 


caatgtggta 


tctttgtatg 


2220 


gcaatgtata 


tagatttttt 


aaaagaataa 


atgttgtttt 


gcaaatg 




2267 


<210> 42 

<211> 415 

<212> DNA 

<213> Homo sapien 












<400> 42 
ctcgatgtaa 


caccccgacg 


cctccacaaa 


ttaaatttca 


acacattctc 


tatgctagtg 


60 


tgacaaagca gccccataat 


ttggttttta 


ttgttgacct 


ttacaggatg aaggaggaga 


120 
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atcccctgtg gcatrccaat 


gaatctttct 


ggtggggaca 


gctgacgagg 


ccacgcgggc 


180 


agagatccag atccgaatcg aggccaacga 


ggccctggtg aaggccctgg agtaggcgga 


240 


catgtgttat ctacytcaag gtaacaagag 


tatgtggcaa 


acatatacca 


cccatagtgc 


300 


ttcacaaatg 


cacttctatt 


tagccagcgt 


ttattgtagt 


aaactattct 


taatagaagt 


360 


gcattttgtg aagcacacct 


cggccgcgac 


cacatccatc 


acactgcgcc 


gctcg 


415 


<210> 43 
<211> 1805 
<212> DNA 
<213> Homo sapien 












<400> 43 
acgtgcatgt 


tgaatcaatg 


caagagcgaa 


atggttgctg 


tgaaatccct 


ttaagaaact 


60 


acattattca 


agtaatgaaa 


atcactcagt 


tctacttcca 


gagaagaact 


gatgagaaag 


120 


gtctttaaca 


gtaattgaat 


ggaacaagaa 


gatagtattt 


ttctgggact 


gtgtgtctcc 


180 


tttggtcttc 


tcccctcctt 


cctgtcactg 


ttgcatacgg 


tggtttctgc 


aatggctgat 


240 


ccagtttgcc 


acattccact 


ccggctgctg 


tttctctgag attttcttga gtttttatca 


300 


aaccaatccc 


cagataaatc acaattgctc 


tagaacacca 


gccctcaggg 


taacatgtta 


360 


gaaattagct 


tgaaaccctc 


aattttgagg 


gtttcccatg 


actttttaaa 


cgttgtcctt 


420 


cagtgtagcc 


ccttgctcct 


aaggaaagat 


ttattttcaa 


aatagttttc 


aaatggatgc 


480 


tcttctgtga 


tggagctaaa 


aaggaattat 


ttccatatta 


attaatgatg 


aattgaggat 


540 




gaaatggaag 


acggttgtat 


atttctctca 


aatgtctctg 


aaaatgaagt 


600 


gatgattatc 


attaacaaca 


atgtgataag 


aaattaatat 


aatttaaagc 


agcaagaaca 


660 


aaatccttct 


ttccgatagc 


tggggatttg 


gaaacttggt 


cctgctcaat 


gctgctgcta 


720 


cttcttgtgt 


cactatgaac 


ccatcttttg 


gcctctctga 


gtctcaggta 


cacccccacg 


780 


attagactac 


aaggccttat 


accgctctga 


cattaccagt 


caataactgt 


acaacagagt 


840 


ctaagggaat 


ccttttatct 


ctttgcagaa 


aacatgataa 


tattatttta 


attatttgta 


900 


aatgcaggct 


tattatgcat 


gtgtttaaac 


aaagaaaatg 


tagcgtttct 


attaaatctt 


960 


tggattaaat 


atggttgtgt 


aatgaagtaa 


atgtcatgtg 


tatacactta 


acattctaaa 


1020 


aatttgtttc 


ttttacttta 


gaaaattcat 


agaaatgggt 


ttcattgatg 


aaaaaagaat 


1080 


agccatatgg 


ggctggtcct 


atggaggata 


cgtttcatca 


ctggcccttg 


catctggaac 


1140 


tggtcttttc 


aaatgtggta 


tagcagtggc 


tccagtctcc 


agctgggaat 


attacgcgtc 


1200 


tgtctacaca 


gagagattca 


tgggtctccc 


aacaaaggat 


gataatcttg 


agcactataa 


1260 


gaattcaact 


gtgatggcaa gagcagaata 


tttcagaaat 


gtagactatc 


ttctcatcca 


1320 
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cggaacagca gatgataatg tgcactttca aaactcagca cagattgcta aagctctggt 1380 

taatgcacaa gtggatttcc aggcaatgtg gtactctgac cagaaccacg gcttatccgg 1440 

cctgtccacg aaccacttat acacccacat gacccacttc ctaaagcagt gtttctcttt 1500 

gtcagactaa aaacgatgca gatgcaagcc tgtatcagaa tctgaaaacc ttatataaac 1560 

ccctcagaca gtttgcttat tttatttttt atgttgtaaa atgctagtat aaacaaacaa 1620 

attaatgttg ttctaaaggc tgttaaaaaa aagatgagga ctcagaagtt caagctaaat 1680 

attgtttaca ttttctggta ctctgtgaaa gaagagaaaa gggagtcatg cattttgctt 174 0 

tggacacagt gttttatcac ctgttcattt gaagaaaaat aataaagtca gaagttcaag 1800 

tgcta 1805 

<210> 44 

<211> 806 

<212> DNA 

<213> Homo sapien 

<220> 

<221> misc_f eature 

<222> (760) . . (760) 

<223> n=a, c, g or t 

<220> 

<221> mi sc_f eature 

<222> (772) . . (772) 

<223> n=a, c, g or t 



<220> 

<221> misc_f eature 

<222> (803) . . (803) 

<223> n=a, c, g or t 



<400> 44 



cgggcgggat 


cagcgagcgt 


cgcgatgtga 


tgacgtcagg 


ccccggacag gccgggagtg 


60 


gcgtgctggg 


cgtgcgcggc 


tgcggtacgg 


cgtgttggtc 


ccagcggttc 


agctgaggta 


120 


gggacgtgct 


gtaggccgga 


atgttaccgg 


ctgttggatc 


tgcggatgag gaggaggatc 


180 


ctgcggagga 


ggattgtcct 


gaattggttc 


ccattgagac 


gacgcaaagc 


gaggaggagg 


240 


aaaagtctgg 


cctcggcgcc 


aagatcccag 


tcacaattat 


caccgggtat 


ttaggtgctg 


300 


ggaagacaac 


acttctgaac 


tatattttga 


cagagcaaca 


tagtaaaaga 


gtagcggtca 


360 


ttttaaatga 


atttggggaa 


ggaagtgcgc 


tggagaaatc 


cttagctgtc 


agccaaggtg 


420 


gagagctcta 


tgaagagtgg 


ctggaactta 


gaaacggttg 


cctctgctgt 


tcagtgaagg 


480 


acagtggcct 


tagagctatt 


gagaatttga 


tgcaaaagaa 


ggggaaattt 


gattacatac 


540 
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tgttagagac 


cactggatta 


gcagaccctg 


56 

gtgcagtggc 


ttctatgttt 


tgggttgatg 


600 


ctgaattagg gagtgatatt 


tatcttgatg 


gtatcataac 


tattgtggat 


tcaaaatatg 


660 


gattaaaaca 


tttaacagaa 


gagaaacctg 


atggccttat 


caatgaagct 


actagacaag 


720 


ttgctttggc agaaattggg 


ccccccccca 


attttttttn 


ccctttttcc 


cnaaaatttt 


780 


ttttttaaaa 


aaaaattttt 


ttnaaa 








806 


<210> 45 
<211> 6351 
<212> DNA 
<213> Homo sapien 












<400> 45 
aaaaagaaaa 


aattgtcact 


ggttatcctt 


caggtataaa 


aattacaatt 


aaaattgtaa 


60 


tgttataacc 


ttccattctt 


tcccctatga 


attaaaactt 


ttttttttaa 


cgagactaaa 


120 


aaatcaagtt 


gataaaatct 


atgccctgtg 


ggaactggtt 


aggtcaggct 


acccactcca 


180 


gatttccagc 


aggctggcct 


cagctctacc 


tacagccagt 


agcttattaa 


ggctctaggc 


240 


gccagtgaca 


ccttcagaca 


ggtggttagt 


gcgccctaag 


gactctccgc 


agcgtcgctc 


300 


aggttcacag 


aacacgccca 


ggggcgtgtc 


cagctgtcgt 


cggggagagc 


ccacctcccc 


360 


ggggggtgtg 


gctaagggac 


gaggcagttc 


tcgtccagag 


cccaggtaat 


ccgggcggga 


420 


tcagctagcg 


tcgcgatgtg 


atgacgtcag 


gccccggcca 


ggccgggagt 


ggcgtgctgg 


480 


gcgtgcgcgg 


ctgcggtacg 


gcgtgttggt 


cccagcggtt 


cagctgaggt 


agggacgtgc 


540 


fccrfcacicrcCQCi 


aatgt taccg 


gctgttggat 


ctgtggatga 


ggaagaggat 


cctgcggagg 


600 


aggattgtcc 


tgaattggtt 


cccattgaga 


cgacgcaaag 


cgaggaggag 


gaaaagtctg 


660 


gcctcggcgc 


caagatccca 


gtcacaatta 


tcaccgggta 


tttaggtgct 


gggaagacaa 


720 


cacttctgaa 


ctatattttg 


acagagcaac 


atagtaaaag 


agtagcggtc 


attttaaatg 


780 


aatctgggga 


aggaagtgcg 


ctggagaaat 


ccttagctgt 


cagccaaggt 


ggagagctct 


840 


atgaagagtg 


gctggaactt 


agaaacggtt 


gcctctgctg 


ttcagtgaag 


tgaggaatgt 


900 


gtttactgtg 


tacatggttt 


actagaaatg 


tttattgatt 


atatttccag 


ctttaatttt 


960 


cttgagtaat 


ttaactgaat 


ttacacagtt 


tgcttcattg 


tattttcaaa 


caaatagaaa 


1020 


ataaacttat 


taggaagcat 


tttcttaaag 


tgtttcttgc 


tgtcttttct 


atctgctcta 


1080 


atgttttggt 


ccttttattg 


agtttttatt 


gcttttgatg 


tcagggctta 


tttaatctct 


1140 


agtgcatgaa 


agtctcatat 


gtaaaaaatg 


attattctga 


atttaatctg 


tcattggtca 


1200 


tacttctaag 


tgttcaacct 


tataaaaaat 


aaatgactat 


caaaaaagaa 


aaaccttaca 


1260 


ttatgttcta 


gtagttaagt 


ttccaaggac 


agtgatcact 


agtctaccat 


agaccctaga 


1320 
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agagttaccc 


aacacatagt 


agcactcaaa 


tatttgttga 


atgaattata 


aaaatgacta 


1380 


cttgtattgt 


taattttgtg 


tattctaata 


aattaaatct 


cttcggcatc 


atttactccc 


1440 


ttaggfcatfct 


gactttgtgt 


caaatgtttt 


qqcaaQQata 


aaattataac 


agactttctt 


1500 


gaacaaccaa 


aatgtaatct 


attaaggatt 


ttccttcact 


tttgataaaa 


taagaaaaaa 


1560 


ggaatttaaa 


accttgcatc 


ctaatgtaaa 


atagaattat 


atggtgttta 


atatcagtgt 


1620 


ccctttagct 


attatattaa 


actactatag 


ttaataaatt 


ttatcattat 


tttgtatgtt 


1680 


ggt ttt taaa 


aatttcataa 


agctataaaa 


agatacttgg 


tcagataaag 


tttcctctgc 


1740 


ttttaatttt 


aataaagtat 


tat tatgtat 


atgatttctt 


tttacctatt 


atatatatgc 


1800 


atctattgtt 


ttctcactgg 


taaatatggg 


acagacattt 


tgttagaagg 


ttagaagtga 


1860 


gttaaatttt 


cacattccta 


aggatacttt 


tcrtctcgaqt 


tgttgaatac 


attttaaagt 


1920 


gtt tataata 


atcacttcaa 


aatatttagg 


taattaactg 


taaattatgt 


tttggtattc 


1980 


tccagggaca 


atggccttag 


agctattgag 


aatttgatgc 


aaaagaaggg 


gaaatttgat 


2040 


gacatactgt 


tagagaccac 


tggattagca 


gaccctggta 


tcataactat 


tgtggattca 


2100 


aaatatggat 


taaaagtgaa 


ataccactaa 


aggcagaaga 


gaa t gaaat c 


atcccaccca 


2160 


c t gacccgt t 


cccaatctga 


gcatatggat 


agggeccaaa 


gcagcaaaga 


attggacaac 


2220 


t taaaatgac 


agctctctat 


tctgaggact 


tgacacccgg 


gctactgaca 


ttgttctttt 


2280 


cagttctaca 


aatgtgacag 


catttaatgc 


aatagaagca 


atgaatgaag 


ttacccagag 


2340 


aagcatttaa 


cagaagagaa 


acctgatggc 


cttatcaatg 


aagctactag 


geaagttget 


2400 


ttggcagata 


tcattctcat 


taataaaaca 


gacttggttc 


cagaagaaga 


tgtaaagaaa 


2460 


ttaagaacga 


cactt agate 


cataaatgga 


ctaggacaaa 


tcttagaaac 


acaaagatca 


2520 


aacrctcacrca 


gctgatagac 


tcagcaacag 


acaqccaqcra 


qc t c t era crcr c 


tcacagctgg 


2580 


cagtctagtt 


ccactcagtc 


tctacttgag 


aaattctttc 


tttggaagta 


cacrcaqaqqc 


2640 


c 1 1 acrcr t era q 


tggcttgtct 


crctatQcrcaor 


agattagagg 


tgctgacaga 


ctgccataag 


2700 


tat taggcag 


taacagcagc 


agetgettat 


atgcatgtga 


acaqctqqqq 

*<*«**»3'*» w 3333 


aattaatt tg 


2760 


gtatgcattc 


teaggageca 


ctcatctgct 


qqcagacrqta 


gcagaagaat 


geccttagtg 


2820 


taagtcctct 


acaaccatac 


accaaatgtg 


ctccctgcgt 


tt caaattcc 


attgtagaga 


2880 


gtctctgata 


atctcactta 


taccatgagc 


cattcctcag 


tatctgtcct 


cttcctgtta 


2940 


gtgttctaca 


attcctttct 


ccttaatttt 


tctccgcttt 


acaaaatgtc 


acacagacaa 


3000 


gtgcatgata 


cttaaacaag 


cttttaaaaa 


taatgetcat 


aaatagcttt 


ggttctgtca 


3060 


taatattcgt 


atttataaac 


attttaagtc 


aattctcttc 


ttttattttc 


atttcagaaa 


3120 


tatccatgtc 


ctgaataaaa 


gttgtgtctt 


gattagttta 


ttatgtaaca 


atttagtgtg 


3180 
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tttgacattt 


ctaactttta 


tttctaacat 


ttgctttatt atagaacaat 


aaacatgcag 


3240 


tgattgattt 


ttcttacttc 


aagtggatga 


gtgagcaagt 


gactaaaatc 


ttctgtgaat 


3300 


tcttcagtgt 


atggtgcttg 


ccaatgcatc 


tgagaatcta gggactttct 


gaaatagtac 


3360 


ttccttgcta 


tgaggactga 


agttggatta 


gaatcctttt 


caatgaagat 


cagatgtcct 


3420 


gagtagaatt 


cttactattg 


ggtcctgaat 


cttatattaa 


atattctctc 


aaattccttg 


3480 


agccaccgcg 


cccagcctgt 


cctctgtgat 


tttctgggct 


tatgttaaaa 


ttataactca 


3540 


atcaccagtc 


tttataaatt 


tgctttttta 


tatttaaacc 


aaacctaatg 


ctaattgtga 


3600 


tatgttattt 


attctcacct 


gatttgaatc 


attggattca 


attaaatgag 


tttaattatc 


3660 


attaaataat 


tctaagagaa 


ataatgtcta 


ttcggatggt 


gggaattttc 


tttctacatg 


3720 


cagccccatt 


ctgaatgaat 


gaaatcaaat 


cacgtgacga 


tcagggtcct 


agagtaactt 


3780 


aatattttgt 


acattggtta 


tttgactcct 


catttttata 


ttacatgtta 


tatcaaggga 


3840 


gggggtataa 


aagaaataca 


aaaattgcag 


aggtatctgg aatgtaccta 


tttgttaatt 


3900 


ctatttgtca 


tttctttggt 


ttcatctttt 


gagtaataag 


ctgcttggaa 


aagtttctgt 


3960 


tctttagctg 


attttttagc 


tataaaaatg 


tatttgaaaa 


gctcataaat 


ttcaggattg 


4020 


aaaagataat 


tgaaagttta 


aaaaaaacct 


aattcattga 


agtaataacc 


aaataatttt 


4080 


caatcttgat 


tcaactgtga 


ttcaaatctt 


acaccatttg 


cccacttcta 


tgaattttat 


4140 


gtataaaatt 


ttttaagagt 


cagagttttt 


ttttcttgat 


taattggatg 


tatttcacag 


4200 


aatttccaac 


tgctcacgtt 


agttttcttc 


cttttagagt 


tgatctctct 


aatgtattag 


4260 


atcttcatgc 


ctttgatagt 


ctctctggaa 


taagtttgca 


gaaaaaactt 


cagcatgtgc 


4320 


caggaacaca 


acctcacctt 


gatcagagta 


ttgttacaat 


cacatttgac 


gtaccaggaa 


4380 


atgcaaagga 


agaacatctt 


aatatgttta 


ttcagaatct 


tctgtgggaa 


aagaatgtga 


4440 


gaaacaagga 


caatcactgc 


atggaggtca 


taaggctgaa 


ggtacagttt 


actgttgcag 


4500 


acttttggac 


aaagtccttt 


tcttggctgt 


tataaaaact 


atatttggtt 


ttaaacagaa 


4560 


acactggttt 


tagtacaaat 


catctttgtc 


tactttcatt 


tttctttatt 


attttcatga 


4620 


ctgaaaagga 


gctttggaaa 


tcactgcata 


aggcttgatt 


tatttgcaca 


actttcttta 


4680 


gggttgcagc 


tagaacaaac 


ctgtgtgctt 


tgaaatgtta 


ccttctgctc 


tctgttccca 


4740 


agtacagaga 


aataatgttg 


caaatctcac 


ttctgctgaa 


cattatgctt 


cctgatgcat 


4800 


ttagcagaca 


ctaaacattt 


gttgtactct 


aaacaaagtt 


acaaaggact 


agaagaattc 


4860 


ttgttctgta 


tttagaaacc 


cactcacatt 


acttgatatt 


tgggtattta 


agtcatgaaa 


4920 


ggtatttctt 


ctaggaagca 


gtgattctaa 


agtgtatgct 


taaccagtca 


gttgagtgtc 


4980 
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tactcttgtg 


tgttcacaag 


tgtgcacaaa 


59 

gtttttggta 


aattaagaat 


attatttcaa 


5040 


ataaattaat 


ttcatcccca 


taggagccag 


tttatcagat 


aattcgtttc 


tcatttctgc 


5100 


aaatcaatac 


acaatgagct 


catattccag 


ataaatataa 


tagtttttct 


ttatttcaac 


5160 


attgttcatt 


gattgcaacc 


catttctaaa 


acaaattatt 


taatataacc 


aaactccttt 


5220 


aacttctcaa 


cttttcccac 


taaaactgtg 


aaacattata 


taaaatcttt 


aatcaatagg 


5280 


atatgataca 


tatttcatca 


ttttgtttca 


ggttttggtt 


gtgataaata 


acactgaaaa 


5340 


accatcctaa 


tatatgtatt 


aactttatca 


ttagaaaagg 


ggattgttca 


aaaaaaaatc 


5400 


aatacacaga 


aacctttttt 


gaaaattaaa 


aacattaaga 


aacttcttgt 


aattcacaaa 


5460 


taattggaat 


taagtaattt 


tctcagctta 


agagtttgta 


ttttttaagt 


gaatatcagt 


5520 


aattaatcca 


ttaacattga 


tgctctattt 


ctgcttttaa 


gtttgaactg 


aggctgatta 


5580 


atgttcagtc 


aattctcctt 


tgagcaggat 


tggtgtcaat 


caaagacaaa 


tcacaacaag 


5640 


tgattgtcca 


gggtgtccat 


gagctctatg 


atctggagga 


gactccagtg 


agctggaagg 


5700 


atgacactga 


gagaacaaat 


cgattggtcc 


tcattggcag 


aaatttagat 


aaggatatcc 


5760 


ttaaacagct 


gtttatagct 


actgtgacag 


aaacagaaaa 


gcagtggaca 


acacatttca 


5820 


aagaagatca 


agtttgtaca 


taacactaga 


ggcatttctt 


atcaaaagga 


ttggataata 


5880 


aaaataagtt 


tctactgggt 


atatttcaag 


catttattta 


ttactttagt 


tacgaattcc 


5940 


aatatacttt 


aaaatggtat 


ttgttttaca 


gcatacataa 


aatgtagcaa 


atcagtactg 


6000 


taaaacattt 


aacattcata 


caattatata 


taatatcctt 


ttttttaaag 


aatggtattt 


6060 


cacaaaaata 


tcttttgaaa 


ttggctttgg 


agtttacata 


tactgaacat 


gaaagtttat 


6120 


aataataata 


atacaacttt 


caacahtote 


attttttcth 






fii fin 


agatataatg 


attacattgt 


tattaaattt 


ttttaacaca 


agtaagtgtc 


accattttat 


6240 


gacatgaaat 


aaaaggttat 


gactgttaaa 


aaaaaaaatg 


gcctcttggc 


cctacggtgg 


6300 


gtctcggccc 


ttcctttatg 


ggggtattca 


tgaccctctc 


cttgccccgc 


a 


6351 


<210> 46 

<211> 5654 

<212> DNA 

<213> Homo sapien 












<400> 46 
cgcaatcagt 


attttcatac 


atatttaaaa 


ttttccatcc 


atacaaaggt 


tgctaacata 


60 


tttatttaaa 


attttaaaaa 


taattttata 


tgcctcttgt 


aaccagtaat 


aggatgcaaa 


12 0 


gttttttttt 


aaggtaacat 


tgctcctctt 


cccccattgt 


ctctgtcatc 


tatagtactc 


180 


cctgaggtag 


ttcatgttat 


tgcaagggtg 


tgtatcatca 


caaacatatt 


gcttccacat 


240 
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acatatatca 


gcatacatat 


atatatatga 


gcacatatta 


atatatgece 


atgeacatae 


300 


aagcatgttt 


ttgttaattt 


ttactgaaat 


qqaatcatac 

53 53*** 


tacatactta 


tgaacaaatt 


360 


gcttctttca 


ccttatatca 


cttataattg 


ttattctaca 


aatcagtaca 


tataaaaaat 


420 


acatatttac 


atatgtaata 


ctctatcttt 


ctgttataat 


tttctgcatg 


cacatgtatg 


480 


catatacata 


tattcataaa 


cataaaactt 


aatctaaacg 


ggattttttt 


ttggqqqqqt 


540 


gatatggttt 


ggctgtgtcc 

3 3 3 *J — ' — ' — • 


ccacccaaat 


ctcatcttga 


attcccatgt 


gttgtggggg 

3 53 333 3 3 


600 


gacccggtgg 


gaggtaattg 


aattatgggg 


gcaggtcttt 


cctgtgctgt 


tcttgggata 


660 


gtgaaaaagt 


ctcacaagat 


ctgatggttt 


taaaaaggtg 


agtttccctg 


cataatctct 


720 


cttctcctgt 


ctggttccat 


gtgagatgtg 


ccttttgcct 


tccgccatga 


ttgtgaggcc 

w 3 3 ~»3 3 ^ ~ 


780 


tccccagcca 


tgcggacccg 


cccataggtg 


gaagggactt 


gccttgtctc 


ggatgagact 


840 


ttggactttg 


gactgtggac 

3 3 3 53 


ttttgagtta 


acactgaaat 


gaattaatgc 


tgaaatgaat 


900 


taagactttg 


ggagacgqtt 

3 53 3 .-3 3 


gagaagccat 


gactcatttt 


aaaatgtgag 


acatgecttt 


960 


caccttctgc 


catgattgtg 


aggcctctcc 


aqccatqt qq 


aactgtgaac 


acacagtgtt 


1020 


catcccctca 


ggaggacaca 

3 3 3 3 


qcttttqagg 


taccatcttg 


gaagcagaga 


ccagccctca 


1080 


ctagacacaa 


acttcctggc 


acgttgattt 


tggact teat 


agectctaga 


actqtqct qq 

3 w 3 w w 3 3 


1140 


gaagacaaca 


cttctgaact 


atattttgac 


agagcaacat 


agtaaaagag 


tageggtcat 


1200 


tttaaatgaa 


tctqqqqaaq 


qaaqtqcqct 


ggagaa atcc 


ttagctgtca 


qccaaqqtqq 

3 j J 3 3 


1260 


agagctctat 


qaaqaqtqqc 

3*" % * , »3 W,, 3 w 33 w 


tggaacttag 


aaacggttgc 


ctctgctgtt 


caqtqaaqtq 


1320 


aggaatgtgt 


ttactgtgta 


catggtttac 


tagaaatgtt 


tattgattat 


atttccagct 


1380 


ttaattttct 


tgagtaattt 


aactgaattt 


acacagtttg 


cttcattgta 


ttttcaaaca 


1440 


aatagaaaat 


aaacttatta 


ggaagcattt 


tcttaaagtg 


tttcttgctg 


tcttttctat 


1500 


ctgctctaat 


gttttggtcc 


ttttattgag 


tttttattgc 


ttttgatgtc 


agggcttatt 


1560 


taatctctag 


tgcatgaaag 


tctcatatgt 


aaaaaatgat 


tattctgaat 


ttaatctgtc 


1620 


attggtcata 


cttctaagtg 

3 3 


ttcaacctta 


taaaaaataa 


atgactatca 


aaaaagaaaa 


1680 


accttacatt 


atgttctagt 


agttaagttt 


ccaaggacag 


tgatcactag 


tctaccatag 


1740 


accctagaag 


agttacccaa 


cacatagtag 


cactcaaata 


tttgttgaat 


gaattataaa 


1800 


aatgactact 


tgtattgtta 


attttgtgta 


ttctagtgaa 


ttaaatctct 


teggcatcat 


1860 


ttactccctt 


aggtatttga 


ctttgtgtca 


aatgttttgg 


caaggataaa 


attataacag 


1920 


actttcttga 


acaaccaaaa 


tgtaatctat 


taaggatttt 


ccttcacttt 


tgataaaata 


1980 


agaaaaaagg 


aatttaaaac 


cttgcatcct 


aatgtaaaat 


agaattatat 


ggtgtttaat 


2040 


atcagtgtcc 


ctttagctat 


tatattaaac 


tactatagtt 


aataaatttt 


atcattattt 


2100 
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tgtatgttgg 


tttttaaaaa 


tttcataaag 


ctataaaaag 


atacttggtc 


agataaagtt 


2160 


tcctctgctt 


ttaattttaa 


taaagtatta 


ttatgtatat 


gatttctttt 


tacctattat 


2220 


atatatgcat 


ctattgtttt 


ctcactggta 


aatatgggac 


agacattttg 


ttagaaggtt 


2280 


agaagtgagt 


taaattttca 


cattcctaag 


gatacttttg 


tctcgggttg 


ttgaatacat 


2340 


tttaaagtgt 


ttataataat 


cacttcaaaa 


tatttaggta 


attaactgta 


aattatgttt 


2400 


tggtattctc 


cagggacaat 


ggccttagag 


ctattgagaa 


tttgatgcaa 


aagaagggga 


2460 


aatttgatga 


catactgtta 


gagaccactg 


gattagcaga 


ccctggtatc 


ataactattg 


2520 


tggattcaaa 


atatggatta 


aaagtgaaat 


accactaaag 


gcagaagaga 


atgaaatcat 


2580 


cccacccact 


gacccgttcc 


caatctgagc 


atatggatag 


ggcccaaagc 


agcaaagaat 


2640 


tggacaactt 


aaaatgacag 


ctctctattc 


tgaggacttg 


acacccgggc 


tactgacatt 


2700 


gttcttttca 


gttctacaaa 


tgtgacagca 


tttaatgcaa 


tagaagcaat 


gaatgaagtt 


2760 


acccagagaa 


gcatttaaca 


gaagagaaac 


ctgatggcct 


tatcaatgaa 


gctactaggc 


2820 


aagttgcttt 


ggcagatatc 


attctcatta 


ataaaacaga 


cttggttcca 


gaagaagatg 


2880 


taaagaaatt 


aagaacgaca 


cttagatcca 


taaatggact 


aggacaaatc 


ttagaaacac 


2940 


aaagatcaag 


gctcagcagc 


tgatagactc 


agcaacaggc 


agccaggagc 


tctgaggctc 


3000 


acagctggca 


gtctagttcc 


actcagtctc 


tacttgagaa 


attctttctt 


tggaagtaca 


3060 


gcagaggcct 


taggtgagtg 


gcttgtctgc 


tatggcagag 


attagaggtg 


ctgacagact 


3120 


gccataagta 


ttaggcagta 


acagcagcag 


ctgcttatat 


gcatgtgaac 


agctggggaa 


3180 


ttaatttggt 


atgcattctc 


aggagccact 


catctgctgg 


cagaggtagc 


agaagaatgc 


3240 


ccttagtgta 


agtcctctac 


aaccatacac 


caaatgtgct 


ccctgcgttt 


caaattccat 


3300 


tgtagagagt 


ctctgataat 


ctcacttata 


ccatgagcca 


ttcctcagta 


tctgtcctct 


3360 


tcctgttagt 


gttctacaat 


tcctttctcc 


ttaatttttc 


tccgctttac 


aaaatgtcac 


3420 


acagacaagt 


gcatgatact 


taaacaagct 


tttaaaaata 


atgctcataa 


atagctttgg 


3480 


ttctgtcata 


atattcgtat 


ttataaacat 


tttaagtcaa 


ttctcttctt 


ttattttcat 


3540 


ttcagaaata 


tccatgtcct 


gaataaaagt 


tgtgtcttga 


ttagtttatt 


atgtaacaat 


3600 


ttagtgtgtt 


tgacatttct 


aacttttatt 


tctaacattt 


gctttattat 


agaacaataa 


3660 


acatgcagtg 


attgattttt 


cttacttcaa 


gtggatgagt 


gagcaagtga 


ctaaaatctt 


3720 


ctgtgaattc 


ttcagtgtat 


ggtgcttgcc 


aatgcatctg 


agaatctagg 


gactttctga 


3780 


aatagtactt 


ccttgctatg 


aggactgaag 


ttggattaga 


atccttttca 


atgaagatca 


3840 


gatgtcctga 


gtagaattct 


tactattggg 


tcctgaatct 


tatattaaat 


attctctcaa 


3900 
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attccttgag 


ccaccgcgcc 


cacreefc cr tec 


tctgtgattt 


tctgggctta 


tgttaaaatt 


3960 


ataactcaat 


caccagtctt 


t ataaatttcr 


cttttttata 


tttaaaccaa 


acctaatget 


4020 


aat tgtgata 


tgttatttat 


tctcacct*aa 

■» «— wa ^*v* u»y ci 


tttgaatcat 


tggattcaafc 


taaatgagtt 


4080 


taafctat cat 


taaataattc 


taaaaaaaah 


aatgtctatt 


CQQatQcftcrcf 


gaattttctt 


4140 


fcctacatcrca 

W Wj W Wl W* W* W "^J 


gccccattct 


aaafaa a t~ oa 


aatcaaat ca 


cgtgacgatc 


acrcrcr t c c t acr 


4200 


agtaact taa 


t at t t tgtac 


attaattatt 

5* W WMH W W v* W W 


tgactcctca 


ttt ttatatt 


acatgt tat a 


4260 




gggtataaaa 


oaaataeaaa 


aat tcrcacrao 


gtatctggaa 


tgtacctatt 


4320 


tgttaattct 


atttgtcatt 


tctttggttt 


catcttttga 


gtaataagct 


gc t tggaaaa 


4380 


afcttctcrttc 

www w> w *j w w 


1 1 1 acre t era t 

W W W Wk wj 'W W ^ *— * W 


tfc tttagcta 


taaaaatgta 


tttgaaaagc 


tcataaattt 


4440 


caaaattaaa 

w SmA. ^| wj u. w w >n 


aagataat tg 


aaagt t taaa 


aaaaacctaa 


ttcattgaag 


taataaccaa 


4500 


ataat fct tea 

wv w uu w w w w 


atcttgattc 


aactataatt 


caaatcttac 


accatttgcc 


cacttctatg 


4560 


aattttatot 

w* u w w w w w% w y w 


ataaaat t t t 


t 1 aacracrfc ca 

W W HMH W* *H W 


aaattttttt 

sjk W W W W W W W 


ttct tgat ta 


attcrcratcfta 


4620 


tttcacagaa 


tttccaactg 


ctcacattaa 


ttttcttcct 


tttagagttg 


at ct etc taa 


4680 


tgtattagat 


cttcatgcct 


ttgatagtct 


ctctggaat a 


agtttgcaga 


aaaaacttca 


4740 


crcatcrtcrcca 


ggaacacaac 


cfccaccttaa 


t cagagtat t 


gt tacaatca 


catttgacgt 


4800 


accaaaaaa t 


crcaaacrcraacr 


aacatchtaa 


tatatttatt 


caaaatcttc 


t crt crcr craaaa 


4860 


naa t" cr fcer acta 


aacaaaaaca 


ahcactcrcat 


crcr a crcr t c a t a 


aacr c t era acrcr 


crat tcrcrtcrt c 


4920 


aatcaaaaac 


aaat cacaac 


aaataattat 


c c acrcrcr t cr t c 


c a t cr acre t c t 

w> Wk w ^3 w> w 


atcratctcrcra 

wv w W^ u w w> W wj u< 


4980 


ggagactcca 


crtcraacfccrcra 


aggatgacac 


tgagagaaca 


aatcgat tgg 


tec teat tgg 


5040 


cagaaat tta 


gataaggata 


tcct taaaca 


crctcrt ttafca 

W? w WWW WL W 


crctactcrtcra 


cagaaacaga 


5100 


aaagcagtgg 


acaacacatt 


t caaagaaga 


t caagtttgt 


acataacact 


acraacrcat 1 1 


5160 


cttatcaaaa 


crcr a fc t cr era t a 


ataaaaataa 


crfcfctctactcr 


crcrtatat ttc 

WJ^J w W W W* WWW w 


aacr cat t tat 

WVC*Wj W W W W\ W 


5220 


ttattacttt 


a crt* fr* 3 r*cra a t~ 


tccaatatac 


t ttaaaatcrcr 


tatttatttt 


acacreataca 

UUUVj Vp* t-L w W\ w>^* 


5280 


taaaa t gt ag 


caaatcaota 


c tgtaaaaca 


1 1 taa cat t c 


atacaat tat 


atataatatc 


5340 


ctttttttta 


aacraatacrta 


tttcacaaaa 


atatcttttg 


aaattggct t 


t crcracr 1 1 1 a c 

33 3 www ^* w^ 


5400 


atatactgaa 


catgaaagtt 


tataataatg 


atgatacaac 


tttcaacatt 


gtcatttttt 


5460 


cttagaactt 


cagctgattg 


cagagatata 


atgattacat 


tgttattaaa 


tttttttaac 


5520 


acaagtaagt 


gtcaccattt 


tatgacatga 


aataaaaggt 


tatgactgtt 


aaaaaaaaaa 


5580 


atggcctctt 


ggccctacgg 


tgggtctegg 


cccttccttt 


atgggggtat 


tcatgaccct 


5640 


ctccttgccc 


cgea 










5654 
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<210> 47 

<211> 1678 

<212> DNA 

<213> Homo sapien 

<400> 47 





c 1 1 c ccrccrcrc 


ggggccggaa gtaggagegg 


cggcggcggc 


ggcggcggcg 


60 


atcaaaaaco 


cracftcraaacra 


gggaggcagg 


gagceggaga 


gccggaaccg gagtegcage 


120 


crcr c crcra era. c c 


ccfca tciccrcjfc 
^* **** ^y i*> y u l— 


gcggaggggg 


cggcggcccc 


gactctgacc 


cgcgccgggg 


180 


crtcicrcrc cater 


acaaaaatca 
y >»yy ^y » 


gcgacctgga 


ccggcagatc 


gagcagctgc 


gtegctgega 


240 


actcatcaaa 


aaaaacaaaa 


tcaaggccct 


gtgcgctaag 


gecagagaga 


tcttggtaga 


300 


aaaaaacaac 
yy y y ww*^*^- 


y i-ywayayyy 


tggactcgcc 


agtcacagtg 


tgeggegaca 


tccatggaca 


360 


ahfcchataac 


chcaaaaaac 


tgttcagagt 


aggtggcgac 


gtccctgaga 


ccaactacct 


420 


c 1 t c a t era cr cr 


aaet t tat era 


accgtggctt 


etatagegtc 


gaaacgttcc 


tcctgctgct 


480 


nafaph t~ a acr 


y uLuyu uauu 


ctgategcat 


cacactgatc 


cggggcaacc 


atgagagtcg 


540 


cca rr^ t* o'a orr 


^ayy i»oi.y 


gcttctacga 


tgagtgcctg 


cgcaagtacg geteggtgae 


600 


4- « H nt* frci r^t^t (~* 


uciuuy vAuuy 


agatctttga 


ctacctcagc 


ctgtcagcca 


tcatcgatgg 


660 


pa a era t*p|"hp 
v»»cic*.y c* c v«« I— w 


i»y v*y i^y w»c*wy 


ggggcctctc 


cccctccatc 


cagaccctgg 


atcagattcg 


720 


aacaatcaac 


ccraaacrcaacr 


aggtgectea 


tgatgggccc 


atgtgtgacc 


tcctctggtc 


780 


tcraeccaaaa 


crafaccaeao 


gctggggcgt 


gagcccccga 


ggagcegget 


acctatttgg 


840 


caycyacytg 


9 t 99 ccca 9 t 


tcaacgcagc 


caatgacatt 


gacatgatct 


gccgtgccca 


onn 

27 \J U 


uLaou i.yy uy 


a ♦* erera a ercrt 1 


acaagtggca 


cttcaatgag 


aeggtgetea 


ctgtgtggtc 


960 


an c a c c c a a c 


tactochacc 


gctgtgggaa 


tgtggcagcc 


atcttggagc 


tggacgagca 


1020 




aatttcatca 


tctttgaggc 


tgctccccaa 


gagacaeggg 


gcaaccccgc 


1080 


c c eitr r* c r> c t" cr 




cccttctggc 


cctcgcacca 


ctgtgactct 


gccatcttcc 


1140 


^>>ciyGiVi>yyciy 


exct crcrcrocrt cr 

y <- u y y y *- y u y 


yyyyyyyy*- 1 - 


erf* r^ctcrcroi" c 


tgctgtcccc 


caagagggtg 


1200 


cttcgagggt 


gaggacttct 


ctggagaggc 


ctggagacct 


agctccatgt 


tcctcctcct 


1260 


ctctccccac 


ttgaaccatg 


aagtttccaa 


taattttttt 


ttcttttttt 


ccttcttttt 


1320 


tctgtttgtt 


tttagataaa 


aattttgaga 


aaaaaaatga 


aaaaattcta 


ataaaagaag 


1380 


aaaaatggtt 


tttgggtttg 


tgecagaett 


ggttgggaat 


gcacagggtt 


gctggcctgg 


1440 


gacctggggt 


ggaegtcagg 


gecttgactg 


cctcagggcc 


ccgacctgcc 


aagagggeca 


1500 


ggctcaggcc 


agtcagcttg 


cccagggcct 


ccaggggccg 


ctgcctgctg gcttccccag 


1560 


ccctagggag 


agggctctgt 


tctcatgggc 


agecttatet 


tattaacagc 


atacacacac 


1620 


aggcacacac 


agaatcacag 


gattctgatt 


tctccatttt 


cctgaagagg 


agatgggc 


1678 
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<210> 48 

<211> 1437 

<212> DNA 

<213> Homo sapien 

<400> 48 



CatCaCayCC aCaCaCaCyC 


a p*sa nr»a f*tr*tt- »«-^ 

ctuauyaygcc 


tctgctccat 


cacagccaca 




60 


m r% «^ 4— /t ^arranana^a 

UoCauatot.(j ^ayauaLaCa 


Lauy^ayLLg 


ctgctccaca 


gtcactccgg 


a not* r*e~T*\~ ei\~ 


120 


gacaacacay gytgcccLtc 


ty tuLLLgyy 


agtgcccctt 


tcactcttat 


y w uy l> l» ty 


180 


yaCygyyaCt ytatyatCaC 


rrt~ /fai f~ f* a 4~ or 


agggggcccc 


aggcattggg 


cathctttct 


240 


cccccggagc LtaLCtgccc 


pfafaf 4- rrf> 

cuauaULtgL 


tgtcctggtc 


cccgccatcc 


L- o. u»y CX\^\~* CX 1— 


300 


aLLCaggccc caugctccyg 




ctctggtgga cttggggagg 


yy^oayy>- uy 


360 


ctcaccctca aggggcagcg 


ccggcagcca 


gagaagcctg 


aggacatccc 


LLLLLclLLLL 


420 


tccctttccg catcagacac 


cacaggctgg 


ggcgtgagcc 


cccgaggagc 


Lyy L L Ci L L Let 


480 


tttggcagtg acgtggtggc 


ccagttcaac 


gcagccaatg acattgacat 


or 23 i" 0» /"T /*i ^ t~r 

gductgccyc 


3 *± U 


gcccaccaac tggtgatgga 


aggttacaag 


tggcacttca 


atgagacggt 


Y » 4— /-I ?a o»t* or I** i~*t 
y LLLdL l y L y 


con 


tggtcggcac ccaactactg 


ctaccggtga 


gccggctggg 


ccgggctggg 


=j f- rf rrrf p r/nn p 

at ggg c yyy c 


660 


atctgagccg agctgctcct 


gaccctgctg 


ccccgccttc 


cagctgtggg 


aaf*nf" nnra pt 
clci Ly Ly y L-ciy 


720 


ccatcttgga gctggacgag 


catctccaga 


aagatttcat 


catctttgag 


rrp» or p» t* p* p* p 1 

yLLyLLLLLL. 


780 


aagagacacg gggcatcccc 


tccaagaagc 


ccgtggccga 


ctacttcctg 


Lgaccccgcc 


O *± L/ 


cggcccctgc cccctccaac 


ccttctggcc 


ctcgcaccac 


tgtgactctg 


p'O's t- p< +~ t~ p* p" t~ 

LLaLL L L L, L L 


900 

J \J u 


cagacggagg ctgggcgtgg gggggggctg 


tcctggctct 


gctgtccccc 


aagagggtgc 


960 


ttcgagggtg aggacttctc 


tggagaggcc 


tggagaccta 


gctccatgtt 


cctcctcctc 


1020 


tctccccact tgaaccatga 


agtttccaat 


aatttttttt 


tctttttttc 


cttctttttt 


1080 


ctgtttgttt ttagataaaa 


attttgagaa 


aaaaaatgaa 


aaaattctaa 


taaaagaaga 


1140 


aaaatggttt ttgggtttgt 


gccagacttg 


gttgggaatg 


cacagggttg 


ctggcctggg 


1200 


acctggggtg gacgtcaggg 


ccttgactgc 


ctcagggccc 


cgacctgcca 


agagggecag 


1260 


gctcaggcca gtcagcttgc 


ccagggcctc 


caggggccgc 


tgcctgctgg 


cttccccagc 


1320 


cctagggaga gggctctgtt 


ctcatgggca 


gccttatctt 


attaacagca 


tacacacaca 


1380 


ggcacacaca gaatcacagg 


attctgattt 


ctccattttc 


ctgaagagga 


gatgggc 


1437 
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ccggcctggc 


tcccagcgct ccctgtcccc 


gccccgcggc 


cagctcgctc 


cactcccact 


60 


tcctgagctc 


cgccgtggga gccctggagg cccggcctgg ccgctcccgg ccctggggtg 


120 


cacatcggcc 


ctgagtcccg tcccaggctc tgggctcggg cagccgccgc caccgctgcc 


180 


caggacgtcg 


ggcctcctgc cttcctccca 


ggcccccacg 


ttgctggccg 


cctggccgag 


240 


tggccgccat 


gctcctgcct tgggccacct 


ctgcccccgg 


cctggcctgg 


gggcctctgg 


300 


tgctgggcct 


cttcgggctc ctggcagcat 


cgcagcccca 


ggcggtgcct 


ccatatgcgt 


360 


cggagaacca 


gacctgcagg gaccaggaaa 


aggaatacta 


tgagccccag 


caccgcatct 


420 


gctgctcccg 


ctgcccgcca ggcacctatg 


tctcagctaa 


atgtagccgc 


atccgggaca 


480 


cagtttgtgc 


cacatgtgcc gagaattcct 


acaacgagca 


ctggaactac 


ctgaccatct 


540 


gccagctgtg 


ccgcccctgt gacccagtga 


tgggcctcga 


ggagattgcc 


ccctgcacaa 


600 


gcaaacggaa 


gacccagtgc cgctgccagc 


cgggaatgtt 


ctgtgctgcc 


tgggccctcg 


660 


agtgtacaca 


ctgcgagcta ctttctgact 


gcccgcctgg 


cactgaagcc 


gagctcaaag 


720 


atgaagttgg 


gaagggtaac aaccactgcg 


tcccctgcaa 


ggcagggcac 


ttccagaata 


780 


cctcctcccc 


cagcgcccgc tgccagcccc 


acaccaggtg 


tgagaaccaa 


ggtctggtgg 


840 


aggcagctcc 


aggcactgcc cagtccgaca 


caacctgcaa 


aaatccatta 


gagccactgc 


900 


ccccagagat 


gtcagaacct gccctgagca agggggtgga gaacttgcaa gccctgctct 


960 


accaggcggc 


cacaggcagt tccgaagcaa 


gtttccctac 


tctctcaccc 


ctgtaaacac 


1020 


ccccacaggt 


acaggtacag cagggcaacc 


ctagctcctc 


tacagcagcc 


cctctgtaca 


1080 


atggctgagg 


ccacagaaat gtggctctag 


cctgtgtctg 


tttacaactc 


caagtcccac 


1140 


ccttccctac 


tgtctcccaa tcccacttcc 


agaccttgaa 


aatcaactgc 


ctaagctccc 


1200 


atcctgcaca 


cacaagcctg cccaatcctg 


gtctctgagc 


aggagggcac 


ccacaccacc 


1260 


cccaaacatg 


cccatccatg atacagtctc 


tcctggctgc 


caagaggtcc 


tcaagtccaa 


1320 


cttagttccc 


cttctctata acccaaggga 


agtttctctc 


attctgcctt 


taggagctgc 


1380 


attgtgtcta 


gaaggaaaaa agctgctccc 


ttttctctgt 


ctgggttgcc 


cagggatctg 


1440 


gaaagctctt 


ccttctcctc ctcccctctg 


cccttcttgg ggctgtgatc 


accctcctgt 


1500 


ctgctgtcct 


ggcaggaacc atgctgatgc 


tggccgttct 


gctgccactg gccttctttc 


1560 


tgctccttgc 


caccgtcttc tcctgcatct 


ggaagagcca 


cccttctctc 


tgcaggaaac 


1620 


tgggatcgct 


gctcaagagg cgtccgcagg gagagggacc 


caatcctgta 


gctggaagct 


1680 


gggagcctcc 


gaaggcccat ccatacttcc 


ctgacttggt 


acagccactg 


ctacccattt 


1740 


ctggagatgt 


ttccccagta tccactgggc 


tccccgcagc 


cccagttttg 


gaggcagggg 


1800 



WO 2004/053079 



PCT/US2003/038855 



66 



tgccgcaaca 


gcagagtcct ctggacctga ccagggagcc gcagttggaa cccggggagc 


1860 


agagccaggt 


ggcccacggt accaatggca 


ttcatgtcac 


cggcgggtct 


atgactatca 


1920 


ctggcaacat 


ctacatctac aatggaccag 


tactgggggg 


accaccgggt 


cctggagacc 


1980 


tcccagctac 


ccccgaacct ccatacccca ttcccgaaga gggggaccct ggccctcccg 


2040 


ggctctctac 


accccaccag gaagatggca aggcttggca cctagcggag acagagcact 


2100 


gtggtgccac 


accctctaac aggggcccaa ggaaccaatt 


tatcacccat 


gactgacgga 


2160 


gtctgagaaa 


aggcagaaga aggggggcac 


aagggcacct 


tctcccttga 


ggctgccctg 


2220 


cccacgtggg 


attcacaggg gcctgagtag ggcccgggga 


agcagagccc 


taagggatta 


2280 


aggctcagac 


acctctgaga gcaggtgggc 


actggctggg 


tacggtgccc 


tccacaggac 


2340 


tctccctact 


gcctgagcaa acctgaggcc 


tcccggcaga 


cccacccacc 


ccctggggct 


2400 


gctcagcctc 


aggcacggac agggcacatg 


ataccaactg 


ctgcccacta 


cggcacgccg 


2460 


caccggagca 


cggcaccgag ggagccgcca 


cacggtcacc 


tgcaaggacg 


tcacgggccc 


2520 


ctctaaagga 


ttcgtggtgc tcatccccaa 


gcttcagaga 


ccctttgggg 


ttccacactt 


2580 


cacgtggact 


gaggtagacc ctgcatgaag 


atgaaattat 


agggaggacg 


ctccttccct 


2640 


cccctcctag 


aggagaggaa agggagtcat 


taacaactag ggggttgggt 


aggattccta 


2700 


ggtatgggga 


agagttttgg aaggggagga 


aaatggcaag 


tgtatttata 


ttgtaaccac 


2760 


atgcaaataa 


aaagaatggg accta 








2785 



<210> 50 

<211> 2871 

<212> DNA 

<213> Homo sapien 

<400> 50 

ccggcctggc tcccagcgct ccctgtcccc gccccgcggc cagctcgctc cactcccact 60 

tcctgagctc cgccgtggga gccctggagg cccggcctgg ccgctcccgg ccctggggtg 12 0 

cacatcggcc ctgagtcccg tcccaggctc tgggctcggg cagccgccgc caccgctgcc 180 

caggacgtcg ggcctcctgc cttcctccca ggcccccacg ttgctggccg cctggccgag 24 0 

tggccgccat gctcctgcct tgggccacct ctgcccccgg cctggcctgg gggcctctgg 300 

tgctgggcct cttcgggctc ctggcagcat cgcagcccca ggcggtgcct ccatatgcgt 360 

cggagaacca gacctgcagg gaccaggaaa aggaatacta tgagccccag caccgcatct 42 0 

gctgctcccg ctgcccgcca ggcacctatg tctcagctaa atgtagccgc atccgggaca 480 

cagtttgtgc cacatgtgcc gagaattcct acaacgagca ctggaactac ctgaccatct 54 0 

gccagctgtg ccgcccctgt gacccagtga tgggcctcga ggagattgcc ccctgcacaa 600 
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gcaaacggaa 


gacccagtgc 


cgctgccagc 


cgggaatgtt 


ctgtgctgcc 


tgggccctcg 


660 


agtgtacaca 


ctgcgagcta 


ctttctgact 


gcccgcctgg 


cactgaagcc 


gagctcaaag 


720 


gtcagaggtc 


cctgaggggc 


tggatgtgaa 


aaggaggctg 


ggtgccaggg 


atctcaagtg 


780 


ggagcaggga 


atatggtact 


gtgtccacgg 


cgacccccca 


gatccttggc 


ttaaaattcc 


840 


tcttctcatt 


ccatgcagag 


gctcacagaa 


gggttctgga 


gggacatgga 


actgggacag 


900 


gtgcagggga 


cacaggaggt 


ggttcttctc 


agtactggga 


agcttgggca 


aaatggtagg 


960 


cagtaggccg 


ggtgtggtgg 


cccacgcctg 


taatcccagc 


actttgggag 


gccgaggtgg 


1020 


gcggatcacg 


aggtcaggag 


atcgagacca 


tcctggctaa 


cacagtgaaa 


ccccgtctct 


1080 


actaaaaata 


caaaaaatta 


gccgggcgtg 


gtggtgggcg 


cctgtatccc 


agctactcgg 


1140 


gaggctgagg 


caggagaatg 


gcgtgaactt 


gggaggcgga 


gcttgcagtg 


agccgagatc 


1200 


gcgccactgc 


actccagcct 


gggcgacaga 


gcaagactcc 


gtctcaaaaa 


aaaaaaaaaa 


1260 


aaaggcagca 


aagcagagct 


tgggaaaggt 


gagagctacg 


caatggggtg 


gatgggcatc 


1320 


ctgaggctta 


aaggaaactc 


acaggccggc 


aaagggcccc 


tcccttttgc 


ccattcaccc 


1380 


tggctggcct 


gcctttctct 


tgccagatga 


agttgggaag 


ggtaacaacc 


actgcgtccc 


1440 


ctgcaaggca 


gggcacttcc 


agaatacctc 


ctcccccagc 


gcccgctgcc 


agccccacac 


1500 


caggtgtgag 


aaccaaggtc 


tggtggaggc 


agctccaggc 


actgcccagt 


ccgacacaac 


1560 


ctgcaaaaat 


ccattagagc 


cactgccccc 


agagatgtca 


ggaaccatgc 


tgatgctggc 


1620 


cgttctgctg 


ccactggcct 


tctttctgct 


ccttgccacc 


gtcttctcct 


gcatctggaa 


1680 


gagccaccct 


tctctctgca 


ggaaactggg 


atcgctgctc 


aagaggcgtc 


cgcagggaga 


1740 


gggacccaat 


cctgtagctg 


gaagctggga 


gcctccgaag 


gcccatccat 


acttccctga 


1800 


cttggtacag 


ccactgctac 


ccatttctgg 


agatgtttcc 


ccagtatcca 


ctgggctccc 


1860 


cgcagcccca 


gttttggagg 


caggggtgcc 


gcaacagcag 


agtcctctgg 


acctgaccag 


1920 


ggagccgcag 


ttggaacccg 


gggagcagag 


ccaggtggcc 


cacggtacca 


atggcattca 


1980 


tgtcaccggc 


gggtctatga 


ctatcactgg 


caacatctac 


atctacaatg 


gaccagtact 


2040 


ggggggacca 


ccgggtcctg 


gagacctccc 


agctaccccc 


gaacctccat 


accccattcc 


2100 


cgaagagggg 


gaccctggcc 


ctcccgggct 


ctctacaccc 


caccaggaag 


atggcaaggc 


2160 


ttggcaccta 


gcggagacag 


agcactgtgg 


tgccacaccc 


tctaacaggg 


gcccaaggaa 


2220 


ccaatttatc 


acccatgact 


gacggagtct 


gagaaaaggc 


agaagaaggg 


gggcacaagg 


2280 


gcaccttctc 


ccttgaggct 


gccctgccca 


cgtgggattc 


acaggggcct 


gagtagggcc 


2340 


cggggaagca 


gagccctaag 


ggattaaggc 


tcagacacct 


ctgagagcag 


gtgggcactg 


2400 



WO 2004/053079 



PCT/US2003/038855 



gctgggtacg gtgccctcca 


caggactctc 


68 

cctactgcct 


gagcaaacct 


gaggcctccc 


2460 


ggcagaccca 


cccaccccct 


ggggctgctc 


agcctcaggc 


acggacaggg 


cacatgatac 


2520 


caactgctgc 


ccactacggc 


acgccgcacc 


ggagcacggc 


accgagggag 


ccgccacacg 


2580 


gtcacctgca 


aggacgtcac 


gggcccctct 


aaaggattcg 


tggtgctcat 


ccccaagctt 


2640 


cagagaccct 


ttggggttcc 


acacttcacg 


tggactgagg 


tagaccctgc 


atgaagatga 


2700 


aattataggg 


aggacgctcc 


ttccctcccc 


tcctagagga 


gaggaaaggg 


agtcattaac 


2760 


aactaggggg 


ttgggtagga 


ttcctaggta 


tggggaagag 


ttttggaagg 


ggaggaaaat 


2820 


ggcaagtgta 


tttatattgt 


aaccacatgc 


aaataaaaag 


aatgggacct 


a 


2871 


<210> 51 
<211> 1214 
<212> DNA 
<213> Homo sapien 












<400> 51 
aagaagaggg 


agggagggag 


agagaaaaaa 


gggtctgggg 


ccctcatcat 


tgtttgggtc 


60 


tccatctctt 


tcctgcaggg 


agagggaccc 


aatcctgtag 


ctggaagctg 


ggagcctccg 


120 


aaggcccatc 


catacttccc 


tgacttggta 


cagccactgc 


tacccatttc 


tggagatgtt 


180 


fcccccagtafc 


c csl c fc crorcr c t 


ccccgcagcc 


ccagttttgg 


aggcaggggt 


gccgcaacag 


240 


cagagtcctc 


tggacctgac 


cagggagccg 


cagttggaac 


ccggggagca 


gagccaggtg 


300 


gcccacggta 


ccaatggcat 


tcatgtcacc 


ggcgggtcta 


tgactatcac 


tggcaacatc 


360 


tacatctaca 


atggaccagt 


actgggggga 


ccaccgggtc 


ctggagacct 


cccagctacc 


420 


cccgaacctc 


cataccccat 


tcccgaagag 


ggggaccctg 


gccctcccgg 


gctctctaca 


480 


ccccaccagg 


aagatggcaa 


ggcttggcac 


ctagcggaga 


cagagcactg 


tggtgccaca 


540 


ccctctaaca 


ggggcccaag 


gaaccaattt 


atcacccatg 


actgacggag 


tctgagaaaa 


600 


ggcagaagaa 


ggggggcaca 


agggcacctt 


ctcccttgag 


gctgccctgc 


ccacgtggga 


660 


ttcacagggg 


cctgagtagg 


gcccggggaa 


gcagagccct 


aagggattaa 


ggctcagaca 


720 


cctctgagag 


caggtgggca 


ctggctgggt 


acggtgccct 


ccacaggact 


ctccctactg 


780 


cctgagcaaa 


cctgaggcct 


cccggcagac 


ccacccaccc 


cctggggctg 


ctcagcctca 


840 


ggcacggaca 


gggcacatga 


taccaactgc 


tgcccactac 


ggcacgccgc 


accggagcac 


900 


ggcaccgagg 


gagccgccac 


acggtcacct 


gcaaggacgt 


cacgggcccc 


tctaaaggat 


960 


tcgtggtgct 


catccccaag 


cttcagagac 


cctttggggt 


tccacacttc 


acgtggactg 


1020 


aggtagaccc 


tgcatgaaga 


tgaaattata 


gggaggacgc 


tccttccctc 


ccctcctaga 


1080 


ggagaggaaa 


gggagtcatt 


aacaactagg 


gggttgggta 


ggattcctag 


gtatggggaa 


1140 
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gagttttgga aggggaggaa aatggcaagt gtatttatat tgtaaccaca tgcaaataaa 1200 

aagaatggga ccta 1214 

<210> 52 

<211> 4667 

<212> DNA 

<213> Homo sapien 

<400> 52 

tggggggagg gggaagacga agcttgaaag acttggtaat ggcgacgggt ttgtcagagc 6 0 

accataacat ggtgtgggaa gtgaagacaa atcagatgcc taatgcagta cagaaactcc 120 

tgttggtgat ggacaagaga gcctcaggaa tgaatgactc attggagttg ctgcagtgta 180 

atgagaattt gccatcttca cctggatata actcctgtga tgaacacatg gagcttgatg 240 

accttcctga acttcaggca gttcaaagtg atcctaccca atctggcatg taccagctga 300 

gttcagatgt ttcacatcaa gaatacccaa gatcatcttg gaaccaaaat acctcagaca 360 

taccagaaac tacttaccgt gaaaatgagg tggactggct aacagaattg gcaaatatcg 420 

cgaccagtcc acaaagtcca ctgatgcagt gctcatttta caatagatca tctcctgtac 480 

acatcatagc cactagcaaa agtttacatt cctatgcacg ccctccacca gtgtcctctt 540 

cttcgaagag tgaaccagcc ttccctcatc accattggaa ggaggaaaca ccagtaagac 6 00 

acgaaagggc aaatagtgag tcagaatctg gcattttctg catgtcctcc ctgtcagatg 660 

atgatgattt gggatggtgc aattcctggc cttcaactgt ctggcactgt tttttgaaag 720 

ctatgacttc acacctatgg attcttctgc agtttatgtg ttaagtagta tggctcgcca 780 

gcgtcgtgca tctttgtctt gtggaggacc tggtggtcaa gactttgcaa gatctggatt 840 

cagtaaaaac tgtggctcac ctggatcatc acagctctct tccaattctt tgtatgctaa 900 

agctgtcaaa aaccacagct cagggactgt gagtgccact tctcctaata agtgcaaaag 960 

accaatgaat gccttcatgc tttttgccaa aaaatacaga gttgaatata ctcagatgta 1020 

tccagggaaa gataacaggt aaaaatagtg ataattctga ttacaataaa tgagtaacac 1080 

ttcaatacgg ttcatggtaa ctggaatagt taagtaaact tattctttaa tagcttttat 114 0 

tcaactctta ggttgacttt tttgtttgtt tttgagacgg agtctcgctg tgtcacccaa 1200 

gctggagtcc agtggtacga tctcagctca ctgcaacctc cgccttccag gttcaaagcc 1260 

ataagtgtga tccttggtga caggtggaag aaaatgaaga atgaagagag aagaatgtac 1320 

acattagaag caaaggcttt ggctgaagaa cagaaacgtt taaatcctga ctgttggaag 13 80 

aggaaaagaa ccaattcagt atgtttcaat aaatagtgtt taaaattatc ttgccttatc 1440 

cgtgcaggtg tactggcatg ttggagcagt tgttacaacc tttaagaggt tgtgttgatg 1500 
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ctgtcfc ctag 


catttttata 


Clfcfcca as 


fcaafcaafccrtt 


afc cacat cafc 


cafcafcaaa era 

L-d L d Ldddy d 




cfcgccfctfccc 


fc caaercrcr t ca 

fc> ^»*» v* fc** fcj*%^fc* 


tttac tnfcna 


fc a crcafc era ca 


agfccgaaafcc 


fccacrcrcaaac 

l» »< a yy l««wl 


1620 


ttcaaaagaa 


fcgtttgttct 


aaacafcfccracr 


fc fccrcraaaaafc 


aatfctfcggaa 


fc crca crfc crfc fcfc 

l y way l y l l l 


1680 


c t a cr 1 1 Qcrci fc 


fccraaacrafcaa 

fc** 7*1 fc**fc* J w ****** 


crcafc tafcfcaa 

J3 w *" <-* L— CLCL 


fcccafcfcaata 


tcacagtaga 


aaafc fcfc cfc cfc 


1740 


aafcaafcfcfcfccr 


crcrafc fccrfc c fc c 


aacacrcfcfcfc fc 


fcfcfcccfcfcaafc 


fc ercrfc era cr crcra 


cca a fc a acr crc 
L-L>dd Lddy y L. 


1800 

J. O \J \J 


fc era acrcrfc crfc fc 


cracrcrfc a tat t 


acrcfccf fcca fc fc 


cat* erer crcra c fc 
wo ^y y y y ci ^* 


fccrfcacca t fcer 

w *— ^ \^ k^CL L L *4 


crca ca era a fc fc 

y L-d Ldy dd l l 


1860 


fc ft* acrafc fccra 

L w L# CLy CI L LV-fld 


VlGiGiwl w w U wGlwl 


crcracra a era a cr 
y y & y y ^y ctgy 


a a afc aaoepp 

ciclcl vByy vs»Wi 


a crcra a fc ercrfc er 
c*y y dd l y y uy 


crca a a ca a crfc 

y LdddLddy l 


192 0 


cfcafcafccrafca 

V* Ld LCL L*^d Ud 


acrcfcafccfcfccr 

CLy L- I— CL L w LVJ 


cratacracfcfccr 


fcfcfccfcfcafcaa 


cfctfctccafcfc 


acfcaaacfcacr 

cll* l uciau l ciy 


198 0 


catcttttaa 


crfc fc cacrccrfc fc 

fcH fc*» fc*> WW 7J ^^^3 *** 


fc t tacjat taa 


ttgcaaaaaa 


afcfcacafccrfccr 


a fc a fc acrfc crcrcr 

u w t* \* WiM *yMH 


2040 


gt caat t fcga 


aatatcat tcr 


aaacra fccra acr 


ggaagafcafc c 


aafcafcfcfcfcfca 

fc*fc* N-* *— K~ 1— ^— fc* 


fc acrfc acr cracrcf 


2100 


crcfccrcrccaaa 


aatattttaa 

J CL L>j L L L L dd 


afc fc ca fc fc crfc cr 


fc acafccrfccicc 


fcafcfc fccfcfcaa 

L y L L L L; L Lay 


fcaaaafccrcaer 

L CL CL CL CL Ly L UM 


2160 


crfc ca fc a fc cfccr 

y L L> Cl L d I* L> l y 


fcfcfcaaa tfctt 


fccacaafcfcfcc 


fcfcfcaaaaafca 
L> l— l— dd d d d L< d 


cr fc ercrfc ca rtfc c 
y Ly y LLay lu 


a crfc a crfc ca era 
ciy l oy l Lay d 






crc fc na a c» fc era 


a t~ i~ t~ fc crcrca cr 
ci i- u. i- uyy way 


fc fccfcfc ercrfc fc a 


a fc fc fc a era a fc fc 
dLLLdyddL L 


fc ca fccrfcrrfc fcc» 
l L-d uy uy lll 


A A O U 


croarH" fc fc cc 

yy dL. L LLL\yL 


fc crfc a fc cccfc fc 


fc fc r? fc cr fc fc r;a fc 


c c fc a crfc c a a fc 
Lay L- v_dd l. 


crfc cfcfcafccafc 

yL*wLLdLL>dL 


fc crca fc a ca fc fc 

LyL-dLdLdL L 


^ O *± w 


fc fc Ofc CTCTafc Of 1 
l i» w a l y w 


fc fc era crcca fc c 


a era fc a fc ca ere 
CLy cl UpCl u> wCty 


fcacr cfc fc fc fc fca 

L« CLy w L U LU U Cl 


d d d L Ld L> L> L L 


fc a a era a a crca 

L d CL y CLCL CLy LCL 


24 00 


atattttcta 

L CL I— L*- w V* » U CL 


afcacrfcaaafcfc 

dLdy l_ Cl C*. CL 1»k L> 


fc a fc a a a ca fc c 

Lp>CL V»CLCLCL l_CL L» ^ 


fc fcafcacafccfc 

U- I— CL L^CLV^CL L.^ U 


fc aercfc fc fc ca fc 

L Cty V_» L L L Ld L 


a fc a fc a eiciTH fc fc 
Cl L ci l ciy y d L L 


2460 


acfcafccrfcafcfc 

»w Uu L^J LCL L L 


crafc fc hotaaa 

y CL V— V* Ln CICLCL 


ca fc fc ca c fccra 

wu ^ w w cl w uy ci 


CTfcfctaafcfcfct 


a fc fc fc cca cacr 

d L L LL.L-dL.dy 


crerefc ca ca a c 

y y L> L L-d L d d L> 


252 0 


aacafctaaac 

ddL.d L LdddL* 


c*a crcra fc crc fc fc 


a fc crfc fc c fc fc a a 

CLL>y L. 1_ L. Cl d 


crfc cfca fca fcfcfc 

y L L> L d L d L L L 


crca fc a fc a ca fc 

y L> d L d L d L>d L 


fc era c fc c fc fc era 

L y d L" LLL Ly d 




tacraaaaact 
i<yy dddy ci ^ l 


fc a a era a era fc c* 

L^CLCLVJCLCLyCL O »-» 


a a ercrfc c fc ca c 
ciciy y LLLwCiiw 


cafc fc fccrfc ccfc 

L. d L L L y L L>L> L 


ca a fc fc ccrfc crfc 

L. dd L L L.y Ly L 


era cca fc a a era 
y dL. l d l ddy d 


2640 


fc a cfc era fc aap 

ua^< una ua«^ 


afc fceracrfc nfc fc 
ql cay i>wll« 


/-r=a aah Cf a fc i* fc 

yclciciL.yciL.u l> 


dd LCLCL L d L y d 


crfc cracrcra fc fc fc 
y l y cty yauLL 


crc fcfc fcefceca 

y L- L L L L. LLLd 




fc t a cr a cr c a fc fc 


aacfefcaaaae* 


tatcaacath 

U« CL bwU CL wQ w V— 


fcfcaaaccaaa 

L LdddWWCLdCL 


fcfcacctfcafcfc 

L Ly L. L. L Ld L L 


t fcfc cfc tccaa 

LLL L- L L L>L«dd 


2760 


acttcatata 


fccrfc cfcafccacf 


erfcaafc aafcacr 

L^ CLCL w CLCL l#Wty 


crefctcraaaafc 


fccfafcafcccfccr 

Ly CL LCL U W w Ly 


fc ercrfc crc fc a a a 

Lyy uy virGiviGi 


2820 


crfcacacrfcacra 

z4 v ^* Vm»CL^ URH cl 


a a era era crcra cr 
w»yoyayyay 


a a crfc crfc afc a c 
cLCLy »»y i— cl 


afcafcfcfcfcafcfc 

d L y L L L L d L L 


fcfcaaafcfccrfca 

L Lddd L Ly LCI 


ccra a a crcrcr era 
L-ydddyyyyd 


2880 


aM"haaaaaa 

CL 1— L wuGICIvlCiCl 


fcafcerfcaaefcer 

L» CL Uy l» CkCL L_ L»Vj 


cfccrfcfcfcafcac 
\m* uy u u w cl l»clv^ 


a fc fcerer cfc ccfc 
ci l uy y lluljL 


fcacfccrcfcfcafc 

L d L. Ly L> L LCL L 


fc a a fc c fc crfc a fc 

L dd L L> L y L d L 


2940 


fccrfc a ra ca fc cr 

L- ^ L- ClwClwCl y 


a fccra a a fc rr» a 
CL L>y Cl dd y ci CL 


crcacra anrfn 


y y ciy LL,y y l.l, 


fcfc fcecfccfcacr 
L L LUUUL Lay 


fc a a eea cea c 
LaaLLaULdL 




a fc fTfTf fr" ca cr c 


af rif ftY" <~tr* r^sa 


a a csa fc a nrrrrt 
cicKjci i_dy y (jy 


LLLLLay L.LL 


rrrrfc a crfc crc«c» 

yy LLay Lyuu 


day ayyuuciL. 


JUOU 


cagaacatgg 


ggcaggtggc 


tggtgttggt 


gtcccagcct 


aagagccacc 


tgctgcagtt 


3120 


accatggcat 


gctgagttga 


tgcaccaggt 


ggcagcagcc 


ateegttatt 


atttccaatg 


3180 


gagacctagc 


ccaggccaag 


gtaaagttag 


ttaatagcat 


tgggatatag 


tcactgtaat 


3240 


ggtgctatta 


acaaacagtc 


aacaccattg 


tattttttaa 


cttcgtgttc 


tgtatctcct 


3300 


cagccatgta 


tcttaaatat 


attttgtcat 


cataatcttt 


atggtggggg 


cagactttgc 


3360 



WO 2004/053079 



PCT7US2003/038855 



71 



acttactgca 


gtgcaacact 


tgcactttaa 


ttttcctcca 


actgtctaaa 


attagagcaa 


3420 


atacattggc 


aatacagctg 


cttttgctct 


gagctacaat 


catggctttt 


catgttactt 


3480 


accaagtggt 


gtttctggtt 


aggaatcaca 


gctgtaaaat 


tgatttcagt 


tcatcacact 


3540 


tcttcatgat 


gttgccccta 


aattttgcac 


actatattct 


tgtatattat 


ttcaaataaa 


3600 


tggaaaaaaa 


agttgcttat 


ctctgacgtc 


tactgattga 


ttgattgatt 


gattaatctt 


3660 


ggctgaattt 


tatttatgag 


ttctcagaat 


aacaggttca 


ggagatgaga 


tggaaaacat 


3720 


aaggcaaatt 


cctaacactg 


ctaattagga 


ggctgctgat 


aggattttaa 


aaattaaaaa 


3780 


caatgttaat 


agtggaacaa 


gagccatcag 


aaaataagga 


cttagattat 


ctactattta 


3840 


tagagaattg 


ctatacaata 


aaaattttta 


tttttcacgt 


ggcatttttg 


ttacacggtt 


3900 


aaacagccca 


aaggtctgct 


tttaataaca 


tgacaaagtg 


taacaaaagc 


cttgctttat 


3960 


ttaaagatcc 


agtatgacat 


acttaaaaag 


gccatttaac 


cttgtatctt 


agcttgggat 


4020 


gtgccagtgg 


ttcctcaact 


ttgttgtcta 


ttggaatcat 


tttggggatt 


tttttttttt 


4080 


taatagtggt 


gtctgtcagg 


ctcccactcc 


tagacatgtt 


aattaatgtg gagtgcaagt 


4140 


tgggcatcag 


gattttaaaa 


aaatcccctg 


gtgattggta 


tgaatgtgca 


gccaaatttg 


4200 


gaaaccactg 


agctacatgc 


ttatttagtg 


aagaaggcag 


ggttggggga 


agcagggtac 


4260 


atgttataac 


ttgatcatat 


ccctttaaaa 


gaagtgggga 


ctttgggttt 


atgtacccat 


4320 


aggaggactt 


ggttatggat 


gggaaagaca 


ttttagcctt 


gtacaaaaat 


ctgaaagagg 


4380 


aaaacatctt 


tctggaaaaa 


tcaggtccat 


ggaattgaaa 


ggtggtgata 


actcaacatt 


4440 


ttttatgcta 


aagtataagt 


gctaaagagg 


taaataaacg 


tcgataggaa 


ataccgaaca 


4500 


atcaattaca 


ttcttaaaat 


agtagatagt 


agcagtcttt 


tggagtatgt 


gtttaactgc 


4560 


caactatgaa 


tgggttagca 


caaagtggag 


atgaacaaag 


atttcatgtc 


attactgaag 


4620 


agcagacata 


gccttttgaa 


gcagctgaac 


cat tafcaacra 


taaactg 




4667 


<210> 53 

<211> 1829 

<212> DNA 

<213> Homo sapien 












<400> 53 
gcgcggggaa 


ccggcgtggg 


gtcacgtggt 


accggcgcat 


cacgtgggcg 


agttaggtga 


60 


cgctgcgggg 


cgggcggaca 


gactgcggga 


cggacggtgg 


acgctgggac 


gcgtttgtag 


120 


ctccggcccc 


gccgttccga 


cccccgccgc 


cgtcgccgcc 


atgacggggc 


tagcactgct 


180 


ctactccggg 


gtcttcgtgg 


ccttctgggc 


ctgcgcgctg 


gccgtgggag 


tctgctacac 


240 


catttttgat 


ttgggcttcc 


gctttgatgt 


ggcatggttc 


ctgacggaga 


cttcgccctt 


300 
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catgtggtcc 


aacctgggca 


ttggcctagc 


tatctccctg 


tctgtggttg 


9ggcagcctg 


360 


gggcatctat 


attaccggct 


cctccatcat 


tggtggagga 


gtgaaggccc 


ccaggatcaa 


420 


gaccaagaac 


ctggtcagca 


tcatcttctg 


tgaggctgtg 


gccatctacg 


gcatcatcat 


480 


ggcaattgtc 


attagcaaca 


tggctgagcc 


tttcagtgcc 


acagacccca 


aggccatcgg 


540 


ccatcggaac 


taccatgcag 


gctactccat 


gtttggggct 


ggcctcaccg 


taggcctgtc 


600 


taacctcttc 


tgtggagtct 


gcgtgggcat 


cgtgggcagt 


ggggctgccc 


tggccgatgc 


660 


tcagaacccc 


agcctctttg 


taaagattct 


catcgtggag 


atctttggca 


gcgccattgg 


720 


cctctttggg 


gtcatcgtcg 


caattcttca 


ggtgatgaat 


ccccttggga 


agcctctgtg 


780 


tccttgtccc 


caacctagcc 


ttaccctcct 


tctggagaag 


ctgaagtgct 


ctccttctct 


840 


acctataact 


atagattccc 


ccaaacagct 


tccacctcct 


catttccatc 


ttctggtttt 


900 


ctcctacagg 


ggctctctat 


ttttgtctct 


gatttggtgt 


cactgacaac 


agccctgttc 


960 


tttttccccc 


ctttctaatg 


cgttgtatct 


gtatagcact 


tagtcctccc 


tctttctgtt 


1020 


ctctcatttt 


atctgccatg 


cttttcatgt 


ctccagtctg 


tatttgtgat 


ctagactaga 


1080 


atggaatttt 


gtctgtctat 


atcagtctgt 


catggtgtgt 


ttgactgtct 


ctcggagcta 


1140 


tgtgtatctc 


cctctcacat 


gcctgtcagt 


aggacaccat 


tgtctaaatt 


gtgtgtgtct 


1200 


agtctgtctg 


acagtgtgtg 


agtttgtgac 


taaggatcag 


cctgagggtc 


tgagtgtgac 


1260 


tgtgggtgct 


tgactgagtt 


gattcttagt 


gactagcttt 


atccatatgc 


cacttctctc 


1320 


cgtctgtccc 


acagcgtaac 


tctgtggttg 


tctgtccctg 


tctgccttgt 


ctgtcacagt 


1380 


gtgtccatcc 


tggttagtca 


tatatctctt 


gtggtctgtc 


catccaacca 


tgtgctagat 


1440 


gtcatcttct 


atcatttgtc 


actgccttac 


ctattcctct 


gtccctgcct 


gatttctcct 


1500 


gttctttttt 


tgcaacctcc 


agagtgaaga 


tgggtgacta 


gatgatatgt 


gtgggtgggg 


1560 


ccgtgcctca 


cttttattta 


ttgctggttt 


tcctgggaca 


gctggagctg 


tgtcccttag 


1620 


cctttcagag 


gcttggtgtt 


cagggccctc 


cctgcactcc 


cctcttgctg 


cgtgttgatt 


1680 


tggaggcact 


gcagtccagg 


ccgagtcctc 


agtgcgggga 


gcaggctgct 


gctgctgact 


1740 


ctgtgcagct 


gcgcacctgt 


gtcccccacc 


tccaccctca 


acccatcttc 


ctagtgtttg 


1800 


tgaaataaac 


ttggtatttg 


tctgggtca 








1829 



<210> 54 

<211> 2679 

<212> DNA 

<213> Homo sapien 



<400> 54 

cagaaaccag ggggagaagg cggccgagcc ccagctctcc gagcaccggg tcggaagccg 



60 
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cgacccgagc cgcgcaggaa gctgggaccg gaacctcggc ggacccggcc 


ccacccaact 


120 


cacctgcgca 


ggtcaccagc 


accctcggaa 


cccagaggcc 


cgcgctctga 


aggtgacccc 


180 


cctggggagg aaggcgatgg cccctgcgag gacgatggcc cgcgcccgcc 


tcgccccggc 


240 


cggcatccct gccgtcgcct 


tgtggcttct 


gtgcacgctc ggcctccagg gcacccaggc 


300 


cgggccaccg 


cccgcgcccc 


ctgggctgcc 


cgcgggagcc gactgcctga 


acagctttac 


360 


cgccggggtg 


cctggcttcg 


tgctggacac 


caacgcctcg gtcagcaacg 


gagctacctt 


420 


cctggagtcc 


cccaccgtgc 


gccggggctg 


ggactgcgtg 


cgcgcctgct 


gcaccaccca 


480 


gaactgcaac 


ttggcgctag 


tggagctgca gcccgaccgc 


ggggaggacg 


ccatcgccgc 


540 


ctgcttcctc 


atcaactgcc 


tctacgagca 


gaacttcgtg 


tgcaagttcg 


cgcccaggga 


600 


gggcttcatc 


aactacctca 


cgagggaagt 


gtaccgctcc 


taccgccagc 


tgcggaccca 


660 


gggctttgga 


gggtctggga 


tccccaaggc 


ctgggcaggc 


atagacttga 


aggtacaacc 


720 


ccaggaaccc 


ctggtgctga aggatgtgga 


aaacacagat 


tggcgcctac 


tgcggggtga 


780 


cacggatgtc 


agggtagaga ggaaagaccc 


aaaccaggtg gaactgtggg gactcaagga 


840 


aggcacctac 


ctgttccagc 


tgacagtgac 


tagctcagac 


cacccagagg 


acacggccaa 


900 


cgtcacagtc 


actgtgctgt 


ccaccaagca 


gacagaagac 


tactgcctcg 


catccaacaa 


960 


ggtgggtcgc 


tgccggggct 


ctttcccacg 


ctggtactat 


gaccccacgg 


agcagatctg 


1020 


caagagtttc gtttatggag gctgcttggg 


caacaagaac 


aactaccttc 


gggaagaaga 


1080 


gtgcattcta gcctgtcggg 


gtgtgcaagg 


tgggcctttg 


agaggcagct 


ctggggctca 


1140 


ggcgactttc 


ccccagggcc 


cctccatgga 


aaggcgccat 


ccagtgtgct 


ctggcacctg 


1200 


tcagcccacc 


cagttccgct 


gcagcaatgg 


ctgctgcatc 


gacagtttcc 


tggagtgtga 


1260 


cgacaccccc 


aactgccccg 


acgcctccga 


cgaggctgcc 


tgtgaaaaat 


acacgagtgg 


1320 


ctttgacgag 


ctccagcgca 


tccatttccc 


cagtgacaaa 


gggcactgcg 


tggacctgcc 


1380 


agacacagga 


ctctgcaagg 


agagcatccc gcgctggtac 


tacaacccct 


tcagcgaaca 


1440 


ctgcgcccgc 


tttacctatg gtggttgtta 


tggcaacaag 


aacaactttg aggaagagca 


1500 


gcagtgcctc gagtcttgtc 


gcggcatctc 


cagtgagtgg 


gccagtgaga 


gggtgggcat 


1560 


gtatggggga 


aggcttagcc 


agtggcctcc 


actctgtccc 


caggcctttg ggagtcaccc 


1620 


ctccatcctc 


agagcgcctg 


gagtaggagt 


gggagaggat 


gccagtgtga 


ggtctggggc 


1680 


actggggagc 


agctgagtct 


ctgagccctc 


agtactgact 


ggtctttccc 


ctcatcattc 


1740 


tgcagagaag 


gatgtgtttg 


gcctgaggcg ggaaatcccc 


attcccagca 


caggctctgt 


1800 


ggagatggct 


gtcgcagtgt 


tcctggtcat 


ctgcattgtg gtggtggtag 


ccatcttggg 


1860 
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ttcaagaacc 


agagaaagga 


cttccacgga 


caccaccacc 


acccaccacc 


1920 


v_»Cl l^l*<».^.L.yi*U> 


agctccactg tctccactac cgaggacacg gagcacctgg tctataacca 


1980 




cccctctgag 


cctgggtctc 


accggctctc 


acctggccct 


gcttcctgct 


2040 




gaggcctggg 


ctgggaaaaa 


ctttggaacc 


agactcttgc 


ctgtttccca 


2100 




gcctcagaga ccagggctcc agcccctctt ggagaagtct cagctaagct 


2160 


ucH-y U^u L.ya 


gaaagctcaa 


aggtttggaa 


ggagcagaaa 


acccttgggc 


cagaagtacc 


2220 


dy di_ L.ciy auy 


gacctgcctg 


cataggagtt 


tggaggaagt 


tggagttttg 


tttcctctgt 


2280 


t"r>paa t~i t~* t~ etc* 
tcaaayutyu 


ctgtccctac 


cccatggtgc 


taggaagagg 


agtggggtgg 


tgtcagaccc 


2340 


f- crcra aac* r*e*c* 
uy yayy ^*v* 


aaccctgtcc 


tcccgagctc 


ctcttccatg 


ctgtgcgccc 


agggctggga 


2400 


ggaaggactt 


ccctgtgtag 


tttgtgctgt 


aaagagttgc 


tttttgttta 


tttaatgctg 


2460 


tggcatgggt 


gaagaggagg 


ggaagaggcc 


tgtttggcct 


ctctgtcctc 


tcttcctctt 


2520 


cccccaagat 


tgagctctct 


gcccttgatc 


agccccaccc 


tggcctagac 


cagcagacag 


2580 


agccaggaga 


ggctcagctg 


cattccgcag 


cccccacccc 


caaggttctc 


caacatcaca 


2640 


gcccagccca 


cccactgggt 


aataaaagtg 


gtttgtgga 






2679 



<210> 55 

<211> 3125 

<212> DNA 

<213> Homo sapien 

<400> 55 

cagaaaccag ggggagaagg cggccgagcc ccagctctcc gagcaccggg tcggaagccg 60 

cgacccgagc cgcgcaggaa gctgggaccg gaacctcggc ggacccggcc ccacccaact 120 

cacctgcgca ggtcaccagc accctcggaa cccagaggcc cgcgctctga aggtgacccc 180 

cctggggagg aaggcgatgg cccctgcgag gacgatggcc cgcgcccgcc tcgccccggc 240 

cggcatccct gccgtcgcct tgtggcttct gtgcacgctc ggcctccagg gcacccaggc 300 

cgggccaccg cccgcgcccc ctgggctgcc cgcgggagcc gactgcctga acagctttac 360 

cgccggggtg cctggcttcg tgctggacac caacgcctcg gtcagcaacg gagctacctt 42 0 

cctggagtcc cccaccgtgc gccggggctg ggactgcgtg cgcgcctgct gcaccaccca 480 

gaactgcaac ttggcgctag tggagctgca gcccgaccgc ggggaggacg ccatcgccgc 54 0 

ctgcttcctc atcaactgcc tctacgagca gaacttcgtg tgcaagttcg cgcccaggga 600 

gggcttcatc aactacctca cgagggaagt gtaccgctcc taccgccagc tgcggaccca 660 

gggctttgga gggtctggga tccccaaggc ctgggcaggc atagacttga aggtacaacc 720 

ccaggaaccc ctggtgctga aggatgtgga aaacacagat tggcgcctac tgcggggtga 780 
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p*sa ccrera t~ crt" c 


a aerat" acracra 
cty y y i»cxyayu 


CTCra a a rra r~* r~* 
yyaaayaccc 


a -a -a picacrcrt*cr 
ctctcXLLcty y uy 


era a c t cr t cr era 


Cfactcaacrcra 


84 0 


aacfracctac 


ci*afchccaac 




t- 54crct* caaac 

LctyL L^uyav-. 


cacccaaaoG 


acacaaccaa 


900 


cat" racaatc 

*»->y LLc*v_»«y i— 


a ct" crhaefccrfc 


**^ u ^LClCiy Let 


era ca era a era c 

ydLdytaaya^. 


tactocctca 


catccaacaa 


960 


aat~ aaai~ cap 

ay <-yyy <-<-y<-' 




ct*t*V*p , r^P'54 (~*r~T 
\* L> ULLLuLy 


c t* erer t" a c t a t 


oaccccacaa 

ya\« w ^3^3 


aacacratcta 


102 0 


/~» sa sa PT54 Pft~ t" t~ P" 


pit" t* t" a t~ ercra cr 
y LULctLyy c*y 


yLLyLLLyyy 
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CtClLLCtLLL LL 
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y yy y y 


1080 


crt-ercs* t* t" c t~ 5a 




y u y Lycady y 


t" nnne* c t" t* t* cr 

*-yyy *■* ^ ^y 


a er54 crcrca cr c t* 
cty cty y Lcty l l 
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LLyyyyLLLct 


114 0 


rfrtnrta pt" #* p 
yyCyaCtttC 


LLLLayyyLL 
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yet Lcty L L LLL 
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Lyy cty Ly Ly ct 




caa rrprp 


aactacccccf 


a 0 erect" pprra 


c* cr a crcr c t* ere* c 


hafcoaaaaat 


acacoaataa 

uLauyay ^yy 


1320 
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ll l ^yQ^y a y 


u^<xCiy L.y 


L.LLC1 L L L W V—L 
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yyy a ^^y y 
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uyyav^w Ly l l 


1380 
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1440 


uLy Ly L L Ly L 
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L L LOLL L ct Ly 


y Lyy l Ly l Let 
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X J U u 
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XDZ U 
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y y y «y cty y ct l 
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y LLcty Ly Ly ct 


ci pit" ct" cint ipi c 


1680 


sa fif ffOflffa ere 

ctLLyyyyctyL 
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cty Lty cty lll 
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54 PT f~ 54 P» t* PI54 O 4~ 
Cty LctLLyctLL 
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1 74 0 
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XOww 
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cacggacacc 


accaccaccc 


accacccacc 


cctgccagct 


ccactgtctc 


cactaccgag 


2400 


gaeaeggage 


acctggtcta 


taaccacacc 


acccggcccc 


tetgagectg 


ggtctcaccg 


2460 


gctctcacct 


ggccctgctt 


cctgcttgcc 


aaggcagagg 


cctgggctgg 


gaaaaacttt 


2520 


ggaaccagac 


tettgectgt 


ttcccaggcc 


cactgtgcct 


cagagaccag 


ggctccagcc 


2580 


cctcttggag 


aagtctcagc 


taagctcacg 


tcctgagaaa 


gctcaaaggt 


ttggaaggag 


2640 
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cagaaaaccc 


ttgggccaga agtaccagac 


tagatggacc 


tgcctgcata 


ggagtttgga 


2700 


ggaagttgga 


gttttgtttc 


ctctgttcaa 


agctgcctgt 


ccctacccca 


tggtgctagg 


2760 


aagaggagtg 


gggtggtgtc agaccctgga 


ggccccaacc 


ctgtcctccc 


gagctcctct 


2820 


tccatgctgt 


gcgcccaggg ctgggaggaa 


ggacttccct 


gtgtagtttg 


tgctgtaaag 


2880 


agttgctttt 


tgtttattta atgctgtggc 


atgggtgaag 


aggaggggaa gaggcctgtt 


2940 


tggcctctct 


gtcctctctt 


cctcttcccc 


caagattgag 


ctctctgccc 


ttgatcagcc 


3000 


ccaccctggc 


ctagaccagc 


agacagagcc 


aggagaggct 


cagctgcatt 


ccgcagcccc 


3060 


cacccccaag 


gttctccaac 


atcacagccc 


agcccaccca 


ctgggtaata aaagtggttt 


3120 


gtgga 












3125 


<210> 56 

<211> 2774 

<212> DNA 

<213> Homo sapien 












<400> 56 
cagaaaccag 


ggggagaagg 


cggccgagcc 


ccagctctcc 


gagcaccggg 


tcggaagccg 


60 


cgacccgagc 


cgcgcaggaa 


gctgggaccg 


gaacctcggc 


ggacccggcc 


ccacccaact 


120 


cacctgcgca 


ggtcaccagc 


accctcggaa 


cccagaggcc 


cgcgctctga 


aggtgacccc 


180 


cctggggagg 


aaggcgatgg 


cccctgcgag 


gacgatggcc 


cgcgcccgcc 


tcgccccggc 


240 


cggcatccct 


gccgtcgcct 


tgtggcttct 


gtgcacgctc 


ggcctccagg gcacccaggc 


300 


cgggccaccg 


cccgcgcccc 


ctgggctgcc 


cgcgggagcc 


gactgcctga 


acagctttac 


360 


cgccggggtg 


cctggcttcg 


tgctggacac 


caacgcctcg 


gtcagcaacg gagctacctt 


420 


cctggagtcc 


cccaccgtgc 


gccggggctg 


ggactgcgtg 


cgcgcctgct 


gcaccaccca 


480 


gaactgcaac 


ttggcgctag 


tggagctgca 


gcccgaccgc 


ggggaggacg 


ccatcgccgc 


540 


ctgcttcctc 


atcaactgcc 


tctacgagca 


gaacttcgtg 


tgcaagttcg 


cgcccaggga 


600 


gggcttcatc 


aactacctca 


cgagggaagt 


gtaccgctcc 


taccgccagc 


tgcggaccca 


660 


gggctttgga 


gggtctggga 


tccccaaggc 


ctgggcaggc 


atagacttga 


aggtacaacc 


720 


ccaggaaccc 


ctggtgctga 


aggatgtgga 


aaacacagat 


tggcgcctac 


tgcggggtga 


780 


cacggatgtc 


agggtagaga 


ggaaagaccc 


aaaccaggtg 


gaactgtggg gactcaagga 


840 


aggcacctac 


ctgttccagc 


tgacagtgac 


tagctcagac 


cacccagagg 


acacggccaa 


900 


cgtcacagtc 


actgtgctgt 


ccaccaagca 


gacagaagac 


tactgcctcg 


catccaacaa 


960 


ggtgggtcgc 


tgccggggct 


ctttcccacg 


ctggtactat 


gaccccacgg 


agcagatctg 


1020 


caagagtttc 


gtttatggag gctgcttggg 


caacaagaac 


aactaccttc 


gggaagaaga 


1080 
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gtgcattcta gcctgtcggg gtgtgcaagg tgggcctttg agaggcagct 


ctggggctca 


1140 


ggcgactttc 


ccccagggcc 


cctccatgga 


aaggcgccat ccaggtgggc 


tttactcccc 


1200 


tccccatccc 


ccatccccac 


cacatctcta gcccatatca tccctatgcc 


cctaagcagc 


1260 


ctgcctttga 


ccaagccatt 


cctcccctca gagtttgtgg aaggaccaca 


aacatcccac 


1320 


cccttccagc 


ccagcatcgt 


cctatgagga 


tctgcccagt 


ttgcgtgggg 


caggagtggg 


1380 


gttggtggaa 


agggaatggg ggatgtgctg 


tgtctgggca 


gagagggcca 


agtagaaggt 


1440 


gggccctggg cacttgttct 


ttgcttgagc 


ctgacctccc ctccacccgt 


cctgtgctct 


1500 


ggcacctgtc agcccaccca gttccgctgc agcaatggct gctgcatcga 


cagtttcctg 


1560 


gagtgtgacg 


acacccccaa 


ctgccccgac 


gcctccgacg 


aggctgcctg 


tgaaaaatac 


1620 


acgagtggct 


ttgacgagct 


ccagcgcatc 


catttcccca 


gtgacaaagg 


gcactgcgtg 


1680 


gacctgccag 


acacaggact 


ctgcaaggag 


agcatcccgc 


gctggtacta 


caaccccttc 


1740 


agcgaacact 


gcgcccgctt 


tacctatggt 


ggttgttatg gcaacaagaa 


caactttgag 


1800 


gaagagcagc 


agtgcctcga 


gtcttgtcgc 


ggcatctcca 


agaaggatgt 


gtttggcctg 


1860 


aggcgggaaa 


tccccattcc 


cagcacaggc 


tctgtggaga 


tggctgtcgc 


agtgttcctg 


1920 


gtcatctgca 


ttgtggtggt 


ggtagccatc 


ttgggttact 


gcttcttcaa 


gaaccagaga 


1980 


aaggacttcc 


acggacacca 


ccaccaccca 


ccacccaccc 


ctgccagctc 


cactgtctcc 


2040 


actaccgagg 


acacggagca 


cctggtctat 


aaccacacca 


cccggcccct 


ctgagcctgg 


2100 


gtctcaccgg 


ctctcacctg 


gccctgcttc 


ctgcttgcca 


aggcagaggc 


ctgggctggg 


2160 


aaaaactttg gaaccagact 


cttgcctgtt 


tcccaggccc 


actgtgcctc 


agagaccagg 


2220 


gctccagccc 


ctcttggaga 


agtctcagct 


aagctcacgt 


cctgagaaag 


ctcaaaggtt 


2280 


tggaaggagc 


agaaaaccct 


tgggccagaa 


gtaccagact 


agatggacct 


gcctgcatag 


2340 


gagtttggag gaagttggag 


ttttgtttcc 


tctgttcaaa gctgcctgtc 


cctaccccat 


2400 


ggtgctagga agaggagtgg ggtggtgtca gaccctggag gccccaaccc 


tgtcctcccg 


2460 


agctcctctt 


ccatgctgtg 


cgcccagggc 


tgggaggaag gacttccctg 


tgtagtttgt 


2520 


gctgtaaaga gttgcttttt 


gtttatttaa 


tgctgtggca 


tgggtgaaga 


ggaggggaag 


2580 


aggcctgttt 


ggcctctctg 


tcctctcttc 


ctcttccccc 


aagattgagc 


tctctgccct 


2640 


tgatcagccc 


caccctggcc 


tagaccagca 


gacagagcca 


ggagaggctc 


agctgcattc 


2700 


cgcagccccc 


acccccaagg 


ttctccaaca 


tcacagccca 


gcccacccac 


tgggtaataa 


2760 


aagtggtttg 


tgga 










2774 



<210> 57 
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<211> 1779 

<212> DNA 

<213> Homo sapien 

<400> 57 

cagaaaccag ggggagaagg cggccgagcc ccagctctcc gagcaccggg tcggaagccg 60 

cgacccgagc cgcgcaggaa gctgggaccg gaacctcggc ggacccggcc ccacccaact 12 0 

cacctgcgca ggtcaccagc accctcggaa cccagaggcc cgcgctctga aggtgacccc 18 0 

cctggggagg aaggcgatgg cccctgcgag gacgatggcc cgcgcccgcc tcgccccggc 240 

cggcatccct gccgtcgcct tgtggcttct gtgcacgctc ggcctccagg gcacccaggc 300 

cgggccaccg cccgcgcccc ctgggctgcc cgcgggagcc gactgcctga acagctttac 360 

cgccggggtg cctggcttcg tgctggacac caacgcctcg gtcagcaacg gagctacctt 42 0 

cctggagtcc cccaccgtgc gccggggctg ggactgcgtg cgcgcctgct gcaccaccca 480 

gaactgcaac ttggcgctag tggagctgca gcccgaccgc ggggaggacg ccatcgccgc 54 0 

ctgcttcctc atcaactgcc tctacgagca gaacttcgtg tgcaagttcg cgcccaggga 600 

gggcttcatc aactacctca cgagggaagt gtaccgctcc taccgccagc tgcggaccca 660 

gggctttgga gggtctggga tccccaaggc ctgggcaggc atagacttga aggtacaacc 720 

ccaggaaccc ctggtgctga aggatgtgga aaacacagat tggcgcctac tgcggggtga 780 

cacggatgtc agggtagaga ggaaagaccc aaaccaggtg gaactgtggg gactcaagga 84 0 

aggcacctac ctgttccagc tgacagtgac tagctcagac cacccagagg acacggccaa 900 

cgtcacagtc actgtgctgt ccaccaagca gacagaagac tactgcctcg catccaacaa 96 0 

ggtgggtcgc tgccggggct ctttcccacg ctggtactat gaccccacgg agcagatctg 1020 

caagagtttc gtttatggag gctgcttggg caacaagaac aactaccttc gggaagaaga 1080 

gtgcattcta gcctgtcggg gtgtgcaagg tgggcctttg agaggcagct ctggggctca 1140 

ggcgactttc ccccagggcc cctccatgga aaggcgccat ccagtgtgct ctggcacctg 1200 

tcagcccacc cagttccgct gcagcaatgg ctgctgcatc gacagtttcc tggagtgtga 1260 

cgacaccccc aactgccccg acgcctccga cgaggctgcc tgtgaaaaat acacgagtgg 132 0 

ctttgacgag ctccagcgca tccatttccc cagtgacaaa ggtgagatcc tccccaggtg 1380 

ccctggatca gggcagacgc tgacactgcc atcctcacta tttccatcca gcagtgcctg 1440 

aggggcctgc tgggtgtacg ggcctgtggg cacaaagagc cagggtgggc tccccgttct 1500 

ccagatggct cagcttcttc cctggctggc tcttgggctt tcttctgtgg ctctgtgttt 1560 

tccaggcatc actcattctc cgaacacctt cataacttca gccatgtcca ccacatattg 1620 

ctcagatctt atttacttaa tcagttactt tttaaatgta atatattaaa aaggaacttt 1680 
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cacatcacta 


ccataaatgg 


gaagccacta 


79 

ttacttgcca aacattgaaa 


aacaacacaa 


1740 


ataaatataa 


taaaacagta 


agttttagct 


tgccaggcg 




1779 


<210> 58 

<211> 1004 

<212> DNA 

<213> Homo sapien 










<400> 58 
ggtgggagga 


aaccgcctgg 


agccgccggg 


agtggacgcc gccgaggccc 


ggagtcgcgc 


60 


ctgcaggtgc 


agcccatcag 


ggacccacag 


cgcctgggag gatggtgcgg atcttggcca 


12 0 


atggggaaat 


cgtgcaggat 


gacgaccccc 


gagtgaggac cactacccag 


ccaccaagag 


180 


gtagcattcc 


tcgacagagc 


ttcttcaata 


ggggccatgg tgctccccca 


gggggtcctg 


240 


gcccccgcca 


gcagcaggca 


ggtgccaggc 


tgggtgctgc tcagtccccc 


ttcaatgacc 


3 00 


tcaaccggca 


gctggtgaac 


atgggctttc 


cgcagtggca tctcggcaac 


catgctgtgg 


360 


agccggtgac 


ctccatcctg 


ctcctcttcc 


tgctcatgat gcttggtgtt 


cgtggcctcc 


420 


tcctggttgg 


ccttgtctac 


ctggtgtccc 


acctgagtca gcggtgacct 


ctgagggctg 


480 


ataggggtgg 


gtttgttgag 


agggacttgc 


tgggccttgg tgtgagagca 


ggcatatttg 


540 


gaggggatct 


ggtggtgcct 


tgaaggtatg 


atcagagagg ggaccacagg 


tgtgtgtttc 


600 


ccctttgtgt 


taagcgtgag 


gcagagggag 


acgttagtcc agcatttcca aagtgtgggt 


660 


gggtccgttg 


gttcccgaga 


tacttttagg 


tggtatgggg cctgcattaa 


gtggcacaaa 


720 


atcagagcaa 


gaaagcgatg 


cccttcccaa 


ttctctcaat ccttttatgc 


cgagaagatc 


780 


tcagctggat 


gccaacatgt 


tccgatgcct 


gtggaagaca tgccgacgtc 


tcctctgcct 


840 


agggagcagg 


acttgggctt 


agggcaggtg 


gaaaaaattc cagacttttt 


tagcactgtt 


900 


tttgttttaa 


tggtatattt 


ttattggcta 


ctttattgtt taggacaagt 


ggtagtggca 


960 


ttctatttat 


tgtgaccttt 


tcaataaata 


gatttaagta aaaa 




1004 


<210> 59 

<211> 1233 

<212> DNA 

<213> Homo sapien 










<400> 59 

ggtgggagga 


aaccgcctgg 


agccgccggg 


agtggacgcc gccgaggccc ggagtcgcgc 


60 


ctgcagacac 


agcatctact 


cagcgtgggt 


cacctctgtg aacatcactg actgcaagcc 


120 


tccctcaatt 


tctggtaaat 


tttttccttc 


aagctttttg aggtcagggg gaaaatcctc 


180 


cacagatctt 


cacgagtctg 


gtcccagatc 


actaacagct aaaggttttg 


tggtggggag 


240 


aacttctgtg 


ccacttggct 


tccattagcc 


tgcccaccct gaccacacaa 


tgcaggtgca 


300 
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gcccatcagg 


gacccacagc 


gcctgggagg 


atggtgcgga 


tcttggccaa 


tggggaaatc 


360 


gtgcaggatg 


acgacccccg 


agtgaggacc 


actacccagc 


caccaagagg 


tagcattcct 


420 


cgacagagct 


tcttcaatag 


gggccatggt 


gctcccccag ggggtcctgg 


cccccgccag 


480 


cagcaggcag 


gtgccaggct 


gggtgctgct 


cagtccccct 


tcaatgacct 


caaccggcag 


540 


ctggtgaaca 


tgggctttcc 


gcagtggcat 


ctcggcaacc atgctgtgga gccggtgacc 


600 


tccatcctgc 


tcctcttcct 


gctcatgatg 


cttggtgttc 


gtggcctcct 


cctggttggc 


660 


cttgtctacc 


tggtgtccca 


cctgagtcag 


cggtgacctc 


tgagggctga 


taggggtggg 


720 


tttgttgaga 


gggacttgct 


gggccttggt 


gtgagagcag gcatatttgg aggggatctg 


780 


gtggtgcctt 


gaaggtatga 


tcagagaggg 


gaccacaggt 


gtgtgtttcc 


cctttgtgtt 


840 


aagcgtgagg 


cagagggaga 


cgttagtcca 


gcatttccaa 


agtgtgggtg ggtccgttgg 


900 


ttcccgagat 


acttttaggt 


ggtatggggc 


ctgcattaag 


tggcacaaaa 


tcagagcaag 


960 


aaagcgatgc 


ccttcccaat 


tctctcaatc 


cttttatgcc 


gagaagatct 


cagctggatg 


1020 


ccaacatgtt 


ccgatgcctg 


tggaagacat 


gccgacgtct 


cctctgccta gggagcagga 


1080 


cttgggctta 


gggcaggtgg 


aaaaaattcc 


agactttttt 


agcactgttt 


ttgttttaat 


1140 


ggtatatttt 


tattggctac 


tttattgttt 


aggacaagtg 


gtagtggcat 


tctatttatt 


1200 


gtgacctttt 


caataaatag 


atttaaotaa 


aaa 






1 O 1 "3 


<210> 60 

<211> 1112 

<212> DNA 

<213> Homo sapien 












<400> 60 
ggagtgatga 


tgagtattaa 


aaatgctggc 


cctagagcca 


tgccctgtag 


tccaacctgc 


60 


ctcaaccact 


tcctctctcc 


tctgtcctgg 


gcctgatgtg 


aggaatatag 


actggcatgt 


120 


tctgtgctct 


gagagcttgt 


gacttggttg 


ttgggattct 


tatgggtggc 


atgggggatt 


180 


gctgagaaag 


gagggtgtga 


ccctgggtgg 


ctgtaggaag 


ggcaggatgc 


agcctagaga 


240 


ggttgattcc 


tggcaggtgc 


ctcaacccaa 


tgattcattc 


atctctctct 


gtcttcacat 


300 


tccagagctt 


cttcaatagg 


ggccatggtg 


ctcccccagg gggtcctggc 


ccccgccagc 


360 


agcaggcagg 


tgccaggctg 


ggtgctgctc 


agtccccctt 


caatgacctc 


aaccggcagc 


420 


tggtgaacat 


gggctttccg 


cagtggcatc 


tcggcaacca 


tgctgtggag 


ccggtgacct 


480 


ccatcctgct 


cctcttcctg 


ctcatgatgc 


ttggtgttcg tggcctcctc ctggttggcc 


540 


ttgtctacct 


ggtgtcccac 


ctgagtcagc 


ggtgacctct 


gagggctgat 


aggggtgggt 


600 


ttgttgagag ggacttgctg 


ggccttggtg 


tgagagcagg catatttgga ggggatctgg 


660 
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tggtgccttg aaggtatgat cagagagggg accacaggtg tgtgtttccc ctttgtgtta 720 

agcgtgaggc agagggagac gttagtccag catttccaaa gtgtgggtgg gtccgttggt 780 

tcccgagata cttttaggtg gtatggggcc tgcattaagt ggcacaaaat cagagcaaga 840 

aagcgatgcc cttcccaatt ctctcaatcc ttttatgccg agaagatctc agctggatgc 900 

caacatgttc cgatgcctgt ggaagacatg ccgacgtctc ctctgcctag ggagcaggac 960 

ttgggcttag ggcaggtgga aaaaattcca gactttttta gcactgtttt tgttttaatg 102 0 

gtatattttt attggctact ttattgttta ggacaagtgg tagtggcatt ctatttattg 1080 

tgaccttttc aataaataga tttaagtaaa aa 1112 

<210> 61 

<211> 478 

<212> DNA 

<213> Homo sapien 

<400> 61 

gaaaaaagag gaaagaaaga aaaagggaga atgwtratac tataggcact ggttctctaa 60 

tgcatgctcg agcggcgcag tgtgatggat cgcccgggca ggtacccagc tgcagaactt 120 

caccctggac aggagcagtg tccttgtgga tgggtattct cccaacagaa atgagccctt 180 

aactgggaat tctgaccttc ccttctgggc tgtcatcctc atcggcttgg caggactcct 240 

gggactcatc acatgcctga tctgcggtgt cctggtgacc acccgccggc ggaagaagga 300 

aggagaatac aacgtccagc aacagtgccc aggctactac cagtcacacc tagacctgga 360 

ggatctgcaa tgactggaac ttgccggtgc ctggggtgcc tttcccccag ccagggtcca 420 

aagaagcttg gctggggcag aaataaacca tattggtcgg taaaaaaact ctgagcct 478 

<210> 62 

<211> 5650 

<212> DNA 

<213> Homo sapien 

<400> 62 

cgcgttgatc ccatcggacc tggactggac agagagcggc tatactggga gctgagccag 60 

ctgaccaaca gcatcacaga gctgggaccc tacaccctgg atagggacag tctctatgtc 120 

aatggcttca acccttggag ctctgtgcca accaccagca ctcctgggac ctccacagtg 180 

cacctggcaa cctctgggac tccatcctcc ctgcctggcc acacagcccc tgtccctctc 240 

ttgataccat tcaccctcaa ctttaccatc accaacctgc attatgaaga aaacatgcaa 300 

caccctggtt ccaggaagtt caacaccacg gagagggttc tgcagggtct gctcaagccc 360 

ttgttcaaga gcaccagcgt tggccctctg tactctggct gcaggctgac cttgctcaga 42 0 
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cctgagaaac atggggcagc cactggagtg 
actggtcctg gactggacag agagcggcta 
gttacagagc tgggccccta caccctggac 
catcggagct ctgtgccaac caccagtatt 
tctgggactc cagcctccct ccctggccac 
accctcaact tcactatcac caacctgcag 
aggaagttca acaccacgga gagagtcctg 
accagtgttg gccctctgta ctctggctgc 
ggggcagcca ccggcgtgga caeca tctgc 
ctggacagag agcagctata ctgggagctg 
ggcccctacc tcctggacag aggcagtctc 
gtgcccatca ccagcactcc tgggacctcc 
tcctccctac ctagacccat agtgcctggc 
accatcacca acttgeagta tgaggaggee 
accaeggaga gggtcctaca gggtctgetc 
cctctgtact ccagctgcag actgaccttg 
agagtggatg ccatctgtac ccaccaccct 
cagctgtact gggagctgag ccagctgacc 
ctggacaggg acagtctcta tgtcgatggt 
agcactcctg ggacctccat agtgaacctg 
gaaactacag ccaccggccc tctcctggtg 
ctacagtatg aggagaacat gggtcaccct 
gttctgeagg gtctgctcaa gcccttgttc 
ggctgeagae tgaccttget caggectgag 
atctgcaccc accgccctga ccccaaaatc 
gagctgagee agctgaccca cagcatcact 
agtctctatg tcaatggttt cacccagcgg 
actttcacag tacagcegga aacctctgag 
actggccctg tcctgctgcc attcaccctc 
gaggacatgc atcgccctgg ctccaggaag 
ctgcttatgc ccttgttcaa gaacaccagt 
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gacgccatct gcaccctccg ccttgatccc 


480 


tactgggagc 


tgagecaget 


gaccaacagc 


540 


agggacagtc 


tctatgtcaa 


tggcttcacc 


600 


cctgggacct 


ctgcagtgca 


cctggaaacc 


660 


acagcccctg 


gccctctcct 


ggtgccattc 


720 


tatgaggagg 


acatgegtea 


ccctggttcc 


780 


cagggtctgc 


tcaagccctt 


gttcaagagc 


840 


agactgacct 


tgctcaggcc 


tgaaaaacgt 


900 


actcaccgcc 


ttgaccctct 


aaaccctgga 


960 


agcaaactga 


cccgtggcat 


catcgagctg 


1020 


tatgtcaatg gtttcaccca 


teggaacttt 


1080 


acagtacacc 


taggaacctc 


tgaaactcca 


1140 


cctctcctgg 


tgccattcac 


cctcaacttc 


1200 


atgcgacacc 


ctggctccag gaagttcaat 


1260 


aggeccttgt 


tcaagaatac 


cagtategge 


1320 


ctcaggccag 


agaaggacaa 


ggcagccacc 


1380 


gaccctcaaa gccctggact 


gaacagagag 


1440 


cacggcatca 


ctgagctggg 


cccctacacc 


1500 


ttcactcatt 


ggagccccat 


accaaccacc 


1560 


ggaacctctg ggatcccacc 


ttccctccct 


1620 


ccattcacac 


tcaacttcac 


catcactaac 


1680 


ggctccagga 


agttcaacat 


caeggagagt 


1740 


aagagcacca 


gtgttggccc 


tctgtattct 


1800 


aaggaeggag 


tagccaccag 


agtggacgcc 


1860 


cctgggctag 


acagacagca 


gctatactgg 


1920 


gagctgggac 


cctacaccct 


ggatagggac 


1980 


agctctgtgc 


ccaccaccag 


cactcctggg 


2040 


actccatcat 


ccctccctgg 


ccccacagcc 


2100 


aattttacca 


tcattaacct 


gcagtatgag 


2160 


ttcaacacca 


eggagagggt 


ccttcagggt 


2220 


gtcagctctc 


tgtactctgg 


ttgcagactg 


2280 
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accttgctca 


ggcctgagaa ggatggggca 


gccaccagag 


tggatgctgt 


ctgcacccat 


2340 


cgtcctgacc 


ccaaaagccc tggactggac 


agagagcggc 


tgtactggaa 


gctgagccag 


2400 


ctgacccacg 


gcatcactga gctgggcccc 


tacaccctgg 


acaggcacag 


tctctatgtc 


2460 


aatggtttca cccatcagag ctctatgacg 


accaccagaa 


ctcctgatac 


ctccacaatg 


2520 


cacctggcaa 


cctcgagaac tccagcctcc 


ctgtctggac 


ctacgaccgc 


cagccctctc 


2580 


ctggtgctat 


tcacaattaa cttcaccatc 


actaacctgc 


ggtatgagga 


gaacatgcat 


2640 


caccctggct 


ctagaaagtt taacaccacg 


gagagagtcc 


ttcagggtct 


gctcaggcct 


2700 


gtgttcaaga acaccagtgt tggccctctg 


tactctggct 


gcagactgac 


cttgctcagg 


2760 


cccaagaagg 


atggggcagc caccaaagtg 


gatgccatct 


gcacctaccg 


ccctgatccc 


2820 


aaaagccctg 


gactggacag agagcagcta 


tactgggagc 


tgagccagct 


aacccacagc 


2880 


atcactgagc 


tgggccccta caccctggac 


agggacagtc 


tctatgtcaa 


tggtttcaca 


2940 


cagcggagct 


ctgtgcccac cactagcatt 


cctgggaccc 


ccacagtgga 


cctgggaaca 


3000 


tctgggactc 


cagtttctaa acctggtccc 


tcggctgcca gccctctcct 


ggtgctattc 


3060 


actctcaact 


tcaccatcac caacctgcgg 


tatgaggaga 


acatgcagca 


ccctggctcc 


3120 


aggaagttca 


acaccacgga gagggtcctt 


cagggcctgc 


tcaggtccct 


gttcaagagc 


3180 


accagtgttg gccctctgta ctctggctgc 


agactgactt 


tgctcaggcc 


tgaaaaggat 


3240 


gggacagcca 


ctggagtgga tgccatctgc 


acccaccacc 


ctgaccccaa 


aagccctagg 


3300 


ctggacagag 


agcagctgta ttgggagctg 


agccagctga 


cccacaatat 


cactgagctg 


3360 


ggcccctatg 


ccctggacaa cgacagcctc 


tttgtcaatg 


gtttcactca 


tcggagctct 


3420 


gtgtccacca 


ccagcactcc tgggaccccc 


acagtgtatc 


tgggagcatc 


taagactcca 


3480 


gcctcgatat 


ttggcccttc agctgccagc 


catctcctga 


tactattcac 


cctcaacttc 


3540 


accatcacta 


acctgcggta tgaggagaac 


atgtggcctg gctccaggaa gttcaacact 


3600 


acagagaggg 


tccttcaggg cctgctaagg 


cccttgttca 


agaacaccag 


tgttggccct 


3660 


ctgtactctg gctgcaggct gaccttgctc 


aggccagaga 


aagatgggga 


agccaccgga 


3720 


gtggatgcca 


tctgcaccca ccgccctgac 


cccacaggcc 


ctgggctgga 


cagagagcag 


3780 


ctgtatttgg 


agctgagcca gctgacccac 


agcatcactg agctgggccc 


ctacacactg 


3840 


gacagggaca 


gtctctatgt caatggtttc 


acccatcgga 


gctctgtacc 


caccaccagc 


3900 


accggggtgg 


tcagcgagga gccattcaca 


ctgaacttca 


ccatcaacaa 


cctgcgctac 


3960 


atggcggaca 


tgggccaacc cggctccctc 


aagttcaaca 


tcacagacaa 


cgtcatgaag 


4020 


cacctgctca 


gtcctttgtt ccagaggagc 


agcctgggtg cacggtacac 


aggctgcagg 


4080 
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otcatcacac 


taaaatctafc craacraacaat 


gctgagacac 


gggtggacct 


cctctgcacc 


4140 


t~ a c o t" creacrc 


rcctcaacaa cccacrcrt"r , t"cr 


cctatcaagc aggtgttcca 


t cracr c t era etc 


4200 


racrraofacrc 


at-aerr , ateac c cacrc t~ 0000 


ccctactctc 


tggacaaaga 


cagcctctac 


4260 


4- a = f ercrt" t~ 
L* L> cLcxu.y y *— u. 


araafoaacc tCTcrt coacra t~ 


gagcctccta 


caactcccaa 


Qccacrccacc 


4320 


acattcctgc 


ctcctctgtc agaagccaca 


acagccatgg 


ggtaccacct 


gaagacccfcc 


4380 


acactcaact 


tcaccatctc caatctccag 


tattcaccag 


atatgggcaa 


QQcrct cacrc t 


4440 


acattcaact 


ccaccgaggg ggtccttcag 


cacctgctca 


gacccttgtt 


ccaaaaaaac 


4500 


agcatgggcc 


ccttctactt gggttgccaa 


ctgatctccc 


tcaggcctga 


cr a. a aaa t cracr 


4560 


gcagccactg gtgtggacac cacctgcacc 


taccaccctg 


accctgtggg 


cccccrcracta 


4620 


gacatacagc 


agctttactg ggagctgagt 


cagctgaccc 


atggtgtcac 


ccaactgggc 


4680 


ttctatgtcc 


tggacaggga tagcctcttc 


atcaatggtc 


accacactct 


acaaaggcag 


4740 


tcaactacat 


gacacattcc gcttctgcct 


ggtcaccaac 


ttgacgatgg 


act ccatatt 


4800 


ggtcactgtc 


aaggcattgt tctcctccaa 


tttggacccc agcctggtgg 


agcaagtct t 


4860 


tctagataag accctgaatg cctcattcca 


ttggctgggc 


tccacctacc 


aafctaafcaaa 


4920 


catccatgtg 


acagaaatgg agtcatcagt 


ttatcaacca 


acaagcagct 


ccacrcaccca 


4980 


gcacttctac 


ctgaatttca ccatcaccaa 


cctaccatat 


tcccaggaca 


aaacccaacc 


5040 


aggcaccacc 


aattaccaga ggaacaaaag 


gaatattgag gatgcgctca 


accaactcht 


5100 


ccgaaacagc 


agcatcaaga gttatttttc 


tgactgtcaa 


gtttcaacat 


tcacratctcrt 


5160 


ccccaacagg 


caccacaccg gggtggactc 


cctgtgtaac 


ttctcgccac 


t era c t ccrcracr 


5220 


agtagacaga gttgccatct atgaggaatt 


tctgcggatg acccgccggg 


caaafcaccca 


5280 


gctgcagaac 


ttcaccctgg acaggagcag 


tgtccttgtg gatgggtatt 


ctcccaacag 


5340 


aaatgagccc 


ttaactggga attctgacct 


tcccttctgg gctgtcatcc 


teat ccrcrefcfc 

w ^» t-A I,* ^ ^ t— 


5400 


ggcaggactc 


ctgggactca tcacatgcct 


gatctgcggt 


gtcctggtga 


ccacccgccg 


5460 


gcggaagaag 


gaaggagaat acaacgtcca 


gcaacagtgc 


ccaggctact 


accagtcaca 


5520 


cctagacctg gaggatctgc aatgactgga 


acttgccggt 


gcctggggtg 


cctttccccc 


5580 


agccagggtc 


caaagaagct tggctggggc 


agaaataaac 


catattggtc 


ggtaaaaaaa 


5640 


ctctgagcct 










5650 



<210> 63 

<211> 443 

<212> DNA 

<213> Homo sapien 



<400> 63 
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gaaaaaagag gaaagaaaga aaaagggaga 

tgcatgctcg agcggcgcag tgtgatggat 

attctdccaa cagaaatgag cccttaactg 

tcctcatcgg cttggcagga ctcctgggac 

tgaccacccg ccggcggaag aaggaaggag 

actaccagtc acacctagac ctggaggatc 

gtgcctttcc cccagccagg gtccaaagaa 

gtcggtaaaa aaactctgag cct 

<210> 64 

<211> 359 

<212> DNA 

<213> Homo sapien 

<400> 64 

catgcaccct ccaggtattt ctttcatttc 
taactgggaa ttctgacctt cccttctggg 
tgggactcat cacatgcctg atctgcggtg 
aaggagaata caacgtccag caacagtgcc 
aggatctgca atgactggaa cttgccggtg 
aaagaagctt ggctggggca gaaataaacc 

<210> 65 

<211> 954 

<212> DNA 

<213> Homo sapien 

<400> 65 

gcggcggcac agctcccgca gctcctgctc 
ctctcccaca ccactggcac caggccccgg 
tcatcacacg ctgtggatgg gactggccct 
accggaggcc caggtctccg tgcagcccaa 
gttcagcgcg ggcctcgcct ccaactcgag 
catgtgcaag tctgtggtgg cccctgccac 
cctcaggaaa aaccagtgtg agacccgaac 
ctcctacagc taccggagtc cccgtgagtg 
gggggcgaca cttgccggga cgactctggg 
gggaggtgac tggggcagca cctactccgt 
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atgwtratac tataggcact ggttctctaa 60 
cgccgggcag gtgtgtcctt gtggatgggt 12 0 
ggaattctga ccttcccttc tgggctgtca 180 
tcatcacatg cctgatctgc ggtgtcctgg 24 0 
aatacaacgt ccagcaacag tgcccaggct 300 
tgcaatgact ggaacttgcc ggtgcctggg 360 
gcttggctgg ggcagaaata aaccatattg 420 

443 



tagggtattc tcccaacaga aatgagccct 60 

ctgtcatcct catcggcttg gcaggactcc 120 

tcctggtgac cacccgccgg cggaagaagg 180 

caggctacta ccagtcacac ctagacctgg 240 

cctggggtgc ctttccccca gccagggtcc 300 

atattggtcg gtaaaaaaac tctgagcct 359 



tggtccgcct cggcccggac acctccctcg 60 

acacccgctc tgctgcagga gaatggctac 120 

gctgggggtg ctgggcgacc tgcaggcagc 180 

cttccagcag gacaagttcc tggggcgctg 240 

ctggctccgg gagaagaagg cggcgttgtc 3 00 

ggatggtggc ctcaacctga cctccacctt 360 

catgctgctg cagcccgcgg ggtccctcgg 420 

gggcctccac cggccccctg ggcccagcct 48 0 

ccagccccct gccgcggaga tccatggggt 540 

gtcagtggtg gagaccgact acgaccagta 600 
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cgcgctgctg tacagccagg gcagcaaggg 
ctacagccga acccagaccc ccagggctga 
ggcccagggc ttcacagagg ataccattgt 
ggaacaatag gactccccag ggctgaagct 
ctctggatgt ctctgctctg ttccttcccc 
cccctgccca ctcgggcttc atcctgcaca 

<210> 66 

<211> 1519 

<212> DNA 

<213> Homo sapien 

<400> 66 

gcggcggcac agctcccgca gctcctgctc 
ctctcccaca ccactggcac caggccccgg 
tcatcacacg ctgtggatgg gactggccct 
accggaggcc caggtctccg tgcagcccaa 
tgcgtcatcc ccaagggcta caggaccctg 
tccccctggg aggagtgagc gaagtcccgc 
cgggcgcgca ggaaggaggc tgggtagccg 
ctgggcaccg cgtcccgtct cccctgatgg 
cacgccagcc agacacgtcc acccctgtgg 
acgttccaca cctgggtgcc aggacacggg 
tccgtgcgcg gtgggggttg ggagggacgc 
ctcgcccggg agctgctcgg ggaagcgccg 
cctggcgtcg aggagaaccc cagcggtccg 
ccgccaggaa tgcgacgtcc tctgccgccc 
cagaatcggg accgggggcg gaggggccga 
tggggcgctg gttcagcgcg ggcctcgcct 
cggcgttgtc catgtgcaag tctgtggtgg 
cctccacctt cctcaggaaa aaccagtgtg 
ggtccctcgg ctcctacagc taccggagtc 
tggtggagac cgactacgac cagtacgcgc 
gcgaggactt ccgcatggcc accctctaca 
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ccctggcgag gacttccgca tggccaccct 660 

gttaaaggag aaattcaccg ccttctgcaa 720 

cttcctgccc caaaccgata agtgcatgac 780 

gggatcccgg ccagccaggt gacccccacg 840 

gagcccctgc cccggctccc cgccaaagca 900 

ataaactccg gaagcaagtc agta 954 



tggtccgcct cggcccggac acctccctcg 60 

acacccgctc tgctgcagga gaatggctac 12 0 

gctgggggtg ctgggcgacc tgcaggcagc 180 

cttccagcag gacaaggtga ggggctttcc 240 

tcaggggaag ggcactttcc ggctgggtct 300 

agtgccgggc agtgccggcc agggactgag 360 

cccgaggagg ctgcccgcga gaagccctcc 420 

gccacgcaga caccgggcca cacacgcgcc 480 

gcacgcgacc cccagaggac acacgagcgc 54 0 

cgggtggggc acagggatgg cgacaaacac 600 

gcaccgcaca gacagccggc gacgcgcgct 660 

gagcgcgggt ccccgcgccg cgcgcccctc 720 

cagagctgag ccgaagaccc gccccgatcc 780 

gctgtatggg ccaggcgctc agccagggca 840 

agctggctgg tgggcggcgt gcgaggttcc 900 

ccaactcgag ctggctccgg gagaagaagg 960 

cccctgccac ggatggtggc ctcaacctga 1020 

agacccgaac catgctgctg cagcccgcgg 1080 

cccactgggg cagcacctac tccgtgtcag 114 0 

tgctgtacag ccagggcagc aagggccctg 1200 

gccgaaccca gacccccagg gctgagttaa 1260 
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aggagaaatt 


caccgccttc 


tgcaaggccc 


agggcttcac 


agaggatacc 


attgtcttcc 


1320 


tgccccaaac 


cgataagtgc 


atgacggaac 


aataggactc 


cccagggctg 


aagctgggat 


1380 


cccggccagc 


caggtgaccc 


ccacgctctg 


gatgtctctg 


ctctgttcct 


tccccgagcc 


1440 


cctgccccgg 


ctccccgcca 


aagcacccct 


gcccactcgg 


gcttcatcct 


gcacaataaa 


1500 


ctccggaagc 


aagtcagta 










1519 


<210> 67 

<211> 2459 

<212> DNA 

<213> Homo sapien 












<400> 67 
gcggcggcac 


agctcccgca 


gctcctgctc 


tggtccgcct 


cggcccggac 


acctccctcg 


60 


ctctcccaca 


ccactggcac 


caggccccgg 


acacccgctc 


tgctgcagga 


gaatggctac 


120 


tcatcacacg 


ctgtggatgg 


gactggccct 


gctgggggtg 


ctgggcgacc 


tgcaggcagc 


180 


accggaggcc 


caggtctccg 


tgcagcccaa 


cttccagcag 


gacaaggtga 


ggggctttcc 


240 


tgcgtcatcc 


ccaagggcta 


caggaccctg 


tcaggggaag 


ggcactttcc 


ggctgggtct 


300 


tccccctggg 


aggagtgagc 


gaagtcccgc 


agtgccgggc 


agtgccggcc 


agggactgag 


360 


cgggcgcgca 


ggaaggaggc 


tgggtagccg 


cccgaggagg 


ctgcccgcga 


gaagccctcc 


420 


ctgggcaccg 


cgtcccgtct 


cccctgatgg 


gccacgcaga 


caccgggcca 


cacacgcgcc 


480 


cacgccagcc 


agacacgtcc 


acccctgtgg 


gcacgcgacc 


cccagaggac 


acacgagcgc 


540 


acgttccaca 


cctgggtgcc 


aggacacggg 


cgggtggggc 


acagggatgg 


cgacaaacac 


600 


tccgtgcgcg 


gtgggggttg 


ggagggacgc 


gcaccgcaca 


gacagccggc 


gacgcgcgct 


660 


ctcgcccggg 


agctgctcgg 


ggaagcgccg 


gagcgcgggt 


ccccgcgccg 


cgcgcccctc 


720 


cctggcgtcg 


aggagaaccc 


cagcggtccg 


cagagctgag 


ccgaagaccc 


gccccgatcc 


780 


ccgccaggaa 


tgcgacgtcc 


tctgccgccc 


gctgtatggg 


ccaggcgctc 


agccagggca 


840 


cagaatcggg 


accgggggcg 


gaggggccga 


agctggctgg 


tgggcggcgt 


gcgagggtga 


900 


gggactgtcc 


tcgggagggg 


cgtggccaga 


cgggggtgct 


gggtgtcagg 


ggcgtggcca 


960 


gctcctgggg 


cggagatgtg 


aggggcgggg 


tcatctcctg 


gggcggggat 


tgaggggcgg 


1020 


gggtcagttc 


ctggggcggg 


gcgtgagggg 


cgtggctgct 


cgggggattg 


ggcgtggggg 


1080 


cggggccggg 


ttggagaccg 


gaggagtaga 


cggcagaggc 


gcccccgcag 


gtaggcgcag 


1140 


gtgggtccgg 


agggtcctgg 


ccgacgcggg 


tgggggtcgc 


tcgccgcagt 


ttcctggggc 


1200 


gctggttcag 


cgcgggcctc 


gcctccaact 


cgagctggct 


ccgggagaag 


aaggcggcgt 


1260 


tgtccatgtg 


caagtctgtg 


gtggcccctg 


ccacggatgg 


tggcctcaac 


ctgacctcca 


1320 
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ccttcctcag 


gaaaaaccag 


tgtgagaccc 


gaaccatgct 


gctgcagccc 


gcggggtccc 


1380 


tcggctccta 


cagctaccgg 


agtccccgtg 


agtggggcct 


ccaccggccc 


cctgggccca 


1440 


gcctgggggc 


gacacttgcc 


gggacgactc 


tgggccagcc 


ccctgccgcg 


gagatccatg 


1500 


gggtgggagg 


tgatggctgc 


cccaccagcg 


tcagaggcaa 


aggccaggcc 


tgggcgtgac 


1560 


tacccatgca 


caagtgttag 


ggacagagag 


acccttcctc 


cagggggttg 


gatcctctct 


1620 


ggagcccacc 


attgtcttgt 


caggcccctt 


ccctgccctc 


tggagttttc 


cccacataag 


1680 


cagcccccca 


aggcccctcc 


atatgcctcc 


tcccaattct 


cctccccagg 


acccaggggt 


1740 


ttcctcactc 


ccacctgggg 


aatggctccc 


acggggaaac 


ctcttcactt 


ccggttctgg 


1800 


cagcgacttc 


tgcggctgca 


ccaggaatcc 


tggttttctg 


agcctggctc 


ccccagattc 


1860 


tggtttgggg 


acagggttca 


caggctgtgc 


aggcgagagc 


agggcactgg 


ctggagagca 


1920 


gccgggtggg 


ggagcatccc 


gggccagccg 


aggggctgag 


tgcccccaaa 


gcccacaggt 


1980 


gcaccccttc 


cctgaagcag 


aggtgaggtt 


tggggggctg 


agtccccgac 


agggttgtct 


2040 


cttgggttcc 


cagactgggg 


cagcacctac 


tccgtgtcag 


tggtggagac 


cgactacgac 


2100 


cagtacgcgc 


tgctgtacag 


ccagggcagc 


aagggccctg 


gcgaggactt 


ccgcatggcc 


2160 


accctctaca 


gccgaaccca 


gacccccagg 


gctgagttaa 


aggagaaatt 


caccgccttc 


2220 


tgcaaggccc 


agggcttcac 


agaggatacc 


attgtcttcc 


tgccccaaac 


cgataagtgc 


2280 


atgacggaac 


aataggactc 


cccagggctg 


aagctgggat 


cccggccagc 


caggtgaccc 


2340 


ccacgctctg 


gatgtctctg 


ctctgttcct 


tccccgagcc 


cctgccccgg 


ctccccgcca 


2400 


aagcacccct 


gcccactcgg 


acttcatcct 


acacaataaa 


r»t" c cciciz* a err* 


a a crt" cpicit" a 


2459 


<210> 68 

<211> 575 

<212> DNA 

<213> Homo sapien 












<400> 68 
caatggcagc 


cggcccaatg 


gcagccgtag 


ccgtgcgggc 


cgcacgcgtt 


agtcgccctg 


60 


gccggcctcg 


tcacagggat 


acccacccac 


catcccaggg 


tctacaacat 


ccacagccgg 


120 


accgtcaccc 


gctatcctgc 


caactctatc 


gtggtcgtag 


gaggctgtcc 


tgtctgeagg 


180 


gttggggtgc 


tggaggactg 


cttcaccttc 


ctgggcatct 


tcctggccat 


catcctcttc 


240 


cgcattgggc 


cggctgccat 


tgggcaatgg 


cagccgccca 


atggcagccg 


aacccagacc 


300 


cccagggctg agttaaagga 


gaaattcacc 


gccttctgca 


aggeccaggg 


cttcacagag 


360 


gataccattg 


tcttcctgcc 


ccaaaccgat 


aagtgcatga 


eggaacaata 


ggactcccca 


420 


gggctgaagc 


tgggatcccg 


gccagccagg 


tgacccccac 


gctctggatg 


tctctgctct 


480 



WO 2004/053079 



PCT7US2003/038855 



89 



gttccttccc 


cgagcccctg 


ccccggctcc 


ccgccaaagc 


acccctgccc 


actcgggctt 


540 


catcctgcac 


aataaactcc 


Qcraacrcaaat 


cagfca 






575 


<210> 69 

<211> 638 

<212> DNA 

<213> Homo sapien 












<400> 69 
ccgccctgct 


cgaggcctgg 


gccagggaca 


gaggggtgag 


tgttcaagtc 


agaacctccc 


60 




r* c+ 4- f* e** a 4~ nr fr 


gagccccctc 


catgggggac 


atggagacca 


ggcgcccact 


120 


ctgtgccagg 


ccccagcagc 


tcccaggatg 


tggggcttca gcctggtggg gggcataggg 


180 


tagagggtgc 


ccatggggga 


tacaggggaa 


ccaaccatac 


tgggctcagg 


cacagcctcc 


240 


taggggtgga 


cagcctgctc 


ttggcagagg 


tggagaaaga 


ccctctcttt 


gtttccagtg 


300 


cccagggaga 


ggtgggaggt 


gatgggggat 


ctgtgcagtt 


tgggggctca gtcaagacga 


360 


gctctgcgtt 


acgggaggaa 


caggaagccc 


agtgggaaaa 


ttggcctaag 


tctggggttc 


420 


tgacgacagc 


ccctggcttc 


tttcttggca 


gataagtgca 


tgacggaaca 


ataggactcc 


480 


ccagggctga 


agctgggatc 


ccggccagcc 


aggtgacccc 


cacgctctgg 


atgtctctgc 


540 


tctgttcctt 


ccccgagccc 


ctgccccggc 


tccccgccaa 


agcacccctg 


cccactcggg 


600 


cttcatcctg 


cacaataaac 




agtcagta 






638 


<210> 70 

<211> 951 

<212> DNA 

<213> Homo sapien 












<400> 70 
gcggcggcac 


agctcccgca 


gctcctgctc 


tggtccgcct 


cggcccggac 


acctccctcg 


60 


ctctcccaca 


ccactggcac 


caggccccgg 


acacccgctc 


tgctgcagga gaatggctac 


120 


tcatcacacg 


ctgtggatgg 


gactggccct 


gctgggggtg 


ctgggcgacc 


tgcaggcagc 


180 


accggaggcc 


caggtctccg 


tgcagcccaa 


cttccagcag gacaagttcc 


tggggcgctg 


240 


gttcagcgcg ggcctcgcct 


ccaactcgag 


ctggctccgg gagaagaagg 


cggcgttgtc 


300 


catgtgcaag 


tctgtggtgg 


cccctgccac 


ggatggtggc 


ctcaacctga 


cctccacctt 


360 


cctcaggaaa 


aaccagtgtg 


agacccgaac 


catgctgctg 


cagcccgcgg 


ggtccctcgg 


420 


ctcctacagc 


taccggagtc 


cccgtgagtg 


gggcctccac 


cggccccctg ggcccagcct 


480 


gggggcgaca 


cttgccggga 


cgactctggg 


ccagccccct 


gccgcggaga 


tccatggggt 


540 


gggagactgg 


ggcagcacct 


actccgtgtc 


agtggtggag accgactacg 


accagtacgc 


600 
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gctgctgtac 


agccagggca 


gcaagggccc 


tggcgaggac 


ttccgcatgg 


ccaccctcta 


660 


cagccgaacc 


cagaccccca gggctgagtt 


aaaggagaaa 


ttcaccgcct 


tctgcaaggc 


720 


ccagggct tc 


acagaggata 


ccattgtctt 


M ^ Lm j-m f-m 2 a 

CCCyCCCCaa 


accyacaayc 


gcatgacgga 


HQ A 

/oO 


acaataggac 


tccccagggc 


tgaagctggg 


atcccggcca 


gccaggtgac 


ccccacgctc 


840 


tggatgtctc 


tgctctgttc 


cttccccgag 


cccctgcccc 


ggctccccgc 


caaagcaccc 


900 


ctgcccactc 


gggcttcatc 


ctgcacaata 


aactccggaa 


gcaagtcagt 


a 


951 


<210> 71 

<211> 2458 

<212> DNA 

<213> Homo sapien 












<400> 71 
gcggcggcac 


agctcccgca 


gctcctgctc 


tggtccgcct 


cggcccggac 


acctccctcg 


60 


ctctcccaca 


ccactggcac 


caggccccgg 


acacccgctc 


tgctgcagga 


gaatggctac 


120 


tcatcacacg 


ctgtggatgg 


gactggccct 


gctgggggtg 


ctgggcgacc 


tgcaggcagc 


180 


accggaggcc 


caggtctccg 


tgcagcccaa 


cttccagcag 


gacaaggtga 


ggggctttcc 


240 


tgcgtcatcc 


ccaagggcta 


caggaccctg 


tcaggggaag 


ggcactttcc 


ggctgggtct 


300 


tccccctggg 


aggagtgagc 


gaagtcccgc 


agtgccgggc 


agtgccggcc 


agggactgag 


360 


cgggcgcgca 


ggaaggaggc 


tgggtagccg 


cccgaggagg 


ctgcccgcga 


gaagccctcc 


420 


ctgggcaccg 


cy tcccg cct 


cccctgatgg 


gccacgcaga 


caccgggcca 


cacacgcgcc 


480 


cacgccagcc 


agacacgtcc 


acccctgtgg 


gcacgcgacc 


cccagaggac 


acacgagcgc 


540 


acgttccaca 


cctgggtgcc 


aggacacggg 


cgggtggggc 


acagggatgg 


cgacaaacac 


600 


tccgtgcgcg 


gtgggggttg 


ggagggacgc 


gcaccgcaca 


gacagccggc 


gacgcgcgct 


660 


ctcgcccggg 


agctgctcgg 


ggaagcgccg 


gagcgcgggt 


ccccgcgccg 


cgcgcccctc 


720 


cctggcgtcg 


aggagaaccc 


cagcggtccg 


cagagctgag 


ccgaagaccc 


gccccgatcc 


780 


ccgccaggaa 


tgcgacgtcc 


tctgccgccc 


gctgtatggg 


ccaggcgctc 


agccagggca 


840 


cagaatcggg 


accgggggcg 


y dy y y y i^L»y a. 


agctggctgg 


tgggcggcgt 


gcgagggtga 


900 


gggactgtcc 


tcgggagggg 


cgtggccaga 


cgggggtgct 


gggtgtcagg 


ggcgtggcca 


960 


gctcctgggg 


cggagatgtg 


aggggcgggg 


tcatctcctg 


gggcggggat 


tgaggggcgg 


1020 


gggtcagttc 


ctggggcggg 


gcgtgagggg 


cgtggctgct 


cgggggattg 


ggcgtggggg 


1080 


cggggccggg 


ttggagaccg 


gaggagtaga 


cggcagaggc 


gcccccgcag 


gtaggcgcag 


1140 


gtgggtccgg 


agggtcctgg 


ccgacgcggg 


tgggggtcgc 


tcgccgcagt 


tcctggggcg 


1200 


ctggttcagc 


gcgggcctcg 


cctccaactc 


gagctggctc 


cgggagaaga 


aggcggcgtt 


1260 
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gtccatgtgc 


aacrt c tatcra 


tcrcrccccfccrc 


cttcctcagg 


aaaaaccagt 


crfccracraccca 


caactcchac 


acrcfcacccrcra 


cr fc c c c ecr t* era 


c c t aa crcrci c a 


acact tgccg 


acr a c cr a e fc g fc 


rrrri" rrcrcra rrnfc 
yy tyyyagy u 


era fc era c fc ere c 


v»i»ci^i»«ci^ ^y ^ 


acecatacac 


aacrfccrfcfcaera 




gagcccaccs 


fcfcgtctfcgfcc 


aaaccccttc 


agccccccaa 


ggccccfccca 


tatgcctcct 


tcctcactcc 


ca cct crcr cr era 


ataactccca 


acr c era c t fc c fc 


crccrcrcfccrcac 


eaoaa at ccfc 


oat t taacraa 
yy u u **yyyy a 


cagggfcfccac 


acactataca 


cccrcrcrtcraacf 


cracr c a fc c c ccr 






efcoaaacaaa 


ererfc oa aerfc fc fc 
yy ^y^yy uui* 


t fc cf crcr 1 1 c c c 

^— »— y ^ ^ l~ ^ W ^M* 


acrac fccrcrcrcrc 
°3°»' *-y y y y 


aacacctach 


aafc accrccrcfc 


crcfccrfcacacrc 
y **y ^Oi^ w 


^* a yyy" a y^ a 


ccctctacag 


ccgaacccag 


acccccaggg 


gcaaggccca 


gggcttcaca 


gaggatacca 


tgaeggaaca 


ataggactcc 


ccagggctga 


cacgctctgg 


atgtctctgc 


tctgttcctt 


agcacccctg 


cccactcggg 


cttcatcctg 



<210> 72 

<211> 5495 

<212> DNA 

<213> Homo sapien 

<400> 72 

cgggtgggga aggcaggagg cggcgatccc 
cagaaagtgc cacgactcca cacgcgcgca 
agaeggggeg ggeggegtea gggtegcage 
eggaggcttg gccggctcct ctctcccggc 
gccctctcgc tttccctctc gcgtctctgg 
gatatttacg acactcaaac cttgggggtt 
gecattggea tcttcctggt gtcgactttc 
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cacggatggt 


ggcctcaacc 


tgacctccac 


1320 


aaccatgetg 


ctgcagcccg 


cggggtccct 


1380 


gtggggcctc 


caccggcccc 


ctgggcccag 


1440 


gggccagccc 


cctgccgcgg 


agatccatgg 


1500 


cagaggcaaa 


ggccaggcct 


gggcgtgact 


1560 


cccttcctcc 


agggggttgg 


atcctctctg 


1620 


cctgccctct 


ggagttttcc 


ccacataagc 


1680 


cccaattctc 


ctccccagga 


cccaggggtfc 


1740 


eggggaaace 


tcttcacttc 


cggttctggc 


1800 


ggttttctga 


gcctggctcc 


cccagattct 


1860 


ggegagagea 


gggcactggc 


tggagagcag 


1920 


ggggctgagt 


gcccccaaag 


cccacaggtg 


1980 


ggggggctga 


gtccccgaca 


gggttgtctc 


2040 


ccgtgtcagt 


ggtggagacc 


gactacgacc 


2100 


agggecctgg 


cgaggacttc 


cgcatggcca 


2160 


ctgagttaaa 


ggagaaattc 


accgccttct 


2220 


ttgtcttcct 


gccccaaacc 


gataagtgea 


2280 


agctgggafcc 


ccggccagcc 


aggtgacccc 


2340 


ccccgagccc 


ctgccccggc 


tccccgccaa 


2400 


cacaataaac 


teeggaagea 


agtcagta 


2458 


ggcggagggg 


gccgttcgcc 


agctctgagg 


60 


cgcagccagc 


gageggcegg 


ageggaegge 


12 0 


gtctacagct 


geteggggge 


ggtttcttgg 


180 


tccgcggcgg 


ctgegaagge 


ggcggctcct 


240 


ctgcaggtga 


aaggaaagca 


agecaggatg 


300 


gtggtctttg 


gaggattcat 


ggttgtttct 


360 


tccatgaagg 


aaaegtcata 


tgaagaagee 


420 
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ay Cyt.cia.yy a 


yacggcgaaa 


actcaccacc agaaagtcga gaagaaaaag 


480 




uay uyy ayaa 


ff a a a ^r#"t a a a 

y ctaaygaaag 


accaagaaaa 


aggaagagaa 


acctaatggg 


540 






aycCCCCaaL 


gtgactgtcc 


tccttcgaga accagtgegg 


600 


gctcctgcty 


tggctgtggc 


tccaacccca 


gtgcagcccc 


ecattategt 


tgctcctgtc 


660 


gccaCayttc 


cagccatgcc 


ccaggagaag 


ctggcctcct 


cccccaagga 


caaaaagaag 


720 


aaCfgayaaaa 


aagtggcaaa 


agtggaacca 


gctgtcagct 


ctgtagtgaa 


ttccatccag 


780 




egaaggctge 


catcttggaa 


actgctccca 


aggaggtgee gatggtggtg 


840 


ytyCCCCCay 


tgggtgccaa gggcaacaca 


ccagccactg gcactactca gggcaaaaag 


900 


gcggagggga 


ctcagaatca 


aagcaaaaag 


gctgaaggag 


ccccaaacca 


gggcagaaag 


960 


y Gay ayyy cicl 


ccccaaacca 


gggcaaaaag 


acagagggaa 


ccccaaacca 


agggaaaaag 


1020 


yLayayyyaa 


ccccaaacca 


aggcaaaaag 


gcagaaggaa 


ccccaaacca 


aggcaaaaag 


1080 


gcggaggggg 


cccagaacca 


gggtaaaaag gtagatacaa 


ccccaaacca 


ggggaaaaag 




gcggaggggg 


ccccaaccca 


gggcagaaag 


gccgaggggg 


ctcagaacca 


ggccaaaaag 


1200 


gtagaagggg 


cccagaacca 


gggcaaaaag 


gcagaggggg 


cccagaatca 


gggcaaaaag 


1260 


ggagaggggg 


cccagaacca 


gggcaagaag 


gctgaggggg 


cccagaacca 


gggcaagaag 


1320 


gccgaggggg 


ctcagaacca 


gggcaaaaag 


gecgagggag 


cccagaacca 


gggccaaaaa 


i-spn 
io ou 


ggagagggag 


cccagaatca 


gggtaaaaag 


acagaagggg 


ctcagggcaa 


aaaggcagaa 


1 4 4. fi 

J- *I *± \J 


aggagtccca 


accaaggcaa 


aaaaggagag 


ggagctccca 


tccagggcaa 


aaaggcagat 




tcggt tgcta 


atcagggcac 


aaaggtagag 


ggtattacaa 


accaggggaa 


aaaagcagaa 


X o o u 


gggcccccca 


gtgaaggcaa 


aaaggcagaa 


gggtccccca 


accaaggcaa 


aaaggcagac 




gcayCLyCCa 


atcagggtaa 


aaagacagag 


tcagcttctg 


tccagggcag aaatacagat 


1680 


gcggcccaga 


gcccagaggc 


accaaagcaa 


gaggctcctg 


ccaagaagaa 


gtctggttca 


1740 


aagaaaaaag 


gtgagcctgg 


gcccccagat 


gccgacggcc 


ctctctacct 


cccctacaag 


1800 


acgcuggtcc 


ccacggttgg gagcatggtg 


ttcaacgagg 


gcgaggccca gcggctcatc 


1860 


gagaccccgu 


ctgagaaggc 


tggcatcatt 


caggacacct 


ggcacaaggc 


cactcagaag 


1920 


ggcgaccctg 


tggegattet 


gaaacgccag 


ctggaagaga 


aggaaaaact 


gctggccaca 


1980 


gaacaggaag 


atgcggctgt 


cgccaagagc 


aaactgaggg 


agctcaacaa 


ggagatggca 


2040 


gcagaaaagg 


ccaaagcagc 


ageeggggag gccaaagtga 


aaaagcagct 


ggtggcccgg 


2100 


gagcaggaga 


teaeggctgt gcaggcacgc atgeaggeca getaceggga gcacgtgaag 


2160 


gaggtgcagc 


agetgeaggg 


caagatcegg 


actcttcagg 


agcagctgga 


gaatggcccc 


2220 


aacacgcagc 


tggcccgcct 


gcagcaggag 


aactccatcc 


tgcgggatgc 


cttgaaccag 


2280 
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gccacgagcc aggtggagag caagcagaac gcagagctgg ccaagcttcg gcaggagctc 234 0 

agcaaggtca gcaaagagct ggtggagaag tcagaggctg tgcggcaaga tgagcagcag 2400 

cggaaagctc tggaagccaa ggcagctgcc ttcgagaagc aggtcctgca gctgcaggcg 2460 

tcccacaggg agagtgagga ggccctgcag aagcgcctgg acgaggtcag ccgggagctg 2520 

tgccacacgc agagcagcca cgccagcctc cgggcggatg ccgagaaggc ccaggagcaa 2580 

cagcagcaga tggccgagct gcacagcaag ttacagtcct ccgaggcgga ggtgcgcagc 264 0 

aaatgcgagg agctgagtgg cctccacggg cagctccagg aggccagggc ggagaactcc 2700 

cagctcacag agagaatccg ttccattgag gccctgctgg aggcgggcca ggcgcgggat 2760 

gcccaggacg tccaggccag ccaggcggag gctgaccagc agcagactcg cctcaaggag 2820 

ctggagtccc aggtgtcggg tctggagaag gaggccatcg agctcaggga ggccgtcgag 2880 

cagcagaaag tgaagaacaa tgacctccgg gagaagaact ggaaggccat ggaggcactg 2940 

gccacggccg agcaggcctg caaggagaag ctgcactccc tgacccaggc caaggaggaa 3 000 

tcggagaagc agctctgtct gattgaggcg cagaccatgg aggccctgct ggctctgctc 3 060 

ccagaactct ctgtcttggc acaacagaat tacaccgagt ggctgcagga tctcaaagag 3120 

aaaggcccca cgctgctgaa gcacccgcca gctcccgcgg agccctcctc ggacctggcc 3180 

tccaagttga gggaggccga ggagacgcag agcacactgc aggccgagtg tgaccagtac 3240 

cgcagcatcc tggcggagac ggagggcatg ctcagagacc tgcagaagag cgtggaggag 3300 

gaggagcagg tgtggagggc caaggtgggc gccgcagagg aggagctcca gaaggtatat 3360 

gcagccctgc ctgcctcccg gcgccgtgga gcacatgaag cccaggggag agttgacagg 3420 

attgtctctg tcacctgtga gactcgtgtg tctcggtggg gcttttccac gacaccctat 3480 

gaagcacagt tgcgggatga cagctcagtc cgtcctccag gaggcccccg cctaggaaga 3540 

cactgccaga tggcgccagg gtgaccgtcc cagctgggcg gagtgggcac ccccggggct 3600 

tcctaagttg ggtcagtccc gctcgggtcc tagcatggcc tcggaaggag acacccccag 3 660 

gtgctcgtgt ctgacggagc cttccccttg ctttgtagtc ccgggtcaca gtgaagcatc 3 720 

tcgaagagat tgtagagaag ctaaaaggag aacttgaaag ttcggaccag gtatgtgctc 3780 
tgctcagaga actctttctc ttgtcccggg agcctctttg aaagtgacgt taatgcagag 3840 
gacacttcac tgatttcttc ctcatggacc gtgtgcctta agagaggcat tctctctcaa 3900 
gccaagggat cttgtccatc ctgtttttcc ttaatgagag acattgacta cctcagagga 3960 
ccctgagacc cagccacggg ccctgtgcag acctgcccag ccctggtgaa cagggcttct 4020 
gccacggcct tcacagtcaa ggtggcccca ctgccccctt cagacgccac agggagccct 4 080 



! 
! 
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ggagaaggta cccttggtac ctgcttttgc aagtaaatct aagagcatgt cagtccccag 4140 

gagtgcccgg gtgcagcctg ccactttccg taaggggttc tcttgccgcg gactagtttc 4200 

tcgtttgctt ggtagctggt gggcctcagg gatctcccga gaggcctcac ctatcccagg 4260 

gccagcctgc tccctgaggt gagtgccctt tgagcagagg ctgctggcgc atgcgtgtgc 432 0 

gtgtctgtgc atctgtccgt gagggagcac acgttgcatt tggaggcaga gctggaaaag 4380 

cacatggcgg ccgccagcgc cgagtgccag aactacgcca aggaggtggc agggctgagg 4440 

caacttctcc tagaatctca atctcagctc gatgccgcca agagcgaagc ccagaaacag 4500 

agcgatgagc ttgccctggt caggcagcag ttgagtgaaa tgaagagcca cgtagaggat 4560 

ggtgacatag ctggggcccc agcttcctcc ccagaggcgc ccccagccga gcaggacccc 4620 

gttcagctga agacgcagct ggagtggaca gaagccatcc tggaggatga gcagacacag 4680 

cggcagaagc tcacggccga gtttgaggag gctcagacct cggcatgtcg gttacaagaa 4 740 

gaattggaga agctccgcac agccggcccc ctagagtctt cagaaacaga ggaggcctca 4800 

cagctgaagg agagactaga aaaagagaag aagttaacaa gtgacctggg gcgcgccgcc 4860 

acgagactgc aggagcttct gaagacgacc caggagcagc tggcaaggga gaaggacacg 492 0 

gtgaagaagc tgcaggaaca gctggaaaag gcagaggacg gcagcagctc aaaggagggc 4980 

acctctgtct gagtttcctc tttggaaaaa gaagttactg ttcaacttac caaaatgcct 5040 

tacacattcc ttacaaataa accaaccaac ctacacagcg ttatccaggc ccaacttccg 5100 

gtactccgag agaagccatg agagacaagt ctcttagagc cacagaagta gaccttccag 5160 

agccccagtt tgtaaatgaa cctgtgtcac atttgataaa cactatcctg ggcgcagccc 5220 

cgggccaccg ccgagtgacg ccaaagccct ggttgactct gacagccccg tgggtgtgtg 5280 

ggaggccggg cgctctgggg tctgtctgtc agtgcaatcg tttagtgttt tttcagtggg 5340 

gcggggcggg aagcgggtgg gaccgggcag ccagttctca aaggctgtgg ggccgactgg 5400 

aggccacagc ccctcacccc tagacgttgc caaccagaac tgacgtgtga cctcctgggt 5460 

gttgatgcca ttaaaaccaa cgttggtgcc cggtg 5495 

<210> 73 
<211> 4927 
<212> DNA 
<213> Homo sapien 

<400> 73 

cgggtgggga aggcaggagg cggcgatccc ggcggagggg gccgttcgcc agctctgagg 60 

cagaaagtgc cacgactcca cacgcgcgca cgcagccagc gagcggccgg agcggacggc 120 

agacggggcg ggcggcgtca gggtcgcagc gtctacagct gctcgggggc ggtttcttgg 180 
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y LLy y l i— w v-- i— 


ctctcccggc 


cccgcggcgg 


C CyCy odgg C 


yy^ggccccL 




nt~* p p t~ r"«4- prrp 


f-4-4-pppf-pt~P 


fTPrtf* rt4» *«i4" ■ j. j 

g c gcccccgg 


ctgcaggLga 


a a rf/ta a a /*tp a 

aaygaaayca 


a.gccaggacg 


300 


Ma 4" a 4* 4~ 4- a rtrr 


a rta /"i 4" r^a a a rt 


Cttgggggtt 


gtggtccutg 


gaggauccau 


ggccgcctcc 


360 


/TP p a 4- 4- rrrtoa 


4~ p4" pp4~ nnf* 


p t* prra rt4- 4- ♦* rt 

ytcgactCLC 


cccacgaagg 


aaacgLcaua 


egaagaagee 


420 


CuayCCaaCC 


agcgcaagga 


gatggcgaaa 


actcaccacc 


agaaag t cga 


gaagaaaaag 


480 


sa.gga.gaa. a. a. 


cagcggagaa 


gaaaggaaag 


accaagaaaa 


aggaagagaa 


acccaacggg 


540 


a a rra 4- a p 4™ rr 

aayd.td.LLLy 


a +- /ia 4- rta 4* p p 

aucatyaccc 


agcccccaac 


gtgactgtcc 


tcctt cgaga 


accagtgegg 


r* r\ n 

oOO 


P/p 4- p P f* (if* +* rr 

yutULuyLLy 


rrri rt 4» rrr* rt 

c *gg c »-g t gg c 


LCCadCCCCa 


gtgcagcccc 


y— ^ PI « 4- f. « i- p]pf f- 

ccaccatcgc 


tgctcctgtc 


c c e\ 
660 


rrppa rrl~ 4- p 


Lay LLaty ll 


ppa nna rra a r» 

LCcxyy dg ady 


rt^ r"rr^rtrt4" rtrt4" 

CLygccccct 


rt rt /-* rt rt a a n?< i a 

cccccaagga 


caaaaagaag 


/2 U 


3 A *Trra rta a a 9 
ddyydydada 


a a p 4* rvrr rt a a a 

adyuyycdaa 


a r"r4- rt / « a a rt rta 

ciy uy gaacca 


yCCyCCayCC 


ctgtagtgaa 


ccccacccag 


780 


r"r4~ 4* r*i ^ pa rt ^ ♦» 
y LCCCCaCLL 


cgaaggccgc 


catcc cggaa 


actgctccca 


aggaggtgee 


gatggtggtg 


840 


/■n r*r rt *-\ 

gtgcccccag 


cgggcgccaa 


gggcaacaca 


ccagccaccg 


gcactactca 


gggcaaaaag 


900 


gcggagggga 


rt 4" rt a r"ra af/ia 

CCCdyadLCd 


aagcaaaaag 


gctgaaggag 


ccccaaacca 


gggcagaaag 


a ^ p» 
960 


nnarra frpi <ra a 
yLayayyyaa 


pppnaaa ppa 
LLLLdddLLd 


rfrtnna a a a arr 

gygcaaaaag 


acagagggaa 


ccccaaacca 


agggaaaaag 


102 0 


r'TPa rra rrrtrra a 

y cayayyyaa 


rt rt rt rt a a a rt rt a 

CCCCaadCCd 


aggcaaaaag 


gcagaaggaa 


ccccaaacca 


aggcaaaaag 


1080 


gcggaggggg 


rt rt a r^ ^— * ^ 

cccagaacca 


gggtaaaaag 


gtagacacaa 


ccccaaacca 


gggga.aaaag 


1140 


gcggaggggg 


rt rt rt rt a a rt rt rt ' — * 

ccccaaccca 


gggcagaaag 


gccgaggggg 


cccagaacca 


ggccaaaaag 


1200 


gcagaagggg 


cccagaacca 


gggcaaaaag 


gcagaggggg 


cccagaacca 


gggcaaaaag 


1260 


ggagaggggg 


rt rtrt a rra a rt rt a 

cccagaacca 


gggcaagaag 


gctgaggggg 


cccagaacca 


gggcaagaag 


132 0 


gccgaggggg 


rt4~ rta r*va anna 

CtCdyaaCCd 


gggcaaaaag 


gccgagggag 


cccagaacca 


gggccaaaaa 


1380 


ggagagggag 


rt rt rt a rra a 4* rta 
LLLdyddL Ua 


gggcaaaaag 


acagaagggg 


cccagggcaa. 


aaaggcagaa 


"1 A A A 

144 0 


a <~x/~f a n 4~ p p p a 

a 99 a 9 tcccd 


a rt rt a a r"rr*r rt a a 

dccaaygcda 


aaaaggagag 


ggagct ccca 


cccagggcaa 


aaaggcagat 


1500 


tcggtfcgcta 


at cagggcac 


aaaggcagag 


ggtattacaa 


accaggggaa 


aaaagcagaa 


1560 


pf prr 4™ p p i^rtoa 

yyy lULCuca 


gcgaaggcaa 


aaaggcagaa 


gggtccccca 


accaaggcaa 


aaaggcagac 


1620 


/v/ia r"rp4" cr^i/ia 

ycayccycca 


accagggcaa 


aaagacagag 


ccagcttctg 


tccagggcag 


aaatacagat 


1680 


y uyy uLuoyo 


<*Tf"* ppa rra rrfTP 

ycccdgdggc 


a rt rt a a a rrn a a 

accaaagcaa 


gaggc l cc eg 


ccaagaagaa 


gtccggccca 


i a r\ 
174 0 


aagaaaaaag 


gtgagcctgg 


gcccccagat 


gccgacggcc 


ctctctacct 


cccctacaag 


1800 


acgctggtct 


ccacggttgg 


gagcatggtg 


ttcaacgagg 


gcgaggccca 


gcggctcatc 


1860 


gagatcctgt 


ctgagaaggc 


tggcatcatt 


caggacacct 


ggcacaaggc 


cactcagaag 


1920 


ggtgaccctg 


tggcgattct 


gaaacgccag 


ctggaagaga 


aggaaaaact 


gctggccaca 


1980 


gaacaggaag 


atgcggctgt 


cgccaagagc 


aaactgaggg 


agctcaacaa 


ggagatggca 


2040 
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gcagaaaagg 


ccaaagcagc 


agccggggag 


gccaaagtga 


aaaagcagct 


ggtggcccgg 


2100 


gagcaggaga 


tcacggctgt 


gcaggcacgc 


atgcaggcca 


gctaccggga 


gcacgtgaag 


2160 


gaggtgcagc 


agctgcaggg 


caagatccgg 


actcttcagg 


agcagctgga 


gaatggcccc 


2220 


aacacgcagc 


tggcccgcct 


gcagcaggag 


aactccatcc 


tgcgggatgc 


cttgaaccag 


2280 


gccacgagcc 


aggtggagag 


caagcagaac 


gcagagctgg 


ccaagcttcg 


gcaggagctc 


2340 


agcaaggtca 


gcaaagagct 


ggtggagaag 


tcagaggctg 


tgcggcaaga 


tgagcagcag 


2400 


cggaaagctc 


tggaagccaa ggcagctgcc 


ttcgagaagc 


aggtcctgca 


gctgcaggcg 


2460 


tcccacaggg 


agagtgagga ggccctgcag 


aagcgcctgg 


acgaggtcag 


ccgggagctg 


2520 


tgccacacgc 


agagcagcca 


cgccagcctc 


cgggcggatg 


ccgagaaggc 


ccaggagcaa 


2580 


cagcagcaga 


tggccgagct 


gcacagcaag 


ttacagtcct 


ccgaggcgga 


ggtgcgcagc 


2640 


aaatgcgagg 


agctgagtgg 


cctccacggg 


cagctccagg 


aggccagggc 


ggagaactcc 


2700 


cagctcacag 


agagaatccg 


ttccattgag 


gccctgctgg 


aggcgggcca 


ggcgcgggat 


2760 


gcccaggacg 


tccaggccag 


ccaggcggag 


gctgaccagc 


agcagactcg 


cctcaaggag 


2820 


ctggagtccc 


aggtgtcggg 


tctggagaag 


gaggccatcg 


agctcaggga 


ggccgtcgag 


2880 


cagcagaaag 


tgaagaacaa 


tgacctccgg 


gagaagaact 


ggaaggccat 


ggaggcactg 


2940 


gccacggccg 


agcaggcctg 


caaggagaag 


ctgcactccc 


tgacccaggc 


caaggaggaa 


3000 


tcggagaagc 


agctctgtct 


gattgaggcg 


cagaccatgg 


aggccctgct 


ggctctgctc 


3060 


ccagaactct 


ctgtcttggc 


acaacagaat 


tacaccgagt 


ggctgcagga 


tctcaaagag 


3120 


aaaggcccca 


cgctgctgaa 


gcacccgcca 


gctcccgcgg 


agccctcctc 


ggacctggcc 


3180 


tccaagttga 


gggaggccga 


ggagacgcag 


agcacactgc 


aggccgagtg 


tgaccagtac 


3240 


cgcagcatcc 


tggcggagac ggagggcatg 


ctcagagacc 


tgcagaagag 


cgtggaggag 


3300 


gaggagcagg 


tgtggagggc 


caaggtgggc 


gccgcagagg 


aggagctcca 


gaaggtatat 


3360 


gcagccctgc 


ctgcctcccg gcgccgtgga 


gcacatgaag 


cccaggggag 


agttgacagg 


3420 


attgtctctg 


tcacctgtga 


gactcgtgtg 


tctcggtggg 


gcttttccac 


gacaccctat 


3480 


gaagcacagt 


tgcgggatga 


cagctcagtc 


cgtcctccag 


gaggcccccg 


cctaggaaga 


3540 


cactgccaga 


tggcgccagg 


gtgaccgtcc 


cagctgggcg 


gagtgggcac 


ccccggggct 


3600 


tcctaagttg 


ggtcagtccc 


gctcgggtcc 


tagcatggcc 


tcggaaggag 


acacccccag 


3660 


gtgctcgtgt 


ctgacggagc 


cttccccttg 


ctttgtagtc 


ccgggtcaca 


gtgaagcatc 


3720 


tcgaagagat 


tgtagagaag ctaaaaggag 


aacttgaaag 


ttcggaccag gtgagggagc 


3780 


acacgttgca 


tttggaggca 


gagctggaaa 


agcacatggc 


ggccgccagc 


gccgagtgcc 


3840 
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agaactacgc caaggaggtg gcagggctga ggcaacttct cctagaatct caatctcagc 3 900 

tcgatgccgc caagagcgaa gcccagaaac agagcgatga gcttgccctg gtcaggcagc 3960 

agttgagtga aatgaagagc cacgtagagg atggtgacat agctggggcc ccagcttcct 4020 

ccccagaggc gcccccagcc gagcaggacc ccgttcagct gaagacgcag ctggagtgga 4 080 

cagaagccat cctggaggat gagcagacac agcggcagaa gctcacggcc gagtttgagg 414 0 

aggctcagac ctcggcatgt cggttacaag aagaattgga gaagctccgc acagccggcc 4200 

ccctagagtc ttcagaaaca gaggaggcct cacagctgaa ggagagacta gaaaaagaga 4260 

agaagttaac aagtgacctg gggcgcgccg ccacgagact gcaggagctt ctgaagacga 432 0 

cccaggagca gctggcaagg gagaaggaca cggtgaagaa gctgcaggaa cagctggaaa 4380 

aggcagagga cggcagcagc tcaaaggagg gcacctctgt ctgagtttcc tctttggaaa 4440 

aagaagttac tgttcaactt accaaaatgc cttacacatt ccttacaaat aaaccaacca 4500 

acctacacag cgttatccag gcccaacttc cggtactccg agagaagcca tgagagacaa 4560 

gtctcttaga gccacagaag tagaccttcc agagccccag tttgtaaatg aacctgtgtc 462 0 

acatttgata aacactatcc tgggcgcagc cccgggccac cgccgagtga cgccaaagcc 4680 

ctggttgact ctgacagccc cgtgggtgtg tgggaggccg ggcgctctgg ggtctgtctg 4740 

tcagtgcaat cgtttagtgt tttttcagtg gggcggggcg ggaagcgggt gggaccgggc 4800 

agccagttct caaaggctgt ggggccgact ggaggccaca gcccctcacc cctagacgtt 4860 

gccaaccaga actgacgtgt gacctcctgg gtgttgatgc cattaaaacc aacgttggtg 492 0 
cccggtg 



4927 



<210> 74 

<211> 3012 

<212> DNA 

<213> Homo sapien 

<400> 74 

cgggtgggga aggcaggagg cggcgatccc ggcggagggg gccgttcgcc agctctgagg 60 

cagaaagtgc cacgactcca cacgcgcgca cgcagccagc gagcggccgg agcggacggc 12 0 

agacggggcg ggcggcgtca gggtcgcagc gtctacagct gctcgggggc ggtttcttgg 180 

cggaggcttg gccggctcct ctctcccggc tccgcggcgg ctgcgaaggc ggcggctcct 240 

gccctctcgc tttccctctc gcgtctctgg ctgcaggtga aaggaaagca agccaggatg 300 

gatatttacg acactcaaac cttgggggtt gtggtctttg gaggattcat ggttgtttcfc 360 

gccattggca tcttcctggt gtcgactttc tccatgaagg aaacgtcata tgaagaagcc 420 

ctagccaacc agcgcaagga gatggcgaaa actcaccacc agaaagtcga gaagaaaaag 480 



WO 2004/053079 



PCT/US2003/038855 



98 



aaggagaaaa 


cagtggagaa 


gaaaggaaag 


accaagaaaa 


aggaagagaa 


acctaatggg 


540 


aagatacctg atcatgatcc 


agcccccaat 


gtgactgtcc 


tccttcgaga 


accacrtcrccjq 

-3 *~3 ^33 


600 


gctcctgctg tggctgtggc 


tccaacccca gtgcagcccc 


ccattatcgt 


tgctcctgtc 


660 


gccacagttc cagccatgcc ccaggagaag ctggcctcct 


cccccaagga 


caaaaagaag 


720 


aaggagaaaa 


aagtggcaaa 


agtggaacca gctgtcagct 


ctgtagtgaa 


ttccatccag 


780 


gttctcactt 


cgaaggctgc 


catcttggaa 


actgctccca 


aqqaqqtqcc 


cr a t QQ t QQ t Q 


840 


gtgcccccag 


tgggtgccaa 


gggcaacaca 


ccagccactg 


gcactactca 


gggcaaaaag 


900 


gcggagggga 


ctcagaatca 


aagcaaaaag gctgaaggag 


ccccaaacca 


qqqcacraaaa 


960 


gcagagggaa 


ccccaaacca 


gggcaaaaag 


acagagggaa 


ccccaaacca 


aqqqaaaaaq 


1020 


gcagagggaa 


ccccaaacca 


aggcaaaaag 


gcagaaggaa 


ccccaaacca 


aqqcaaaaaq 


1080 


gcggaggggg 


cccagaacca 


gggtaaaaag gtagatacaa 


ccccaaacca 


aaaaaaaaaa 


1140 


gtggaggggg 


ccccaaccca 


gggcagaaag 


gccgaggggg 


ctcagaacca 


acrccaaaaaa 


1200 


gtagaagggg 


cccagaacca 


gggcaaaaag 


gcagaggggg 


cccagaatca 


aaacaaaaaa 


1260 


ggagaggggg 


cccagaacca 


gggcaagaag 


gctgaggggg 


cccagaacca 


gcccccaatg 


1320 


tgactgtcct 


ccttcgagaa 


ccagtgcggg 


ctcctgctgt 


cractcrtcrcrct 


ccaaccccag 


1380 


tgcagccccc 


cattatcgtt 


gctcctgtcg 


ccacagttcc 


aaccatcfccc 


cacraa.aa.acrc 


1440 


tggcctcctc 


ccccaaggac 


aaaaagaaga 


aggagaaaaa 


cahaaccaaa 


gtggaaccag 


1500 


ctgtcagctc 


tgtagtgaat 


tccatccagg 


ttctcacttc 


craacrcrcfccrcc 


aaattaaaaa 


1560 


catggtgttc 


aacgagggcg 


aggcccagcg gctcatcgag 


at cctgtctg 


aqaaqqctqq 


1620 


catcattcag 


gacacctggc 


acaaggccac 


tcagaagggt 


craccc text era 


cgattctgaa 


1680 


acgccagctg gaagagaagg 


aaaaactgct 


ggccacagaa 


c a qqaaq a t cr 


cqqctqtcqc 


1740 


caagagcaaa 


ctgagggagc 


tcaacaagga gatggcagca 


aaaaaaacca 


aaacaacaac 


1800 


cggggaggcc 


aaagtgaaaa 


agcagctggt 


ggcccgggag 


caggagatca 


cggctgtgag 


1860 


ggagcacacg 


ttgcatttgg 


aggcagagct 


ggaaaagcac 


atggcggccg 


ccagcgccga 


1920 


gtgccagaac 


tacgccaagg 


aggtggcagg 


gctgaggcaa 


cttctcctag 


aatctcaatc 


1980 


tcagctcgat 


gccgccaaga 


gcgaagccca 


gaaacagagc 


gatgagcttg 


ccctggtcag 


2040 


gcagcagttg 


agtgaaatga 


agagccacgt 


agaggatggt 


gacatagctg gggccccagc 


2100 


ttcctcccca 


gaggcgcccc 


cagccgagca 


ggaccccgtt 


cagctgaaga 


cgcagctgga 


2160 


gtggacagaa gccatcctgg 


aggatgagca 


gacacagcgg 


cagaagctca 


eggecgagtt 


2220 


tgaggaggct 


cagacctcgg 


catgtcggtt 


acaagaagaa 


ttggagaagc 


tccgcacagc 


2280 


cggcccccta 


gagtcttcag 


aaacagagga 


ggcctcacag 


ctgaaggaga 


gactagaaaa 


2340 



WO 2004/053079 



PCT/US2003/038855 



99 



agagaagaag 


ttaacaagtg 


acctggggcg 


cgccgccacg 


agactgcagg 


agcttctgaa 


2400 


gacgacccag 


gagcagctgg 


caagggagaa 


ggacacggtg 


aagaagctgc 


aggaacagct 


2460 


ggaaaaggca 


gaggacggca 


gcagctcaaa 


ggagggcacc 


tctgtctgag 


tttcctcttt 


2520 


ggaaaaagaa 


gttactgttc 


aacttaccaa 


aatgccttac 


acattcctta 


caaataaacc 


2580 


aaccaaccta 


cacagcgtta 


tccaggccca 


acttccggta 


ctccgagaga 


agccatgaga 


2640 


gacaagtctc 


ttagagccac 


agaagtagac 


cttccagagc 


cccagtttgt 


aaatgaacct 


2700 


gtgtcacatt 


tgataaacac 


tatcctgggc 


gcagccccgg 


gccaccgccg 


agtgacgcca 


2760 


aagccctggt 


tgactctgac 


agccccgtgg 


gtgtgtggga 


ggccgggcgc 


tctggggtct 


2820 


gtctgtcagt 


gcaatcgttt 


agtgtttttt 


cagtggggcg 


gggcgggaag 


cgggtgggac 


2880 


cgggcagcca 


gttctcaaag 


gctgtggggc 


cgactggagg 


ccacagcccc 


tcacccctag 


2940 


acgttgccaa 


ccagaactga 


cgtgtgacct 


cctgggtgtt 


gatgccatta 


aaaccaacgt 


3000 


tggtgcccgg 


tg 










3012 


<210> 75 

<211> 541 

<212> DNA 

<213> Homo sapien 












<400> 75 
gggcaggtct 


cagcgctcct 


ccccctgctc 


cgctcctctg 


cagggcccag 


gcgcccttgg 


60 


ccttaggacc 


caacttctct 


taccgccatg 


gagttcgacc 


tgggagcagg 


tgagctcctg 


12 0 


gggagtgtgg 


actggaggtg 


cagggggccg 


gactcaagcc 


cagaagctgc 


ctgcaccaac 


180 


cacccaactt 


ctctccacag 


ccctggagcc 


cacctcccag 


aagcccggtg 


tgggggcggg 


240 


ccacggggga 


gatcccaagc 


tcagtcccca 


caaagttcag 


ggccggtcgg 


aggcaggggc 


300 


aggtccgggt 


ccaaagcaag 


gacaccacag 


ctcttccgac 


tccagcagca 


gctccagcga 


360 


ttcggacacg 


gatgtgaagt 


cccacgctgc 


tggctccaag 


cagcacgaga 


gcatcccggg 


420 


caaggccaag 


aagcccaaag 


tgaagaagaa 


ggagaagggc 


aagaaggaga 


agggcaagaa 


480 


gaaggaggct 


ccccactgaa 


gggccctgga 


cagggctcat 


taaaccttcc 


tctctgcctt 


540 


c 












541 


<210> 76 

<211> 832 

<212> DNA 

<213> Homo sapien 












<400> 76 
gggcaggtct 


cagcgctcct 


ccccctgctc 


cgctcctctg 


cagggcccag 


gcgcccttgg 


60 
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ccttaggacc 


caacttctct 


taccgccatg 


10U 
gagttcgacc 


tgggagcagg 


tgagctcctg 


120 


gggagtgtgg 


actggaggtg 


ca gggggccg 


gactcaagcc 


cagaagctgc 


ctgcaccaac 


180 


cacccaactt 


ctctccacag 


ccctggagcc 


cacctcccag 


aagcccggtg 


tgggggcggg 


240 


ccacggggga 


gatcccaagc 


tcagtcccca 


caaagttcag 


ggccggtcgg 


aggcaggggc 


300 


aggtccgggt 


ccaaaggtaa 


gtcgcctcat 


caccggctgc 


ggaggggcgg 


gaaggctggg 


360 


gttgcccctg 


accccagggt 


cctgccttag 


gcctccaact 


tcagggggct 


gggtaagggg 


420 


cgccgcctca 


ctgccgcacc 


tccatccagc 


aaggacacca 


cagctcttcc 


gactccagca 


480 


gcagctccag 


cgattcggac 


acggatgtga 


aggtaagggg 


ctctcgccag 


cgtccccaag 


540 


cacgtgccct 


gcaccccaga 


gaggcgtccc 


cgcactgggg 


ctggcgggga 


gggtgcgggg 


600 


agtggtcccc 


ctgtctcgct 


tccagcccag 


aaccatctct 


tctctcccat 


ccctgccctc 


660 


ggccccacag 


tcccacgctg 


ctggctccaa 


gcagcacgag 


agcatcccgg 


gcaaggccaa 


720 


gaagcccaaa 


gtgaagaaga 


aggagaaggg 


caagaaggag 


aagggcaaga 


agaaggaggc 


780 


tccccactga 


agggccctgg 


acagggctca 


ttaaaccttc 


ctctctgcct 


tc 


832 


<210> 77 

<211> 991 

<212> DNA 

<213> Homo sapien 












<400> 77 
aaaattaggc 


taggtacgag 


gcytgggtgt 


aatcggccga 


ggcgagcgac 


ctccgcgcgt 


60 


tgggaggtgt 


agcgcggctc 


tgaacgcgct 


gagggccgtt 


gagtgtcgca 


ggcggcgagg 


120 


gcgcgagtga 


ggagcagacc 


caggcatcgc 


gcgccgagaa 


ggccgggcgt 


ccccacactg 


180 


aaggtccgga 


aaggcgactt 


ccgggggctt 


tggcacctgg 


cggaccctcc 


cggagcgtcg 


240 


gcacctgaac 


gcgaggcgct 


ccattgcgcg 


tgcgcgttga 


ggggcttccc 


gcacctgatc 


300 


gcgagacccc 


aacggctggt 


ggcgtcgcct 


gcgcgtctcg 


gctgagctgg 


ccatggcgca 


360 


gctgtgcggg 


ctgaggcgga 


gccgggcgtt 


tctcgccctg 


ctgggatcgc 


tgctcctctc 


420 


tggggtcctg 


gcggccgacc 


gagaacgcag 


catccacgac 


ttctgcctgg 


tgtcgaaggt 


480 


ggtgggcaga 


tgccgggcct 


ccatgcctag 


gtggtggtac 


aatgtcactg 


acggatcctg 


540 


ccagctgttt 


gtgtatgggg 


gctgtgacgg 


aaacagcaat 


aattacctga 


ccaaggagga 


600 


gtgcctcaag 


aaatgtgcca 


ctgtcacaga 


gaatgccacg 


ggtgacctgg 


ccaccagcag 


660 


gaatgcagcg 


gattcctctg 


tcccaagtgc 


tcccagaagg 


caggattctg 


aagaccactc 


720 


cagcgatatg 


ttcaactatg 


aagaatactg 


caccgccaac 


gcagtcactg 


ggccttgccg 


780 


tgcatccttc 


ccacgctggt 


actttgacgt 


ggagaggaac 


tcctgcaata 


acttcatcta 


840 
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tggaggctgc cggggcaata agaacagcta 
cttccagggg aayytcccgg csctkgkcca 
cccctcgggg cgcccagggg acagaaccgg 

<210> 78 

<211> 1675 

<212> DNA 

<213> Homo sapien 

<400> 78 

ccaccgctgg gtccccagca ttaagccctg 
ggaaggaatt cacaggaaag ctgcggcgag 
cgcgtgtctg ccgccccctc ctcccaccct 
cgacgtcgtc accaagccca agggaagggt 
ccgccccgcc aggttctgtt gggggcgagg 
caggggcggg cccaggtgcg cccagggccg 
cgcctgcgcc cagctcgccc tgcctagcca 
ccttcgggag ccgcttccaa taggcgttcg 
gaggtgtagc gcggctctga acgcgctgag 
cgagtgagga gcagacccag gcatcgcgcg 
gtccggaaag gcgacttccg ggggctttgg 
cctgaacgcg aggcgctcca ttgcgcgtgc 
agaccccaac ggctggtggc gtcgcctgcg 
gtgcgggctg aggcggagcc gggcgtttct 
ggtcctggcg gccgaccgag aacgcagcat 
gggcagatgc cgggcctcca tgcctaggtg 
gctgtttgtg tatgggggct gtgacggaaa 
cctcaagaaa tgtgccactg tcacagagaa 
tgcagcggat tcctctgtcc caagtgctcc 
cgatatgttc aactatgaag aatactgcac 
atccttccca cgctggtact ttgacgtgga 
aggctgccgg ggcaataaga acagctaccg 
ccgccagcag gagaatcctc ccctgcccct 
cctcctgcca tcagcctgcc tcctcccttc 
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ccgctctgag gaggcctgca tgctccgctg 900 
rggggggccg gggggcggcc cgcgggggga 960 
g 991 



gagcatgagc ccagtgaact ttgaaattca 6 0 

gcgggcagaa aaccacaggc ttccaagaaa 120 

gaggccagtc ctagagcgaa ggccctcctc 180 

ggcaggtgct cagcgggcag acgccccgcc 24 0 

cccgcgcaag ccccgcctct tccccggcac 3 00 

gggagcggcc gcgcaggtgc ctgccctttg 360 

ggtgcgcccc gccccctgcc tgcccggcca 420 

ccattggctc tggcgacctc cgcgcgttgg 480 

ggccgttgag tgtcgcaggc ggcgagggcg 54 0 

ccgagaaggc cgggcgtccc cacactgaag 600 

cacctggcgg accctcccgg agcgtcggca 660 

gcgttgaggg gcttcccgca cctgatcgcg 720 

cgtctcggct gagctggcca tggcgcagct 780 

cgccctgctg ggatcgctgc tcctctctgg 840 

ccacgacttc tgcctggtgt cgaaggtggt 900 

gtggtacaat gtcactgacg gatcctgcca 960 

cagcaataat tacctgacca aggaggagtg 1020 

tgccacgggt gacctggcca ccagcaggaa 1080 

cagaaggcag gattctgaag accactccag 1140 

cgccaacgca gtcactgggc cttgccgtgc 12 00 

gaggaactcc tgcaataact tcatctatgg 1260 

ctctgaggag gcctgcatgc tccgctgctt 1320 

tggctcaaag ggtaagtggc cccttaccct 138 0 

cttgactgag ctcagccctg cccagctgtg 1440 
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gtttacatta tccttcactg tgaacatcat 

atggcgaggt ggtggtttgt cccaccgttc 

gtcacaaggc aggccctgcc caggcggcgt 

gcatttgagg actgctgcac acgggcctga 

<210> 79 

<211> 432 

<212> DNA 

<213> Homo Bapien 

<400> 79 

agtgtgatgg atcggccgcc cgggcaggta 
ggctggcaat cggatgctgg cccagcaggc 
gaaagatgga aattctgaaa actgaatgtc 
tgagaagaaa aatggaaaaa aaaaacttta 
tatacttttg cttgtttttc agtttcccca 
agtctctttc tctgacactg tgtaagaagc 
cttttgaaaa gttgaaatgt gtaattgttt 
aaaaacaaaa aa 

<210> 80 

<211> 428 

<212> DNA 

<213> Homo sapien 

<400> 80 

tgatggatag gtcgcggccg aggtacctgg 
gcaatcggat gctggcccag caggcagtca 
atgggaaatt ctgaaaactg aatgtcaaga 
aagaaaaatg gaaaaaaaaa actttattta 
cttttgcttg tttttcagtt tccccaacac 
tctttctctg acactgtgta agaagctgtg 
tgaaaagttg aaatgtgtaa ttgttttgga 
acaaaaaa 

<210> 81 

<211> 846 

<212> DNA 

<213> Homo sapien 

<220> 
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cttggcagaa 


agtcatgttt 


ctgcgtgaga 


1500 


agtgtacaca 


gttggggctg 


gagtgagtca 


1560 


gggtgactgg 


ggatgaggtc 


ttcctgttga 


1620 


ggctggcctg 


aggtgtggag 


ggagc 


1675 


cctggccatc 


ttgggcagtg 


tgacgtttct 


60 


agtcaagaga 


acagcacatt 


agttccagaa 


120 


aagaaaagga 


gtcaagaaca 


attcacagta 


180 


tttaaaaaag 


aaaaaagtcc 


agattgtagt 


240 


acacacagca 


gatacctggt 


gagctcagat 


300 


tgtgaatatt 


cctaacttac 


ccagatgttg 


360 


tggaataaag 


agggtaacaa 


taggaaaaaa 


420 








432 


ccatcttggg 


cagtgtgacg 


tttctggctg 


60 


agagaacagc 


acattagttc 


cagaagaaag 


120 


aaaggagtca 


agaacaattc 


acagtatgag 


180 


aaaaagaaaa 


aagtccagat 


tgtagttata 


240 


acagcagata 


cctggtgagc 


tcagatagtc 


300 


aatattccta 


acttacccag 


atgttgcttt 


360 


ataaagaggg 


taacaatagg 


aaaaaaaaaa 


420 



428 
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<221> misc_feature 
<222> (66) . . (66) 
<223> n=a, c, g or t 



<220> 

<221> mi sc_f eature 

<222> (96).. (96) 

<223> n=a, c, g or t 



<220> 

<221> mis cofeature 

<222> (6) . . (6) 

<223> n=a, c, g or t 



<220> 

<221> misc_f eature 

<222> (100) . . (100) 

<223> n»a, c, g or t 



<220> 

<221> misc_feature 

<222> (118) . . (118) 

<223> n»a, c, g or t 



<220> 

<221> misc_f eature 

<222> (120) . . (120) 

<223> n=a, c, g or t 



<220> 

<221> mis cofeature 

<222> (180) . . (180) 

<223> n=a, c, g or t 



<220> 

<221> mi sc_f eature 

<222> (191) . . (191) 

<223> n=a, c, g or t 



<220> 

<221> misc_f eature 

<222> (205) . . (206) 

<223> n=a, c, g or t 



<220> 

<221> misc_f eature 

<222> (211) . . (212) 

<223> n=a, c, g or t 



<220> 

<221> misc feature 
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<222> (330; . . 133UJ 

<223> n=a, c, g or t 












<220> 

<221> misc feature 
<222> (844) . . (844) 
<223> n=a, c, g or t 












<400> 81 
aaaatntaag 


aaggttcgca 


gacctgacat 


ccagtaccct 


gatgcaacag 


acgaggacat 


60 


cacctnacac 


atggaaagcg 


aggagttgaa 


tggtgnatan 


aaggccatcc 


ccgttgcncn 


120 


aggacctgaa 


cgcgccttct 


gattgggaca 


gccgtgggaa ggacagttat 


gaaacgagan 


180 


agctggatga 


naagagtgct 


gaaannaaaa 


nnaaaaagma 


gtccagatta 


tataagcgga 


240 


aagctaatga 


tgagagcaaw 


gagcakrccg 


atgtgattga 


tagwmaggaa 


ctkkcmaaag 


300 


rmagccgtga 


akycmacagc 


catgaatkkn 


acagcmakga 


agatatgctg 


gtkgtagacg 


360 


ccaaaagtaa 


ggaagaagaw 


aaacacctga 


aatttcgtat 


atctcatgaa 


ttagatagtg 


420 


catcttctga gktcaattaa 


aaggagtaat 


aaaatacaat 


ttctcacttt 


gcatttagtc 


480 


aaaagaaaaa 


atgctttata 


gcaaaatgaa 


agagaacatg aaatgcttct 


ttctcagttt 


540 


attggttgaa 


tgtgtatcta 


tttgagtctg 


gaaataactg 


atgtgtttga 


taattagttt 


600 


agtttgtggc 


ttcatggaaa 


ctccctgtaa 


actaaaagct 


tcagggttat 


gtctatgttc 


660 


attctataga 


agaaatgcaa 


actatcacta 


tattttaata 


tttgttattc 


t ct catgaat 


720 


agaaatttat 


gtagacgcaa 


acaaaatact 


tttacccact 


tmaaaagagr 


atataacatt 


780 


ttatgwcact 


ataatctttt 


kttttttaak 


ttagtgtata 


ttttattgtg 


attatctttt 


840 


tgtntg 












846 


<210> 82 

<211> 806 

<212> DNA 

<213> Homo sapien 












<400> 82 
aagagtggta 


tcaacgcaga 


gkgcccatta 


cggccggggg 


ccgccatctt 


ggggctgctg 


60 


ggactcgcgt 


cggttggcga 


ctcccggacg 


taggtagttt 


gttgggccgg 


gttctgaggc 


120 


cttgyttctc 


tttacttttc 


cactctaggc 


cacgatgccg 


cagtaccaga 


cctgggagga 


180 


gttcagccgc 


gctgccgaga 


agctttacct 


cgctgaccct 


atgaaggcac 


gtgtggttct 


240 


caaatatagg 


cattctgatg 


ggaacttgtg 


tgtgttaaag 


taacagatga 


tttagttgtg 


300 


ttggtgtata 


aaacagacca 


agctcaagat 


gtaaagaaga 


ttgagaaatt 


ccacagtcaa 


360 


ctaatgcgac 


ttatggtagc 


caaaggaagc 


ccgcaatgtt 


accatggaaa 


actgagtgaa 


420 
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tggtttgaaa 


tgaagacttt 


gtcgtgtact 


tagggaagta 


aatatctttt 


gaattagaga 


480 


aagtgttggg acagaaagta 


ctttatgtaa 


ctaagtgggc 


tgttcagaag 


cttagaggtc 


540 


atttttgtaa 


ttttcttttt 


aaattacttt 


agagagctag 


ggatgcaaat 


gttttcagtt 


600 


agaaagcctt 


tatttacttt 


gtggaaattg 


aacaagaaat 


gcatctgtct 


tagaaactgg 


660 


agattattga 


tgttaggtaa 


cacatgtaat 


ggttctcgtg 


gcaattgtgt 


ctcagtattt 


720 


ggaaatgaga 


tttacggaaa 


accatttttt 


aaattagtca 


tgcttcttta 


atgaccctag 


780 


tgtacacttg gtgatcaggt 


ttggga 








806 


<210> 83 

<211> 2606 

<212> DNA 

<213> Homo sapien 












<400> 83 
aagagtggta 


tcaacgcaga 


gkgcccatta 


cggccggggg 


ccgccatctt 


ggggctgctg 


60 


ggactcgcgt 


cggttggcga 


ctcccggacg 


taggtagttt 


gttgggccgg 


gttctgaggc 


120 


cttgyttctc 


tttacttttc 


cactctaggc 


cacgatgccg 


cagtaccaga 


cctgggagga 


180 


gttcagccgc 


gctgccgaga 


agctttacct 


cgctgaccct 


atgaaggcac 


gtgtggttct 


240 


caaatatagg 


cattctgatg 


ggaacttgtg 


tgtgttaaag 


taacagatga 


tttagttaga 


300 


cagtgtcttg 


ctctatgtgc 


tccaggctgc 


agtgcagtgg 


cttgatcatg 


gctcactgca 


360 


atcctcgacc 


tcctgggctc 


aagcggtcct 


cttgcttcag 


cctcctgaat 


agcagagact 


420 


rcagcgggta 


gctgggatta 


caggcacctg 


ccaccacacc 


cagctaattt 


ttatattcct 


480 


agtagagaca 


gggtttcacc 


atgttggcca 


ggctggtttc 


gaactgctga 


tctggtggtc 


540 


cgcctgcctc 


ggcctcccag 


agtgctggga 


ttacaggcgt 


aagccaccac 


gcctggccaa 


600 


gaaaatcaag 


atttacctgg 


wttatgtgtt 


gaccagctat 


acacagagaa 


ttctagattt 


660 


tkttctaaaa 


attattatca 


aacccssaat 


ttcaccagta 


gaaaaagaga 


tcttaagatt 


720 


tctgtgtttt 


tttttccagc 


ataactcagt 


tacttatggc 


tgggagaaaa 


tatgtaggga 


780 


gataatctaa 


tacctaattc 


gaaggragaa 


aatatctaat 


tctaagtctt 


gagttcttct 


840 


yatymgacca 


tagcaggstt 


taacatttwa 


catttttcar 


aagcttctaa 


wagacytcat 


900 


tcartttttt 


gccmcagcag 


kggcatttaa 


atmactgrct 


ttamarccat 


gaatygctgg 


960 


aggsttggaa 


acttgagtca 


atttccctag 


tacsacctcc 


aaggcagaac 


tagcagcaaa 


1020 


acagtggtag 


gaaaaactct 


caaaatttta 


cccaatctgt 


atgtttctct 


acattgtcag 


1080 


tatctagttc 


ttatatagtc 


tcacatcatg 


tcacttctaa 


caatttcctg 


acagtgttgg 


1140 


tgtataaaac 


agaccaagct 


caagatgtaa 


agaagattga 


gaaattccac 


agtcaactaa 


1200 
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tgcgacttat 


ggtagccaaa 


ggaagcccgc 


aatgttacca 


tggaaaactg 


agtgaatggt 


1260 


ttgaaatgaa 


gactttgtcg 


tgtacttagg 


gaagtaaata 


tcttttgaat 


tagagaaagt 


1320 


gttgggacag 


aaagtacttt 


atgtaactaa 


tcttctgatc 


atcccactta 


gttacataaa 


1380 


gtactttctg 


taactaagtg 


ggctgttcag 


aagcttagag 


gtcatttttg 


taattttctt 


1440 


tttaaattac 


tttagagagc 


tagggatgca 


aatgttttca 


gttagaaagc 


ctttatttac 


1500 


tttgtggaaa 


ttgaacaaga 


aatgcatctg 


tcttagaaac 


tggagattat 


tgatgttagg 


1560 


taacacatgt 


aattgtttct 


ctggcaaatt 


wgtatcagta 


atttgaaaat 


gagatattag 


1620 


gaaaaacaat 


tcttcttaaa 


tttagttcat 


ctttctttca 


acacagcaac 


atatcaaatg 


1680 


taacccatat 


tagtccagat 


ccatgtatta 


tggagcatac 


aaatgtatgc 


tgtagtgacc 


1740 


aataaatcat 


aacatatggt 


aattggcact 


taactccaca 


ccactagtat 


gcacttgttc 


1800 


atacactact 


gtgtacctaa 


ttatagtata 


cgcagtgtag 


tctcaattaa 


taatctgaaa 


1860 


cgtaacttag 


tggcctaaac 


aagtatgcaa 


tagaacttat 


tctaccacat 


atcaaacact 


1920 


acccatgcaa 


aactactaca 


cgggggatac 


acgcaacaca 


actacaagac 


aatagaccag 


1980 


aacgcaacga 


ggcactatag 


gacaaaacat 


aagtcacaca 


caccaacgac 


acacgaaacc 


2040 


ccccacacac 


gcaataacta 


gaccactgat 


acggacactg 


gcggaacctg 


actggaaatc 


2100 


cacaagatcg 


accaaataca 


tcgggaaccc 


gccacaccga 


aacccaaaat 


tagacaaggc 


2160 


aaaaatcaca 


gcaacgacac 


caataaataa 


gaagcccaac 


actagacaca 


caagaaaccc 


2220 


cccaccaaac 


cggcgaccaa 


tgccaataca 


ccagcaaacg 


cacaccaagg 


acaaaaaaag 


2280 


acacgaatga 


cacaaaaccg 


tcccgaggga 


aaaaaacaca 


aacagaacac 


aaaaaaaaca 


2340 


caagaaacac 


acaacactaa 


aagcccacaa 


aaacgcaaca 


aaacaaagaa 


aacaaagcaa 


2400 


aaacaaaaac 


ggcaacccca 


ctggcaacac 


aaacagaaca 


aaaatgagac 


aaagttcacg 


2460 


aagagctaag 


agagagaaaa 


gcaaagcaca 


gggaaccatg 


gaacagaccc 


acatacagtg 


2520 


caaacaggga 


cggcaacaaa 


cacaaaaaga 


acaagaacga 


gcaccgagaa 


gcacacccta 


2580 


aagaaaagca 


aaaagaaaac 


agaaca 








2606 


<210> 84 

<211> 1850 

<212> DNA 

<213> Homo sapien 












<400> 84 
aagagtggta 


tcaacgcaga 


gkgcccatta 


cggccggggg 


ccgccatctt 


ggggctgctg 


60 


ggactcgcgt 


cggttggcga 


ctcccggacg 


taggtagttt 


gttgggccgg 


gttctgaggc 


120 


cttgyttctc 


tttacttttc 


cactctaggc 


cacgatgccg 


cagtaccaga 


cctgggagga 


180 



WO 2004/053079 PCT/US2003/038855 



107 



gttcagccgc 


gctgccgaga 


agctttacct 


cgctgaccct 


atgaaggcac 


gtgtggttct 


240 


caaatatagg 


cattctgatg 


ggaacttgtg 


tgtgttaaag 


taacagatga 


tttagttaga 


300 


cagtgtcttg 


ctctatgtgc 


tccaggctgc 


agtgcagtgg 


cttgatcatg 


gctcactgca 


360 


atcctcgacc 


tcctgggctc 


aagcggtcct 


cttgcttcag 


cctcctgaat 


agcagagact 


420 


rcaggtgttg 


gtgtataaaa 


cagaccaagc 


tcaagatgta 


aagaagattg 


agaaattcca 


480 


cagtcaacta 


atgcgactta 


tggtagccaa 


aggaagcccg 


caatgttacc 


atggaaaact 


540 


gagtgaatgg 


tttgaaatga 


agactttgtc 


gtgtacttag 


ggaagtaaat 


atcttttgaa 


600 


ttagagaaag 


tgttgggaca 


gaaagtactt 


tatgtaacta 


agtgggctgt 


tcagaagctt 


660 


agaggtcatt 


tttgtaattt 


tctttttaaa 


ttactttaga 


gagctaggga 


tgcaaatgtt 


720 


ttcagttaga 


aagcctttat 


ttactttgtg 


gaaattgaac 


aagaaatgca 


tctgtcttag 


780 


aaactggaga 


ttattgatgt 


taggtaacac 


atgtaattgt 


ttctctggca 


aattwgtatc 


840 


agtaatttga 


aaatgagata 


ttaggaaaaa 


caattcttct 


taaatttagt 


tcatctttct 


900 


ttcaacacag 


caacatatca 


aatgtaaccc 


atattagtcc 


agatccatgt 


attatggagc 


960 


atacaaatgt 


atgctgtagt 


gaccaataaa 


tcataacata 


tggtaattgg 


cacttaactc 


1020 


cacaccacta 


gtatgcactt 


gttcatacac 


tactgtgtac 


ctaattatag 


tatacgcagt 


1080 


gtagtctcaa 


ttaataatct 


gaaacgtaac 


ttagtggcct 


aaacaagtat 


gcaatagaac 


1140 


ttattctacc 


acatatcaaa 


cactacccat 


gcaaaactac 


tacacggggg 


atacacgcaa 


1200 


cacaactaca 


agacaataga 


ccagaacgca 


acgaggcact 


ataggacaaa 


acataagtca 


1260 


cacacaccaa 


cgacacacga 


aaccccccac 


acacgcaata 


actagaccac 


tgatacggac 


1320 


actggcggaa 


cctgactgga 


aatccacaag 


atcgaccaaa 


tacatcggga 


acccgccaca 


1380 


ccgaaaccca 


aaattagaca 


aggcaaaaat 


cacagcaacg 


acaccaataa 


ataagaagcc 


1440 


caacactaga 


cacacaagaa 


accccccacc 


aaaccggcga 


ccaatgccaa 


tacaccagca 


1500 


aacgcacacc 


aaggacaaaa 


aaagacacga 


atgacacaaa 


accgtcccga 


gggaaaaaaa 


1560 


cacaaacaga 


acacaaaaaa 


aacacaagaa 


acacacaaca 


ctaaaagccc 


acaaaaacgc 


1620 


aacaaaacaa 


agaaaacaaa 


gcaaaaacaa 


aaacggcaac 


cccactggca 


acacaaacag 


1680 


aacaaaaatg 


agacaaagtt 


cacgaagagc 


taagagagag 


aaaagcaaag 


cacagggaac 


1740 


catggaacag 


acccacatac 


agtgcaaaca 


gggacggcaa 


caaacacaaa 


aagaacaaga 


1800 


acgagcaccg 


agaagcacac 


cctaaagaaa 


agcaaaaaga 


aaacagaaca 




1850 



<210> 85 
<211> 924 
<212> DNA 
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<213> Homo sapien 




<400> 85 
gcagggcttc 


cactacaccc 


ccacgtqqcg 


aggctgggtc 


gggcccccac 


CtqCCtQCTQC 


gctgctctct 


gtggtgaagc 


ctgtgttgct 


ggttaagttt 


ctccaggtgt 


ccaaggggac 


gatgtgggcc 


agaagggcaa 


gcacaataaa 


agagtcacaa 


gagccaagcc 


tgaatcagcg 


aaacgcccat 


cctgggcagc 


cttcctcgac 


gtggccgtgc 


caggctgtgc 


cagcatgcac 


gactcggact 


acctgctcac 


agtctgcaga 


atcctgcttc 


cttctcttgc 


tqqqtatqqc 


gtctacagca 


gcatctacca 


aaacctctga 


cagacagggc 


agggctgtgc 


accccacwgc 


ctcaggggcc 


acctcctctt 


gggaaggccc 


cagcttccca 


gcaccgtctg 


cctccagggc 


aagcagctcc 


tgcagmcgtg 


caggacaagt 


ggcggcagca 


ctgccaggct 


cacg 



<210> 86 

<211> 847 

<212> DNA 

<213> Homo sapien 

<400> 86 

agcggagggt tcaccctccg ctccacaggg 
cgccccacgc tttcccgggg cgcatgcgac 
tcgcactgta gagtcggccg aggcgcacga 
ctaaagtgcg tgggcgggaa gcggtgggca 
ggtgtgggcc aggcggcggc ttcctcctcc 
tctcccgcgg catggatcct tctcccgcgg 
cgtccccagt cagtacccgc agcctcccga 
caggtttcct ggctaagaga gagacagagg 
atgggaggtg atggtgagag cttattggaa 
cattccccat ccattcattt atggccttat 
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agcgccatcc 


aagaccttgt 


gttcaggcag 


60 


ctggccctct 


aagccccctt 


gggctcccct 


120 


ggtggagctt 


tagccaggtg 


agtgcagcca 


180 


agctgcacgg 


agtaaaaagg 


caagtggaag 


240 


gctgaaattc 


accactagca 


aaacatcctc 


300 


ttgctctttc 


acagcccaag 


ggtgacccga 


360 


tggcagggac 


tcaagggccg 


gaagtgcgag 


420 


cagggcaggg 


agcattctgc 


ccaaactatt 


480 


aggcacgctg 


gcggcctcaa 


gcggggctgc 


540 


attagcagct 


tcccattcat 


cggatatgag 


600 


tgtagctccc 


tgttgaaaca 


cgaccccctt 


660 


acagctccag 


tagactcgca 


aagaccccac 


720 


aggcagggac 


acccacatgt 


gggcactgac 


780 


ccatgggcag 


gagggtgtgg 


gaagacgaag 


840 


ccacgtaaga 


ggagaactgc 


ccacaccaga 


900 








924 


tcggcagcag 


ggcggggcct 


ccggaagctc 


60 


gtgggccgga 


gcgtctggaa 


gctccgcccg 


120 


ggtatttttc 


acgctccgcc 


cctctgcagg 


180 


gggtgccatc 


tggctccgcc 


cttctcctgt 


240 


tgcagcagcc 


acaggctcca 


ctctgatcct 


300 


cgtggatcct 


tctcccgcaa 


tctccgtgcg 


360 


cgcacccgct 


ggctccaagc 


ctccctaccc 


420 


gagagagggg 


ggaagacgag 


agaacaggca 


480 


cagacaagag 


ggaggaaacc 


cacattcctt 


540 


gtattccatt 


gaatcttcac 


agctctagaa 


600 
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aaaagtgtgc 


tacaattatt 


ccctttatta 


catgaggtca 


ctgaggcaca 


gtttaagaaa 


660 


atttgccagc 


aggcacagtg 


ggtcactccg 


gtaattcgca 


gaactttgag 


aagggggagg 


720 


aaggtggatc 


cattgaagcc 


caggaagttg 


gagaccaggt 


ctgggcaaca 


atgggggaga 


780 


ccccgtttct 


acaaaaactt 


aggcaaaatt 


agcaaactgg 


ttcacacttg 


tagtcccagg 


840 


gtattca 












847 


<210> 87 
<211> 1389 
<212> DNA 
<213> Homo sapien 












<400> 87 
cttcgggcct 


aaccacaaga 


ggcatgtctg 


gttccgcgag 


agcatgaccg 


attggattcc 


60 


agttcgagta 


tgccgcctag 


ggctccgatc 


ctgccgatgt 


ggcctatcca 


gctgaccttt 


120 


ctgcgcctga 


tgtccactgg 


aggcctccca 


ggacatcacc 


taccactgca 


agaacagcgt 


180 


ggcctacatg 


gaccagcaga 


ctggcaacct 


caagaaggcc 


tgctcctcca 


gggctcaacg 


240 


agatcgagat 


ccgcgccgag 


ggcaacagcc 


gcttcaccta 


cagcgtcact 


gtcgatggct 


300 


gcacgagtca 


caccggagcc 


tggggcaaga 


cagtgattga 


atacaaaacc 


accaagacct 


360 


cccgcctgcc 


catcatcgat 


gtggccccct 


tggacgttgg 


tgccccagac 


caggaattcg 


420 


gcttcgacgt 


tggccctgtc 


tgcttcctgt 


aaactccctc 


catcccaacc 


tggctccctc 


480 


ccacccaacc 


aactttcccc 


ccaacccgga 


aacagacaag 


caacccaaac 


tgaaccccct 


540 


caaaagccaa 


aaaatgggag 


acaatttcac 


atggactttg 


gaaaatattt 


ttttcctttg 


600 


cattcatctc 


tcaaacttag 


tttttatctt 


tgaccaaccg 


aacatgacca 


aaaaccaaaa 


660 


gtgcattcaa 


ccttaccaaa 


aaaaaaawww 


wamamaarga 


ttawttaatt 


ttttttsmam 


720 


aaggaagctg 


ggccccctgg 


cttgaaaacc 


catgcggggg 


taggtccctt 


ttggcccgtg 


780 


gggtttttga 


aaccccaatg 


gcgtgccctt 


tcgagctcct 


tttctcaaaa 


cccccctggg 


840 


ggccttcccc 


tccactcctt 


cccaaattct 


ggtctcccca 


gaagacacag 


ggaaacattg 


900 


tttggtctgc 


ccagcaaatc 


aagggcaatg 


ctcaaacacc 


catgggggcc 


ccaacccttc 


960 


agcccgtccg 


tgcccgccaa 


agaaccccaa 


ggccctgggg 


gacatggggc 


tcgcttcaga 


1020 


gttgccaaaa 


aaagccttgt 


gccaaatcag 


ggggcctccc 


aaggggctct 


gttgaaaaca 


1080 


ttgtccccta 


cggtgatatg 


gaggggggtc 


aatgccgggg 


ggaagccacc 


aaggccccat 


1140 


caacggggat 


tccagaagga 


gcagccagca 


aggggcccac 


ggctacgaaa 


taaccgccga 


1200 


gaaaccaccg 


gttgggcgga 


accgcgtgtc 


aaataccctt 


ggttgcccgc 


aagggacggg 


1260 


gaccggcgca 


gagcatggtg 


ctgtacttgg 


tgttactggt 


gtgcgcggaa 


aaaatacccc 


1320 
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ggcctggtcc tggaggtgcc ccgcgacaaa 
ggaccccat 

<210> 88 

<211> 3429 

<212> DNA 

<213> Homo sapien 

<400> 88 

ctgtagtgat ctgaggatcc cttcgattgg 
ggcctgatga ggttgacagt aatgattgaa 
gcgggttctc ggccctatgt tgccaccagc 
agcagtagct ggtctgtaca tttccttgta 
tttgcgtgga caacttaact tataacattt 
acatctcact ttttagtata tattccttct 
gtgaccgtgt gtgtttattg aaaggaaaca 
tagaggtcta gttaagctat aaaattacag 
gttccctctt atagctgaac tgagcttaac 
gctaaaatga ctctttcctt tgtggggaca 
gagtcctgga agtagaaatg aaaatatgtg 
ttcttattga gggtagcatt gtccagtacg 
cacccataca ggaagaatgt tggtgaaaag 
aatttccatg gagaaaagag agcatctgaa 
cctctgcact caccccagcg tgttctgtga 
ctttttggat gactggggaa gaggtgggga 
catggagcaa atgttttaca acctgaacct 
cttgaagaaa agaaaaaaaa aaaaaaaagt 
tgcacatata agccatagtt acagtacagg 
tctgttaaat gtgaaagagg gatcgactga 
atatgtatat gtttatcttt atttttataa 
gaagcttcta gcgttagttc acactgggtg 
ggggctgatt tcttatttta gtataagact 
ttcacattaa aaaaaaaaaa tctctctgtt 
attgccaata atcagaaaga accttaaatg 
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ttgactgcgg cgggaatgaa gacagatgaa 1380 

1389 



tgtgggaact tattggtgct ctgagtagag 60 

agaggcattt gagtgattca cagtactaat 120 

aactgcacag ctctgtctgt ttgacccaag 180 

tgatcataag ttgcccgcca atcgaatcga 240 

taagtaaaat catgcatttt aggcagacag 3 00 

tctagaggat tatttggtgt gtgtctgcgt 360 

gttccgtgtt tagagttttg ggttgttagt 420 

tggaataagt gatgacagcc agttagtaca 480 

acaccaacag aaatgtttgg caaatagact 54 0 

taagttgcct gacatttaca tgtttataat 600 

cagaaaatag atttctatca tcacttcctt 660 

tttttgtcat ctctgtgctt tcttgttgtc 720 

cacagaaacc agtgacgttt gtggctgtgg 780 

cacctggacc atcttttgca cctggcagac 840 

acttgagtga caacgcgtgc ttgcagggtg 900 

99999^99^9 gggggaagca tggacgagaa 960 

cagaactgtg atcctccaag gagcgcgcta 102 0 

cgaatggctt ctcagggatt ttgttttccg 108 0 

tggcagtatt tagagcactc agatttcagt 114 0 

cgttcattgc tgttccataa ctagtgtaaa 1200 

tatgcaaata catttaaatt tatacagttt 1260 

caatattctg catgagaact gtgccaagat 132 0 

tttttgtttt ttctttattc tttaatcctc 1380 

agcccatgga ttaagtgttg gttcatagag 1440 

tgcatttaag acagtgtccc ttcccttctt 1500 
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ttcaatgaag 


gtccctgcct 


atataaatca 


tctggcacgc 


tggtgggaaa 


tcctttgctc 


1560 


ttccaacgtg 


ttattagtgc 


tgggcagaga 


tggggcacac 


tcaggggcca 


aagaggacaa 


1620 


aaagtccatg 


caaaacttga 


gtcttttaat 


ggcttaagat 


aatcaggagt 


cagttctgaa 


1680 


tcttacaaag 


tgctctgctt 


aataagtacc 


ttacttagca 


gagcactttg 


caaacatatt 


1740 


acttattagc 


agagctcttt 


gtagaccttc 


cacatctggc 


tgtcagatct 


taaggttgtg 


1800 


aatttaggct 


ccagttatat 


tcactggaga 


gcataatccc 


acacgggtta 


tttataaata 


1860 


cagagcctct 


gattggacgg 


tctcctgcca 


agaactagta 


atacccttgt 


tttaaaatct 


1920 


tcacaaggta 


aaacttaaaa 


agccaaccaa 


acaaattgct 


ctccattcta 


cttttaattg 


1980 


ggccaaacag 


catatgctac 


agtagtaaca 


tgtttttcgg 


agagtgtaaa 


aaactctgtt 


2040 


tacatttgcc 


tcctccgtgg 


gttgatcgaa 


aatgtataaa 


actgactgct 


tctcgccagc 


2100 


ctcagacaag 


aagagtgagt 


tgctggtact 


cgctactctt 


ttacttcttt 


tgtaaagtat 


2160 


tgactcttgg 


aaggctacag 


tatacaaagt 


ctcaacatgt 


tttttaaaag 


aaataaggag 


2220 


caagcgactg 


ccctgctaga 


aatcacaaac 


cgatttttgt 


agaatatttt 


gtgccccagg 


2280 


cattaatttc 


actgactcca 


gaacctgcag 


ttcagagaat 


gatttcttat 


gatgataaaa 


2340 


atcgaatggg 


atcagacgat 


gtttgcattt 


ttttaatact 


tgaataggac 


acctcaagtt 


2400 


tgagatttca 


ttttctttta 


gaacacagtc 


acaagattaa 


tctggtgaat 


ccttttgtca 


2460 


cagttctcgt 


gtgtgtgtgc 


gcgtctccgt 


gtgtgtgtgt 


gtgcatgtgt 


gtaaaactga 


2520 


atggtcacat 


ttaattgctt 


tttggaccat 


tgaatagttg 


ggaagtaaga 


attttttaat 


2580 


tggcatgaga 


cggttcctca 


actgttaaat 


taaccaactt 


tgacctgtct 


ttagaaaaag 


2640 


gcttatttgt 


atgattttgg 


gctaactccc 


cggggaccat 


attaaatgac 


aaaaatgctc 


2700 


ctttgggtga 


cacaccctac 


aaagtatttg 


ctgttacgaa 


cataaacgcc 


cacattctta 


2760 


atatctaata 


tttttgacca 


gtgatgtttt 


atgctgtcat 


ctgaacccta 


gagaagcagt 


2820 


gtcagaggaa 


accttggtgt 


cacatgtgtc 


ttagcaaaag 


ggttaccatg 


atcgagggtc 


2880 


atgtgaccaa 


aagatgctcc 


agagaagctt 


gagaatttgt 


ttcaagttgg 


gaggagggtt 


2940 


ggagatacaa 


aaatcactct 


gctctacagg 


actcttcagc 


tgtctatgca 


agaaattccg 


3000 


ttttctcttt 


cagcacctgg 


aaagacacag 


cagcccaccg 


aggcgatagg 


tgattcacta 


3060 


agcacaagag 


gaatgttttc 


taagcaaggc 


gtcccttgcc 


tctcaaacaa 


atgccctcca 


3120 


agtttgttag 


ggtttctatt 


cctgcaactt 


gtggtatcaa 


aaccacttcc 


tggaattgtc 


3180 


aaagcactgc 


caaaataaat 


gtttttcccc 


cttctaagaa 


aaaaaaaatg 


acagtgctca 


3240 


tatttgacac 


ttgtgtattg 


gactctcttt 


tgaatgaata 


aaaaggaaaa 


ggggtttggt 


3300 
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gtaattcctg 


atggggtgcg 


tgttgttttt 


catgccatgg 


tttgtgaatt 


ttaattgtgg 


3360 


tttcccattt 


cgttgttgta actgggcaga aattaaaaaa gaaaaatcaa 


taaaaataca 


3420 


aagaaatgg 












3429 


<210> 89 

<211> 1633 

<212> DNA 

<213> Homo sapien 












<400> 89 
atcaatgaac 


ccgcaatcat 


gaaacttctg acaccaccag gagctgactc 


acacctgaac 


60 


agtacaccgt 


cgaagcttcg 


acggtctcct 


gccaagaact 


agtaataccc 


ttgttttaaa 


120 


atcttcacaa 


ggtaaaactt 


aaaaagccaa 


ccaaacaaat 


tgctctccat 


tctactttta 


180 


attgggccaa 


acagcatatg 


ctacagtagt 


aacatgtttt 


tcggagagtg 


taaaaaactc 


240 


tgtttacatt 


tgcctcctcc 


gtgggttgat 


cgaaaatgta 


taaaactgac 


tgcttctcgc 


300 


cagcctcaga 


caagaagagt 


gagttgctgg 


tactcgctac 


tcttttactt 


cttttgtaaa 


360 


gtattgactc 


ttggaaggct 


acagtataca 


aagtctcaac 


atgtttttta 


aaagaaataa 


420 


ggagcaagcg 


actgccctgc 


tagaaatcac 


aaaccgattt 


ttgtagaata 


ttttgtgccc 


480 


caggcattaa 


tttcactgac 


tccagaacct 


gcagttcaga 


gaatgatttc 


ttatgatgat 


540 


aaaaatcgaa 


tgggatcaga 


cgatgtttgc 


atttttttaa 


tacttgaata 


ggacacctca 


600 


agtttgagat 


ttcattttct 


tttagaacac 


agtcacaaga 


ttaatctggt 


gaatcctttt 


660 


gtcacagttc 


tcgtgtgtgt 


gtgcgcgtct 


ccgtgtgtgt 


gtgtgtgcat 


gtgtgtaaaa 


720 


ctgaatggtc 


acatttaatt 


gctttttgga 


ccattgaata 


gttgggaagt 


aagaattttt 


780 


taattggcat 


gagacggttc 


ctcaactgtt 


aaattaacca 


actttgacct 


gtctttagaa 


840 


aaaggcttat 


ttgtatgatt 


ttgggctaac 


tccccgggga 


ccatattaaa 


tgacaaaaat 


900 


gctcctttgg 


gtgacacacc 


ctacaaagta 


tttgctgtta 


cgaacataaa 


cgcccacatt 


960 


cttaatatct 


aatatttttg 


accagtgatg 


ttttatgctg 


tcatctgaac 


cctagagaag 


1020 


cagtgtcaga 


ggaaaccttg gtgtcacatg 


tgtcttagca 


aaagggttac 


catgatcgag 


1080 


ggtcatgtga 


ccaaaagatg 


ctccagagaa gcttgagaat 


ttgtttcaag 


ttgggaggag 


1140 


ggttggagat 


acaaaaatca 


ctctgctcta 


caggactctt 


cagctgtcta 


cgcaagaaau 




tccgttttct 


ctttcagcac 


ctggaaagac 


acagcagccc 


accgaggcga 


taggtgattc 


1260 


actaagcaca 


agaggaatgt 


tttctaagca 


aggcgtccct 


tgcctctcaa 


acaaatgccc 


1320 


tccaagtttg 


ttagggtttc 


tattcctgca 


acttgtggta 


tcaaaaccac 


ttcctggaat 


1380 


tgtcaaagca 


ctgccaaaat 


aaatgttttt 


cccccttcta 


agaaaaaaaa 


aatgacagtg 


1440 
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ctcacatttg 


acacttgtgt 


attggactct 


113 
cttttgaatg 


aataaaaagg 


aaaaggggtt 


1500 


tggtgtaatt 


cctgatgggg 


tgcgtgttgt 


ttttcatgcc 


atggtttgtg 


aattttaatt 


1560 


gtggtttccc 


atttcgttgt 


tgtaactggg 


cagaaattaa 


aaaagaaaaa 


tcaataaaaa 


1620 


tacaaagaaa 


tgg 










1633 


<210> 90 

<211> 857 

<212> DNA 

<213> Homo sapien 












<400> 90 
tgccacttac 


gcgtcgctct 


tcctcgtttg 


cccctcgtgt 


tcatgggagc 


tcgttttctt 


60 


ttcctctagg 


cagagaagag 


gcgatggcgg 


cgatggcatc 


tctcggcgcc 


ctggcgctgc 


120 


tcctgctgtc 


cagcctctcc 


cgctgctcag 


ccgaggcctg 


cctggagccc 


cagatcaccc 


180 


cttcctacta 


caccacttct 


gacgctgtca 


tttccactga 


gaccgtcttc 


attgtggaga 


240 


tctccctgac 


atgcaagaac 


agggtccaga 


acatggctct 


ctatgctgac 


gtcggtggaa 


300 


aacaattccc 


tgtcactcga 


ggccaggatg 


tggggcgtta 


tcaggtgtcc 


tggagcctgg 


360 


accacaagag 


cgcccacgca 


ggcacctatg 


aggttagatt 


cttcgacgag 


gagtcctaca 


420 


gcctcctcag 


gaaggctcag 


aggaataacg 


aggacatttc 


catcatcccg 


cctctgttta 


480 


cagtcagcgt 


ggaccatcgg 


gtgagtggcc 


tggtccctcc 


tcctttttgg 


ggttgttggg 


540 


ctgagtgaag 


gttatcctct 


ccacagcccc 


agctctgctg 


ctgggccgtg 


attggccagc 


600 


atgtcttggt 


tcccctggcg 


gaaggtgacc 


agggctggct 


ggtctgctca 


cctgtactcc 


660 


cctgagctgg 


cttgtgatct 


cctttttttc 


agggcacttg 


gaacgggccc 


tgggtgtcca 


720 


ctgaggtgct 


ggctgcggcg 


atcggccttg 


tgatctacta 


cttggccttc 


agtgcgaaga 


780 


gccacatcca 


ggcctgaggg 


cggcacccca 


gccctgccct 


tgcttccttc 


aataaacatc 


840 


acaggacctg 


ggactgc 










857 


<210> 91 

<211> 876 

<212> DNA 

<213> Homo sapien 












<400> 91 
tgccacttac 


gcgtcgctct 


tcctcgtttg 


cccctcgtgt 


tcatgggagc 


tcgttttctt 


60 


ttcctctagg 


cagagaagag 


gcgatggcgg 


cgatggcatc 


tctcggcgcc 


ctggcgctgc 


120 


tcctgctgtc 


cagcctctcc 


cgctgctcag 


gaaacgctgg 


ggccagtctt 


caccttctgt 


180 


caactggccg ggggcagaga 


ccctttctct 


catcttgaaa 


gccccagtgc 


attgcctgcc 


240 


tgcagccccc 


acccccgatg 


tctctgctga 


ggatgccttc 


agtaactcgt 


ccaggccgtt 


300 
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tgtggctctg 


aattgaggct 


ggcgtggccc 


ccgggcctcc 


gtgtcatagg 


tccaagtgtt 


360 


gccgaggcct 


gcctggagcc 


ccagatcacc 


ccttcctact 


acaccacttc 


tgacgctgtc 


420 


atttccactg 


agaccgtctt 


cattgtggag 


atctccctga 


catgcaagaa 


cagggtccag 


480 


aacatggctc 


tctatgctga 


cgtcggtgga 


aaacaattcc 


ctgtcactcg 


aggccaggat 


540 


gtggggcgtt 


atcaggtgtc 


ctggagcctg 


gaccacaaga 


gcgcccacgc 


aggcacctat 


600 


gaggttagat 


tcttcgacga 


ggagtcctac 


agcctcctca 


ggaaggctca 


gaggaataac 


660 


gaggacattt 


ccatcatccc 


gcctctgttt 


acagtcagcg 


tggaccatcg 


gggcacttgg 


720 


aacgggccct 


gggtgtccac 


tgaggtgctg 


gctgcggcga 


tcggccttgt 


gatctactac 


780 


ttggccttca 


gtgcgaagag 


ccacatccag 


gcctgagggc 


ggcaccccag 


ccctgccctt 


840 


gcttccttca 


ataaacatca 


cacrcraccfccrcr 


gactgc 






876 


<210> 92 

<211> 2396 

<212> DNA 

<213> Homo sapien 












<400> 92 
cagatctcaa 


ttatctaatt 


gcaattgcaa 


cgagaaccaa 


agcaggggag 


cagagacaaa 


60 


caatttctga 


ggtaaccaga 


tggctttatt 


aactcaagtt 


ctcacctaaa 


attgccctca 


120 


agaatcctgt 


gggaatgggt 


tgcagtggtg 


tggccctgga 


ttcacaaccg 


acagagcttc 


180 


tgaattctga 


gtgatctgta 


cacaaacaca 


cctctgcctg 


ggttacacgc 


ctccacgttc 


240 


ctctatccag 


ttcccgcacc 


cttcccccca 


ggccccattc 


ttcaaggctt 


cagagcagcg 


300 


ctcctccggt 


taaaaggaag 


tctcagcaca 


gaatcttcaa 


acctcctcgg 


aggccaccaa 


360 


agatccctaa 


cgccgccatg 


gagacgaagc 


acctggggcg 


gggcggagcg 


gggcgcgcgg 


420 


gcccacacct 


gtggagaggg 


ccgcgcccca 


actgcagcgc 


cggggctggg 


ggaggggagc 


480 


ctactcactc 


ccccaactcc 


cgggcggtga 


ctcatcaacg 


agcaccagcg 


gccagaggtg 


540 


agcagtcccg 


ggaaggggcc 


gagaggcggg 


gccgccaggt 


cgggcaggtg 


tgcgctccgc 


600 


cccgccgcgc 


gcacagagcg 


ctagtccttc 


ggcgagcgag 


caccttcgac 


gcggtccggg 


660 


gaccccctcg 


tcgctgtcct 


cccgacgcgg 


acccgcgtgc 


cccaggcctc 


gcgctgcccg 


720 


gccggctcct 


cgtgtcccac 


tcccggcgca 


cgccctcccg 


cgagtcccgg 


gcccctcccg 


780 


cgcccctctt 


ctcggcgcgc 


gcgcagcatg 


gcgcccccgc 


aggtcctcgc 


gttcgggctt 


840 


ctgcttgccg 


cggcgacggc 


gacttttgcc 


gcagctcagg 


aagaatgtgt 


ctgtgaaaac 


900 


tacaagctgg 


ccgtaaactg 


ctttgtgaat 


aataatcgtc 


aatgccagtg 


tacttcagtt 


960 


ggtgcacaaa 


atactgtcat 


ttgctcaaag 


cgtgagtaaa 


atatcctaat 


tacctgtaag 


1020 
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ctttattttg 


acttaatact 


tctttaattg 


atgtgccttg 


agttggaaag 


agttttattg 


1080 


gcttaaatct 


gaatcatgtt 


acaaagtaag 


tgtgggaaca 


cataaatttc 


aaataatctt 


1140 


tgaccctgga 


actttagagt 


taattttttt 


tttcccgtaa 


tcatgaaatc 


agttattttt 


1200 


cagtttggca 


ttaaggtttc 


tttttcagtg 


gctgccaaat 


gtttggtgat 


gaaggcagaa 


1260 


atgaatggct 


caaaacttgg 


gagaagagca 


aaacctgaag 


gggccctcca 


gaacaatgat 


1320 


gggctttatg 


atcctgactg 


cgatgagagc 


gggctcttta 


aggccaagca 


gtgcaacggc 


1380 


acctccatgt 


gctggtgtgt 


gaacactgct 


ggggtcagaa 


gaacagacaa 


ggacactgaa 


1440 


ataacctgct 


ctgagcgagt 


gagaacctac 


tggatcatca 


ttgaactaaa 


acacaaagca 


1500 


agagaaaaac 


cttatgatag 


taaaagtttg 


cggactgcac 


ttcagaagga 


gatcacaacg 


1560 


cgttatcaac 


tggatccaaa 


atttatcacg 


agtattttgt 


atgagaataa 


tgttatcact 


1620 


attgatctgg 


ttcaaaattc 


ttctcaaaaa 


actcagaatg 


atgtggacat 


agctgatgtg 


1680 


gcttattatt 


ttgaaaaaga 


tgttaaaggt 


gaatccttgt 


ttcattctaa 


gaaaatggac 


1740 


ctgacagtaa 


atggggaaca 


actggatctg 


gatcctggtc 


aaactttaat 


ttattatgtt 


1800 


gatgaaaaag 


cacctgaatt 


ctcaatgcag 


ggtctaaaag 


ctggtgttat 


tgctgttatt 


1860 


gtggttgtgg 


tgatagcagt 


tgttgctgga 


attgttgtgc 


tggttatttc 


cagaaagaag 


1920 


agaatggcaa 


agtatgagaa 


ggctgagata 


aaggagatgg 


9tgagatgca 


tagggaactc 


1980 


aatgcataac 


tatataattt 


gaagattata 


gaagaaggga 


aatagcaaat 


ggacacaaat 


2040 


tacaaatgtg 


tgtgcgtggg 


acgaagacat 


ctttgaaggt 


catgagtttg 


ttagtttaac 


2100 


atcatatatt 


tgtaatagtg 


aaacctgtac 


tcaaaatata 


agcagcttga 


aactggcttt 


2160 


accaatcttg 


aaatttgacc 


acaagtgtct 


tatatatgca 


gatctaatgt 


aaaatccaga 


2220 


acttggactc 


catcgttaaa 


attatttatg 


tgtaacattc 


aaatgtgtgc 


attaaatatg 


2280 


cttccacagt 


aaaatctgaa 


aaactgattt 


gtgattgaaa 


gctgcctttc 


tatttacttg 


2340 


agtcttgtac 


atacatactt 


L L L L CL 


LCI LVjClCta LCiu 


^^fj^^i- t~ 4- a 
aauci u L L uaa 


a^> tyaa 


2396 


<210> 93 

<211> 1813 

<212> DNA 

<213> Homo sapien 












<400> 93 
cagatctcaa 


ttatctaatt 


gcaattgcaa 


cgagaaccaa 


agcaggggag 


cagagacaaa 


60 


caatttctga 


ggtaaccaga 


tggctttatt 


aactcaagtt 


ctcacctaaa 


attgccctca 


120 


agaatcctgt 


gggaatgggt 


tgcagtggtg 


tggccctgga 


ttcacaaccg 


acagagcttc 


180 


tgaattctga gtgatctgta 


cacaaacaca 


cctctgcctg 


ggttacacgc 


ctccacgttc 


240 
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ctctatccag 


ttcccgcacc 


cttcccccca 


ggccccattc 


ttcaaggctt 


cagagcagcg 


300 


ctcctccggt 


taaaaggaag 


tctcagcaca 


gaatcttcaa 


acctcctcgg 


aggccaccaa 


360 


agatccctaa 


cgccgccatg 


gagacgaagc 


acctggggcg gggcggagcg 


gggcgcgcgg 


420 


gcccacacct 


gtggagaggg 


ccgcgcccca 


actgcagcgc 


cggggctggg 


ggaggggagc 


480 


ctactcactc 


ccccaactcc 


cgggcggtga 


ctcatcaacg 


agcaccagcg 


gccagagaat 


540 


gtgtctgtga 


aaactacaag 


ctggccgtaa 


actgctttgt 


gaataataat 


cgtcaatgcc 


600 


agtgtacttc 


agttggtgca 


caaaatactg 


tcatttgctc 


aaagctggct 


gccaaatgtt 


660 


tggtgatgaa 


ggcagaaatg 


aatggctcaa 


aacttgggag 


aagagcaaaa 


cctgaagggg 


720 


ccctccagaa 


caatgatggg 


ctttatgatc 


ctgactgcga 


tgagagcggg 


ctctttaagg 


780 


ccaagcagtg 


caacggcacc 


tccatgtgct 


ggtgtgtgaa 


cactgctggg 


gtcagaagaa 


840 


cagacaagga 


cactgaaata 


acctgctctg 


agcgagtgag 


aacctactgg 


atcatcattg 


900 


aactaaaaca 


caaagcaaga 


gaaaaacctt 


atgatagtaa 


aagtttgcgg 


actgcacttc 


960 


agaaggagat 


cacaacgcgt 


tatcaactgg 


atccaaaatt 


tatcacgagt 


attttgtatg 


1020 


agaataatgt 


tatcactatt 


gatctggttc 


aaaattcttc 


tcaaaaaact 


cagaatgatg 


1080 


tggacatagc 


tgatgtggct 


tattattttg 


aaaaagatgt 


taaaggtgaa 


tccttgtttc 


1140 


attctaagaa 


aatggacctg 


acagtaaatg gggaacaact 


ggatctggat 


cctggtcaaa 


1200 


ctttaattta 


ttatgttgat 


gaaaaagcac 


ctgaattctc 


aatgcagggt 


ctaaaagctg 


1260 


gtgttattgc 


tgttattgtg 


gttgtggtga 


tagcagttgt 


tgctggaatt 


gttgtgctgg 


1320 


ttatttccag 


aaagaagaga 


atggcaaagt 


atgagaaggc 


tgagataaag 


gagatgggtg 


1380 


agatgcatag 


ggaactcaat 


gcataactat 


ataatttgaa 


gattatagaa 


gaagggaaat 


1440 


agcaaatgga 


cacaaattac 


aaatgtgtgt 


gcgtgggacg aagacatctt 


tgaaggtcat 


1500 


gagtttgtta 


gtttaacatc 


atatatttgt 


aatagtgaaa 


cctgtactca 


aaatataagc 


1560 


agcttgaaac 


tggctttacc 


aatcttgaaa 


tttgaccaca 


agtgtcttat 


atatgcagat 


1620 


ctaatgtaaa 


atccagaact 


tggactccat 


cgttaaaatt 


atttatgtgt 


aacattcaaa 


1680 


tgtgtgcatt 


aaatatgctt 


ccacagtaaa 


atctgaaaaa 


ctgatttgtg 


attgaaagct 


1740 


gcctttctat 


ttacttgagt 


cttgtacata 


catacttttt 


tatgagctat 


gaaataaaac 


1800 


attttaaact 


gaa 










1813 



<210> 94 

<211> 1843 

<212> DNA 

<213> Homo sapien 
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<400> 94 

J-^ i» /■«• O A 

cayauCtCad 


CtaCCtaaLU 


yCaaUtycaa 






Aa/ra rta ^a a a 

Cayayacaaa 


o u 


caat ttctga 


ggtaaccaga 


tggc tacc 


aactcoagtL 




a 4~ ^ « « 4* /^i 

auugccccca 


XZ\J 


agaatcctgt 


gggaatgggt 


cgcagtggtg 


+- m-m t-t i-t *-i 4- rift a 

tggccccgga 


CtCaCdaCCy 


acagagct.ee 


inn 


tgaattctga 


gtgatctgta 


cacaaacaca 


cctctgcctg 


ggttacacgc 


ctccacgttc 


240 


ctctatccag 


t tcccgcacc 


cttcccccca 


ggccccattc 


t tcaaggctt 


cagagcagcg 


■a n 
3 00 


r*t ^ ^ ^ 

cccccccgyt 


uaaaaggaag 


♦~ /"»a ri ^ /**a 

LCUCayCaCa 


gaatCLtcaa 




a rir*x « a /*i a a 

ayyCCaccaa 


■j ez n 


agaucccuaa 


cgccgccaug 


gayacgaayc 


acctggggcg 


gggcggagcg 


gggegegegg 


a o n 

*k Z. U 


ycccacaccc 


gtggagaggg 


CCy Cy CCCCa 


actgcagcgc 


r~t r~r r~r f~n~t i-* rrrrn 




/IDA 


ccacccacLC 


ccccaact cc 


cgggcggtga 


4* /"i *a 4* ^ *z> /-* i^r 

CLCatCaaCy 


■— > ^w/^i ^ /—i /—i s /— r 

ayCaCCayCy 


gecagaggtg 




agcagt cccg 


ggaaggggee 


gagaggeggg 


gccgccaggt 


egggcagg t g 


tgcgctccgc 


^ n n 


cccgccgcgc 


geacagageg 


ctagtccttc 


ggegagegag 


caccttcgac 


gcggt ccggg 


CCf\ 

ooU 


gaccccctcg 


tcgctgtcct 


cccgacgcgg 


acccgcgtgc 


cccaggcctc 


gcgcbgcccg 


72 0 


gccggctcct 


cgtgtcccac 


tcccggcgca 


cgcccfc cccg 


cgagt ccegg 


gcccctcccg 


•7 o n 

780 


cgcccctctt 


ctcggcgcgc 


gcg cagca t g 


gcgcccccgc 


aggtcctcgc 


gttegggett 


840 


ctgcttgccg 


cggcgacggc 


gaettttgee 


gcagctcagg 


aagaatgtgt 


ctgtgaaaac 


900 


fcacaagctgg 


ccgtaaactg 


ctttgtgaat 


aataatcgtc 


aatgccagtg 


tacttcagtt 


r\ >r r\ 

960 


ggtgcacaaa 


atactgt cat 


ttget caaag 


ctggctgcca 


aatgtttggt 


gatgaaggca 


lUzO 


gaaatgaatg 


gctcaaaact 


tgggagaaga 


gcaaaacctg 


aaggggcect 


ccagaacaat 


1080 


gatgggcttt 


atgatcctga 


cfcgcga tgag 


agegggctet 


t taaggccaa 


geagtgeaac 


1 1 X A 

114 U 


ggcacctcca 


tgtgctggtg 


tgtgaacact 


gc t ggggfc ca 


gaagaacaga 


caaggacact 


linn 


gaaataacct 


getctgageg 


agtgagaacc 


tac tggatca 


teat tgaact 


aaaacacaaa 


1 O ^ A 

lZo 0 


gcaagagaaa 


aaccttatga 


tagtaaaagt 


ttgcggactg 


cacttcagaa 


ggagatcaca 


132 0 


acgcgttatc 


aactggat cc 


aaaat t tatc 


acgagtattt 


tgtatgagaa 


i- _ _ j_ j_ i_ _ f. _ 
taatgttatc 


1380 


actattgatc 


tggttcaaaa 


ttctt ctcaa 


aaaactcaga 


atgatgtgga 


catagctgat 


1440 


gtggcttatt 


attt tgaaaa 


agatgatgtg 


agtatcat ct 


tctttat tec 


tgtgttcagg 


1500 


aatgtagtct 


atcatgcctc 


aatgaattaa 


atatatttca 


tcaccttttt 


atccacttac 


1560 


agatcaacca 


aatggttcgc 


tgctgccgtt 


aattttgtcc 


tccctgtcac 


teacatgeat 


1620 


cttgcttgtt 


tgtatattta 


tgectcttat 


caaattgttc 


tgcctaaaat 


atctcccctc 


1680 


tttcttataa 


ttcttattta 


ttatctactt 


ggtggttact 


tagtttgtgc 


atatatgetc 


1740 


ccctatgata 


tttataattt 


acacaaataa 


aagtctgtta 


aaaaagactg 


taactgatat 


1800 
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gattaaaata 


ttttgttgaa 


actttaatat 


118 
attatagtga 


ggt 




1843 


<210> 95 

<211> 2387 

<212> DNA 

<213> Homo sapien 












<400> 95 
cagatctcaa 


ttatctaatt 


geaattgeaa 


cgagaaccaa 


agcaggggag 


cagagacaaa 


60 


caatttctga 


ggtaaccaga 


tggctttatt 


aactcaagtt 


ctcacctaaa 


attgccctca 


120 


agaatcctgt 


gggaatgggt 


tgcagtggtg 


tggccctgga 


ttcacaaccg 


acagagcttc 


180 


tgaattctga 


gtgatctgta 


cacaaacaca 


cctctgcctg 


ggttacacgc 


ctccacgttc 


240 


ctctatccag 


ttcccgcacc 


cttcccccca 


ggccccattc 


ttcaaggctt 


cagagcagcg 


300 


ctcctccggt 


taaaaggaag 


tctcagcaca 


gaatcttcaa 


acctcctcgg 


aggccaccaa 


360 


agatccctaa 


cgccgccatg gagacgaagc 


acctggggcg 


gggcggagcg 


gggegegegg 


420 


gcccacacct 


gtggagaggg 


ccgcgcccca 


actgcagcgc 


cggggctggg 


ggaggggagc 


480 


ctactcactc 


ccccaactcc 


cgggcggtga 


ctcatcaacg 


agcaccagcg 


gecagaggtg 


540 


agcagtcccg 


ggaaggggee 


gagaggeggg 


gccgccaggt 


egggcaggtg 


tgcgctccgc 


600 


cccgccgcgc 


geacagageg 


ctagtccttc 


ggegagegag 


caccttcgac 


gcggtccggg 


660 


gaccccctcg 


tcgctgtcct 


cccgacgcgg 


acccgcgtgc 


cccaggcctc 


gcgctgcccg 


720 


gccggctcct 


cgtgtcccac 


tcccggcgca 


cgccctcccg 


cgagtcccgg 


gcccctcccg 


780 


cgcccctctt 


ctcggcgcgc 


gcgcagcatg 


gcgcccccgc 


aggtcctcgc 


gttegggett 


840 


ctgcttgccg 


cggcgacggc 


gaettttgee 


gcagctcagg 


aaggtgaggc 


gcggattgga 


900 


gcagagttgt 


ggagctgggc 


tgggctgggg 


ggcagcggcc 


cccggccctc 


ggcccccgaa 


960 


acgggcataa 


tagggagggg 


accaagaggc 


cgcgctttcc 


agcgtggaga 


ccggacggtg 


1020 


ccrcrc cert crcfc 


ccggctcagg 


ccctccgcgc 


ggtaggaaac 


ggegagggee 


gtcccgggga 


1080 


gcagcctcac 


ttegcagett 


tgctcgcctt 


gaatgtgtct 


gtgaaaacta 


caagctggcc 


1140 


gtaaactget 


ttgtgaataa 


taatcgtcaa 


tgccagtgta 


cttcagttgg 


tgcacaaaat 


1200 


actgtcattt 


gctcaaagct 


ggctgccaaa 


tgtttggtga 


tgaaggcaga 


aatgaatggc 


1260 


tcaaaacttg 


ggagaagagc 


aaaacctgaa 


ggggccctcc 


agaacaatga 


tgggctttat 


1320 


gatcctgact 


gcgatgagag 


egggctcttt 


aaggecaage 


agtgcaacgg 


cacctccatg 


1380 


tgctggtgtg 


tgaacactgc 


tggggtcaga 


agaacagaca 


aggacactga 


aataacctgc 


1440 


tetgagegag 


tgagaaccta 


ctggatcatc 


attgaactaa 


aacacaaagc 


aagagaaaaa 


1500 


ccttatgata 


gtaaaagttt 


geggactgea 


cttcagaagg 


agatcacaac 


gcgttatcaa 


1560 
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c her era t ccaa 


aatttatrar 


era erf~ a t* f* V 
y»y uci l. LtLy 


gfc t caaaat t 


ct tct caaaa 


aactcaosat - 
now i— v— -cay etc* i— 


tt tgaaaaag 


afcerttaaacfer 




WO W y y \£ y d t-4i W 


aactaaatct* 


CTera i~ r*r*t~ rrort - 
yyatuv* uyyu 


err* a pphcrAa t~ 


i- <^ u. ^> ci uuy L- CJ. 


yyy Laaaa 


eft" rra hanpa rr 


uuy Ltyuuyy 


cici i_ uy u tyuy 


aaohah era oa 


acrcrr«t" crarra t~ 
oyyw v»y c*y ci. i> 


a a a rrera rra +* rr 
exc* c* y y cxy d l. y 




tcraacrat" t* a t* 


a era a rra a t-trtrr 
ciyctcty ciciyyy 


crt"ert*err , crt* crcr 
yi-gty^y <-yy 


a a car aacraca 


t*pt"t*t" rra a rrrr 
\— i_ l, u. y day y 


ttgtaatagt 


gaaacctgta 


ctcaaaatat 


gaaatttgac 


cacaagtgtc 


ttatatatgc 


ccatcgttaa 


aattatttat 


gtgtaacatt 


taaaatctga 


aaaactgatt 


cgtgattgaa 


catacatact 


tttttatgag 


ctatgaaata 


<210> 96 

<211> 1528 

<212> DNA 

<213> Homo sapien 




<400> 96 
eggegagega 


gcaccttcga 


r»rTr*rTrrt" ppnn 


gacccgcgtg 


ccccaggcct 


r* rr r* rr r* t~ rr r* r* r* 


acgccctccc 


gcgagtcccg 


rrer r* r* r* r» t* r» r» r* 


ggcgcccccg 


caggtcctcg 


r»rTf~ t~ r»rrrrrrr' H 

cyLtcyyyut 


cgcagctcag 


gaagaatgtg 


t~ r* t* rr T* era a a a 
L.v_uyL.ycicictci 


taataatcgt 


caatgecagt 


yUaCC tCay C 


gctggctgcc 


aaatgtttgg 


UyatyaayyC 


agcaaaacct 


gaaggggece 


f- pparraa r»a a 
u. u>i»ay ctcH-»ctct 


gagegggetc 


tttaaggeca 


agcagtgcaa 


tgctggggtc 


agaagaacag 


acaaggacac 


ctactggatc 


atcattgaac 


taaaacacaa 


tttgeggact 


gcacttcaga 


aggagatcac 


cacgagtatt 


ttgtatgaga 


ataatgttat 
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tatgagaata 


atgttatcac 


tattgatctg 


1620 


gatgtggaca 


tagctgatgt 


ggcttattat 


1680 


tttcattcta 


agaaaatgga 


cctgacagta 


1740 


caaactttaa 


tttattatgt 


tgatgaaaaa 


1800 


gctggtgtta 


ttgctgttat 


tgtggttgtg 


1860 


ctggttattt 


ccagaaagaa 


gagaatggca 


1920 


ggtgagatgc 


atagggaact 


caatgeataa 


1980 


aaatagcaaa 


tggacacaaa 


ttacaaatgt 


2040 


tcatgagttt 


gttagtttaa 


catcatatat 


2100 


aagcagcttg 


aaactggctt 


taccaatctt 


2160 


agatctaatg 


taaaatccag 


aacttggact 


2220 


caaatgtgtg 


cattaaatat 


gcttccacag 


2280 


agetgecttt 


ctatttactt 


gagtcttgta 


2340 


aaacatttta 


aactgaa 




2387 


ggaccccctc 


gtcgctgtcc 


tcccgacgcg 


60 


ggccggctcc 


tcgtgtccca 


ctcccggcgc 


12 0 


gcgcccctct 


tctcggcgcg 


cgcgcagcat 


180 


tctgcttgcc 


geggegaegg 


egacttttge 


240 


ctacaagctg 


geegtaaact 


gctttgtgaa 


300 


tggtgcacaa 


aatactgtca 


tttgctcaaa 


360 


agaaatgaat 


ggctcaaaac 


ttgggagaag 


420 


tgatgggctt 


tatgatcctg actgegatga 


480 


cggcacctcc 


acgtgctggt 


gtgtgaacac 


540 


tgaaataacc 


tgetctgage 


gagtgagaac 


600 


agcaagagaa 


aaaccttatg 


atagtaaaag 


660 


aacgegttat 


caactggatc 


caaaatttat 


720 


cactattgat 


ctggttcaaa 


attcttctca 


780 
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aaaaacucay 


aatgacgugg 


acacagccga 


aggLgaaucc 


f. 4. y-r4- 4- 4- ,r-| -> 4- 4- 


ccaagaaaac 


cctggaccct 


gg ccaaacc c 


caacttatta 


gcagggtcta 


aaagctggtg 


t- 4- -a l- 4- rr/n4>/w4. 

ucaccgcxgc 


tggaat tgt u 


gtgctggtta 


tttccagaaa 


gataaaggag 


a t ggg t gaga 


tgcataggga 


tatagaagaa 


gggaaatagc 


aaatggacac 


acatccctga 


aggfc cat gag 


4-4-4- >~4- 4- -,/-if- 4- 

tuLgccagcc 


gtactcaaaa 


tataagcagc 


ttgaaactgg 


gtcttatata 


tgcagatcta 


atgtaaaatc 


tatgtgtaac 


attcaaatgt 


gtgcattaaa 


atttgtgatt 


gaaagctgcc 


tttctattta 


gagctatgaa 


ataaaacatt 


ttaaactg 


<210> 97 

<211> 748 

<212> DNA 

<213> Homo sapien 




<400> 97 
tcgccctttc 


gagcggcgcc 


cgggcaggta 


ctcgctgtcc 


accttccagc 


agatgfcggat 


ctccatcgtc 


caccgcaaat 


gcttctaggc 


cttgacaaaa 


cctaacttgc 


gcagaaaaca 


ttttgttttg 


ttttggtttt 


cctccttttt 


cggtgaaggt 


gacagcagtc 


ggttggagcg 


ggactttgat 


tgcacattgt 


tgttttttta 


acaggaagtc 


ccttgccatc 


ctaaaagcca 


tcctctccca 


agtccacaca 


ggggaggtga 


caaaattttt 


ttaatcttcg 


ccttaatact 


ccttcgtgcc 


cccccttccc 


ccttttttgt 


gtctccctgg 


gagtgggtgg 


aggcagccag 


tgaataaaag 


tgcacacctt 


aaaaatga 
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120 



t-rrt'CTOct" hat 


tattttoaaa 


a ay a Ly l l» a a 


840 




nt" aaah acmes 


aciLdciLLyya 


900 


Ly u uy a Ly aa 


aaacff | arrt*a 


= 4- 4- #-i 4- panf- 

aa l l l* LLaa i— 


960 


4- -s f- 4- rrrri - t~ 


nt* f*tf*rt~ era fan 
y tyy ^ya Lay 


Lay l l y l Lyt 




yaaydyaaLg 


<Tf«sa a a <rf* a f— rr 
yuaaay LaLy 


ay aayy LLy a 


i nan 


^ 4- /»- n *^ 4- /*y/~i a 
aCCCaaLCJCa 


4"aar"*+"a , Ha^a 


4— 4- 4- «a a <— r a 4- 

a l l Ly aay a l 






4- c~r 4- »f /— «-4- /Tt~*t~1 

t.gcgugL.yc.y 


tgg yaLyctay 


X ^ Lf U 


♦•aanal" ^"«a 4— *— v 
CaaCaLCata 


4--%4-4-4- rT 4--a-a4- 


a *~ri~ rra aapff" 

ayLyaaaLLL 


Xfi O LI 


ctttaccaat 


cttgaaattt 


gaccacaagt 


1320 


cagaacttgg 


actccatcgt 


taaaattatt 


1380 


tatgettcca 


cagtaaaatc 


tgaaaaactg 


1440 


cttgagtctt 


gtacatacat 


acttttttat 


1500 








1528 


4— /-» /— ( /— f 4— 4— t~r/~r 

CLCCytguyy 


a rvr^fi fit-in 

ateggegget 


LLaLLLLyyL 


fin 

O L» 


CayCaayCay 


gaytacgacg 


ay LLLyyLLL 




yyaLtatyac 


f" a ^t4* 4" 4— 

i- taytuycyu 


LdLaLLLLLL 


1 O v 


3 rra f" na rra. *r ♦* 
ayct Ly ay a L u 


yyL.aL.yyLU l 


LaLLLyLLLL 


24 0 


4- 4- /-» /—f /—i 4- *» /— f -5 ^ 

ttyyCtLyaC 


l LdyyaL u La 


a a a a r* 1 1* nrra a 
aaaaL Lyyaa 


300 


ayCaiCCCCC 


addyLLCaCa 


ciLy Lggccya 


Juu 


a 4» a /— r 4— /— t -a 4- 4- /-i 

aLayuCautC 


^-a a a ♦* a */* /ra /**r 

CdadLdLyay 


atyuyt tytt 




ccccacttct 


ctctaaggag 


aatggcccag 


480 


tagcattget 


ttcgtgtaaa 


ttatgtaatg 


540 


tttttatttt 


gttttatttt 


gaatgatgag 


600 


cccccaactt 


gagatgtatg 


aaggcttttg 


660 


ggcttacctg 


tacactgact 


tgagaccagt 


720 



74 8 



<210> 98 
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<211> 2221 

<212> DNA 

<213> Homo sapien 

<400> 98 



agagcaagga 


agggcagggg 


acctgggaag gaagttctgg 


aaggcagtgg 


ggtttgagat 


60 


tggacccagg 


gtcaagatag 


aacatgaagg 


tgggatgagg 


acatgaacag 


aacatggcca 


120 


agaaggatct 


gggggagcag 


ccaggacgag gcggagctga 


tccgagagga 


catccagggg 


180 


gctctgcaca 


attaccgctc 


gggccgcggg 


gagcgcaggg 


cggcggcgct 


cagggccacg 


240 


caggaggagt 


tgcagcgcga 


ccgctcgccc 


gccgctgaga 


ccccgcccct 


gcagcgccgc 


300 


ccgtcagtcc 


gcgcagtgat 


cagcaccgta 


gagcggggcg 


cgggccgcgg 


acgaccccag 


360 


gcgaagccca 


ttcccgaggc 


agaggaggcg 


cagaggcctg 


agccggtggg 


gacctcgagc 


420 


aacgctgact 


cggcctcccc 


ggacctgggt 


ccccggggtc 


ctgacctggc 


ggttctgcag 


480 


gcggagcggg 


aagtggacat 


cctgaaccac 


gtgttcgacg 


acgtagagag 


ctttgtatcg 


540 


aggctgcaga 


agtcggcgga 


ggcggccagg 


gtgctggagc 


accgggaacg 


cggccgcagg 


600 


agccggcgcc 


gggcggctgg 


ggagggcttg 


ctgacgctgc 


gggccaagcc 


gccctcggag 


660 


gccgagtaca 


ccgacgtgct 


gcagaagatc 


aagtacgcct 


tcagcctgct 


ggcccggctg 


720 


cgcggcaaca 


tcgccgaccc 


ctcctctccg gagctgttgc 


acttcctttt 


cgggcctctg 


780 


cagatgattg 


tgaacacgtc 


gggggggccg gagttcgcga 


gcagtgtgcg 


gcggccgcat 


840 


ctgacatcgg 


atgccgtggc 


gctgctgcgg gacaacgtca 


ctccacgtga 


aaacgagctc 


900 


tggacctcgc 


tgggggactc 


gtggacccgc 


cccgggctgg 


agctgtcccc 


ggaggaggga 


960 


cccccataca 


gacccgagtt 


cttcagcggc 


tgggagccgc 


cggtcactga 


cccgcagagc 


1020 


cgcgcctggg 


aggacccagt 


tgagaaacag 


ctacagcacg 


agcggaggcg 


ccggcagcaa 


1080 


agcgcccccc 


aggtcgctgt 


caatggtcac 


cgagacttgg 


agccagaatc 


tgagcctcag 


1140 


ctggagtcag 


agacagcagg 


aaaatgggtc 


ctgtgtaatt 


atgacttcca 


ggcccgcaac 


1200 


agcagtgagc 


tgtcggtcaa 


gcagcgggac 


gtactggagg 


tcctggatga 


cagtcgtaag 


1260 


tggtggaagg 


ttcgggaccc 


agcggggcag gagggatatg 


tgccctacaa 


catcctgaca 


1320 


ccctaccccg 


gaccccggct 


gcaccacagc 


caaagccctg 


cccgcagcct 


gaacagcact 


1380 


cctcctccac 


caccagcccc 


agccccggcc 


ccacctccag 


ctctggctcg 


gccccgctgg 


1440 


gacaggcccc 


gctgggacag 


ctgcgatagc 


ctcaacggct 


tggaccccag 


cgagaaggag 


1500 


aaattctccc 


agatgctcat 


cgtcaacgag 


gaactgcagg 


cgcgcctggc 


ccagggccgc 


1560 


tcgggaccga 


gccgcgcagt 


cccagggccc 


cgcgccccgg aaccgcagct 


cagcccgggc 


1620 


tcggacgcct 


ccgaggtccg 


cgcctggctg 


caggccaagg gctttagctc 


cgggaccgtg 


1680 
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c 99 99 cgcag 


oro»orort* rtPictc*r* 


ccgaggaggg 


ClCTf*Z± fori- rrt - /*t 

yycacgtyty 


y* yy ci ^*>ci 


ra ra rra fTS3 a arrt" 

ctdycxy cxctcty v» 


crt* ma oro« f- or 


gi-ggaaggcg 


rj or or 4- frffss aah 


99^99 tcatc 


acgaggcccc 


gtgggagaac 


ggactcctca 


tgaaggatgg 


ccaatctgct 


ccggccctgg 


gatccttgct 


gcagtccctc 


cggagaggat 


agacagtcta 


cggaaagcgc 


tagcagaccc 


gtaatatgcg 
a 


gcccagccta 


f- a -i a nanppf 
LaaaOdycCL 


<210> 99 
<211> 1683 
<212> DNA 
<213> Homo sapien 




<400> 99 
gatctcttcc 


aaatgtcccc 


f*1f~t \- 4— /—i /—I /-i — i 

gctctcccca 


gacctcaccg 


ccatcttaac 


eyyy uy uGCa 


cgtccccatc 


gccgcgcccg 




ccgccctcgg 


aggccgagta 


o< oioiorsa r»ni~rT 


ctggcccggc 


tgcgcggcaa 




ttcgggcctc 


tgcagatgat 


f- (~y 4~ oria a o"si o*or 


cggcggccgc 


atctgacatc 


ot/t a ^ or ^ o* or r"r 

yy acy ccy eg 


gaaaacgagc 


tctggacctc 


y^^yy yyy a <- 


ccggaggagg 


gacccccata 


uaya^L>L.yay 


gacccgcaga 


gccgcgcctg 


oror a or or 9 ^ /"^ s» 

yy ciyy accca 


cgccggcagc 


aaagcgcccc 


ccaggtcycc 


tctgagcctc 


agctggagtc 


ayayauayca 


caggcccgca 


acagcagtga 


gctgtcggtc 


gacagtcgta 


agtggtggaa 


ggttcgggac 


aacatcctga 


caccctaccc 


cggaccccgg 


ctgaacagca 


ctcctcctcc 


accaccagcc 


cggccccgct 


gggacaggcc 


ccgctgggac 
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cttttctcgc 


tgcagaggga 


ggagctgegg 


1740 


tacagecagg 


tcaccgtgca 


gcgctcgctg 


1800 


gaggcagtga 


tggagaagca 


aaagaagaag 


1860 


tgacctgcca 


ggcgcccttc 


gcaaagagtg 


1920 


gactctcccc 


aatagcggaa 


gtcgatcttc 


1980 


tcttccccca 


tcccggtgga 


cagacttaac 


2040 


ctggactggc 


tgggagtggg 


gagggcgtgg 


2100 


ccgagagggt 


gcagtggagc 


cctgagcatt 


2160 


ccgtgcttag 


caaaaaaaaa 


aaaaaaaaaa 


2220 








2221 


ggctctcccc 


tcccgccact 


tgecaggget 


60 


cctctctctg 


cctgcctggt 


gctggccccg 


120 


tcagagggct 


tgetgacget 


gcgggccaag 


180 


ctgeagaaga 


teaagtaege 


cttcagcctg 


240 


ccctcctctc 


cggagctgtt 


gcacttcctt 


300 


teggggggge 


eggagttege 


gagcagtgtg 


360 


gcgctgctgc 


gggacaacgt 


cactccacgt 


420 


tcgtggaccc 


gccccgggct 


ggagctgtcc 


480 


ttcttcagcg 


getgggagee 


gccggtcact 


540 


gttgagaaac 


agctacagca 


egageggagg 


600 


gtcaatggtc 


accgagactt 


ggagccagaa 


660 


ggaaaatggg 


tcctgtgtaa 


ttatgacttc 


720 


aagcagcggg 


acgtactgga 


ggtcctggat 


780 


ccagcggggc 


aggagggata 


tgtgccctac 


840 


ctgcaccaca 


gccaaagccc 


tgcccgcagc 


900 


ccagccccgg 


ccccacctcc 


agctctggct 


960 


agetgegata 


gcctcaacgg 


cttggacccc 


1020 
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agaaattctc 


ccacrafccrcfcc 


QCCCaCTQQCC 


Qctccrcrcracc 


cracrccacaca 


ctcaqcccqq 


crc t ccrcra cqc 


ctcccracrcrfcc 


t cccrcraacrcra 


crcraqctcrccici 


crcQcrtcracrcc 


tcaccataca 


crcactccrctcj 


c tcrcracrcra pa 


fccrcracjaacrca. 


aaaaaaaaaa 




ggcgcccttc 


crcaaaaaQtcr 


acoaciQcccc 


aatagcggaa 


gtcgatcttc 


tgaaggatgg 


tcccggtgga 


cagacttaac 


gatccttgct 


tgggagtggg 


gagggcgtgg 


agacagtcta 


gcagtggagc 


cctgagcatt 


otaatahaccf 


cag 






<210> 100 
<211> 1735 
<212> DNA 
<213> Homo sapien 




<400> 100 
gatctcttcc 


aaatgtcccc 


actctcccca 


gacctcaccg 


ccatcttaac 


ccrocrtcrt cca 


cgtccccatc 


gccgcgcccg 


tctoctcccc 


ccgccctcgg 


aggccgagta 


caccgacgtg 


ctggcccggc 


tgcgcggcaa 


catccrcccrac 


ttcgggcctc 


tgcagatgat 


tgtgaacacg 


cggcggccgc 


atctgacatc 


crcratacccrtQ 


gaaaacgagc 


tctggacctc 


a c fc crcr aaa a c 


ccggaggagg 


gacccccata 


r>arf3 PfTCfao 
>«•» %*^*yciy 


gacccgcaga 


gccgcgcctg 


crcra era a ppra 


cgccggcagc 


aaagcgcccc 


ccaggtcgct 


tctgagcctc 


agctggagtc 


agagacagca 


caggcccgca 


acagcagtga 


gctgtcggtc 


gacagtcgta 


agtggtggaa 


ggttcgggac 


aacatcctga 


caccctaccc 


cggaccccgg 
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atcgtcaacg 


aggaactgca 


ggcgcgcctg 


1080 


gtcccagggc 


cccgcgcccc 


ggaaccgcag 


1140 


cgcgcctggc 


tgcaggccaa 


gggctttagc 


1200 


ccgaggaggg 


ggcacgtgtg 


tacagccagg 


1260 


aagagaaagt 


gtcagagctg 


gaggcagtga 


1320 


aggtggaaat 


ggaggtcatt 


tgacctgcca 


1380 


gtgggagaac 


ggactcctca 


gactctcccc 


1440 


ccaatctgct 


ccggccctgg 


tcttccccca 


1500 


gcagtccctc 


cggagaggat 


ctggactggc 


1560 


cggaaagcgc 


tagcagaccc 


ccgagagggt 


1620 


gcccagccta 


taaacagcct 


ccgtgcttag 


1680 








1683 


ggctctcccc 


tcccgccact 


tgccagggct 


60 


cctctctctg 


cctgcctggt 


gctggccccg 


120 


tcagagggct 


tgctgacgct 


gcgggccaag 


180 


ctgcagaaga 


tcaagtacgc 


cttcagcctg 


240 


ccctcctctc 


cggagctgtt 


gcacttcctt 


300 


tcgggggggc 


cggagttcgc 


gagcagtgtg 


360 


gcgctgctgc 


gggacaacgt 


cactccacgt 


420 


tcgtggaccc 


gccccgggct 


ggagctgtcc 


480 


ttcttcagcg 


gctgggagcc 


gccggtcact 


540 


gttgagaaac 


agctacagca 


cgagcggagg 


600 


gtcaatggtc 


accgagactt 


ggagccagaa 


660 


ggaaaatggg 


tcctgtgtaa 


ttatgacttc 


720 


aagcagcggg 


acgtactgga 


ggtcctggat 


780 


ccagcggggc 


aggagggata 


tgtgccctac 


840 


ctgcaccaca 


gccaaagccc 


tgcccgcagc 


900 
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rt*cctcct r»r» 

\* \* w w w \— V— • l, V- ^— . 


£3 t^r^si fx 

a^tatLaycc 




yy y y y 


u^yuuyyyav- 


ay y ciy ciay y 


aaaaattctr 




y i^i^i^ciy y y ow 




yayuuy uy 




y^L."yy Q ^yw 


• uu^y ctyy 


tccgggaccg 


uyyauyuyuL 


gggcgcgcug 




yyyt-yytyag 


uL.L.^yayy ay 


way L.y t_ L. t-y w 


i»y v.. uy y ayy a. 


L.a.aciyctyactci 


caaaaaaaaa 


aaataaaaaa 
«*yy "-yyaayy 


^y a yy l 33° q 


tcgcaaagag 


tgacgaggcc 


ccgtgggaga 


aagtcgatct 


tctgaaggat 


ggccaatctg 


gacagactta 


acgatccttg 


ctgcagtccc 


gggagggcgt 


ggagacagtc 


uaeggaaage 


gccctgagca 


ttgtaatatg 


cggcccagcc 


<210> 101 
<211> 1961 
<212> DNA 
<213> Homo sapien 




<400> 101 
gatctcttcc 


aaatgtcccc 


yctcc ceeea 


gacctcaccg 


ccatcttaac 


yyy ^-y ll>lu 


cgtccccatc 


gccgcgcccg 


4- rr i*"* t~ t~* <~* c* 


ccgccctcgg 


aggccgagta 


caccaacafca 


ctggcccggc 


tgcgcggcaa 


catcoccaac 


ttcgggcctc 


tgcagatgat 


t* nt~ oa a fa 
L.y i— y ou\y«uy 


cggcggccgc 


atctgacatc 


yyciuy ucy t.y 


gaaaacgagc 


tctggacctc 


y Cuy y y y y o.C 


ccggaggagg 


gacccccata 


cagacccgag 


gacccgcaga 


gccgcgcctg 


ggaggaccca 


cgccggcagc 


aaagcgcccc 


ccaggtcgct 


tctgagcctc 


agctggagtc 


agagacagca 


caggcccgca 


acagcagtga 


gctgtcggtc 
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ccagccccgg 


ccccacctcc 


agctctggct 


960 


agetgegata 


gcctcaacgg 


cttggacccc 


1020 


ategtcaacg 


aggaactgea 


ggcgcgcctg 


1080 


gtcccagggc 


cccgcgcccc 


ggaaccgcag 


1140 


cgcgcctggc 


tgcaggccaa 


gggctttagc 


1200 


accggggcgc 


agcttttctc 


getgeagaag 


1260 


ggggcacgtg 


tgtacageca 


ggtcaccgtg 


1320 


gtgtcagagc 


tggaggcagt 


gatggagaag 


1380 


atggaggtca 


tttgacctgc 


caggcgccct 


1440 


acggactcct 


cagactctcc 


ecaatagegg 


1500 


ctccggccct 


ggtcttcccc 


catcccggtg 


1560 


teeggagagg 


atctggactg 


gctgggagtg 


1620 


gctagcagac 


ccccgagagg 


gtgcagtgga 


1680 


tataaacagc 


ctccgtgctt 


agcag 


1735 


ggctctcccc 


tcccgccact 


tgecaggget 


60 


cctctctctg 


cctgcctggt 


gctggccccg 


120 


tcagagggct 


tgetgacget 


gcgggccaag 


180 


ctgeagaaga 


teaagtaege 


cttcagcctg 


240 


ccctcctctc 


cggagctgtt 


gcacttcctt 


300 


teggggggge 


eggagttege 


gagcagtgtg 


360 


gcgctgctgc 


gggacaacgt 


cactccacgt 


420 


tcgtggaccc 


gccccgggct 


ggagctgtcc 


480 


ttcttcagcg 


getgggagee 


gccggtcact 


540 


gttgagaaac 


agctacagca 


egageggagg 


600 


gtcaatggtc 


accgagactt 


ggagccagaa 


660 


ggaaaatggg 


tcctgtgtaa 


ttatgacttc 


720 


aagcagcggg 


acgtactgga 


ggtcctggat 


780 
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gacagtcgta 


agtggtggaa ggttcgggac 


ccagcggggc 


aggagggata 


tgtgccctac 


840 


aacatcctga 


caccctaccc 


cggaccccgg 


ctgcaccaca gccaaagccc 


tgcccgcagc 


900 


ctgaacagca 


ctcctcctcc 


accaccagcc 


ccagccccgg 


ccccacctcc 


agctctggct 


960 


ccracccccrct 


gggacaggee 


ccgctgggac 


agetgegata gcctcaacgg cttggacccc 


1020 




agaaattctc 


ccagatgctc 


ategtcaacg 


aggaactgea 


ggcgcgcctg 


1080 


gcccagggcc 


gctcgggacc 


gagccgcgca 


gtcccagggc 


cccgcgcccc 


ggaaccgcag 


1140 


ct caacc ccrcr 


gctcggacgc 


ctccgaggtc 


cgcgcctggc 


tgcaggccaa 


gggctttagc 


1200 


tccgggaccg 


tggacgeget 


gggtgtgctg 


accggggcgc 


agcttttctc 


getgeagaag 


1260 


cracrciacrcfccrc 


gggcggtgag ccccgaggag 


ggggcacgtg 


tgtacageca 


ggtcaccgtg 


1320 


caQCQCtccrc 


tgctggagga 


caaagagaaa 


gtgtcagagc 


tggaggcagt 


gatggagaag 


1380 


caaaagaaga 


aggtggaagg 


cgaggtggaa 


atggaggtca 


tttgacctgc 


caggcgccct 


1440 


t cgcaaagag 


tgacgaggee 


ccgtgggaga 


acggactcct 


cagactctcc 


ecaatagegg 


1500 


ddytcyauct 


tctgaaggat 


ggccaatctg 


ctccggccct 


ggtcttcccc 


catcccggtg 


1560 


cracacractta 


acgatccttg 


ctgcagtccc 


teeggagagg 


atctggactg 


gctgggagtg 


1620 


crcra aaacr cert 


ggagacagtc 


taeggaaage 


gctagcagac 


ccccgagagg 


gtgcagtgga 


1680 


gccctgagca 


ttgtaatatg 


cggcccagcc 


tataaacagc 


ctccgtgctt 


agcagaaaaa 


1740 


aaaaaaaaaa 


aaaaaaaaaa 


aaaaaaaaaa 


aaaaaaaaaa 


aaaaaaaaca 


tacaaaaaat 


1800 


aaaagaatag 


tcaacaaaca 


aaataagaaa 


ctatagataa 


tataaaaatg 


aaaataaaaa 


1860 


agagatgggg 


tggggecett gtctttactc 


tctccctctg gagtgggcac 


actatattat 


1920 


ttcgccctcc 


ccctcttttt 


ttgtatgaga 


gggctctttt 


a 




1961 



<210> 102 
<211> 1916 
<212> DNA 
<213> Homo sapien 

<400> 102 

gatctcttcc aaatgtcccc gctctcccca ggctctcccc tcccgccact tgecaggget 60 

gacctcaccg ccatcttaac cgggtgtcca cctctctctg cctgcctggt gctggccccg 120 

cgtccccatc gccgcgcccg tctgctcccc tcagagggct tgetgacget gcgggccaag 18 0 

ccgccctcgg aggecgagta caccgacgtg ctgeagaaga teaagtaege cttcagcctg 240 

ctggcccggc tgcgcggcaa catcgccgac ccctcctctc cggagctgtt gcacttcctt 3 00 

ttcgggcctc tgcagatgat tgtgaacacg teggggggge eggagttege gagcagtgtg 360 

cggcggccgc atctgacatc ggatgccgtg gcgctgctgc gggacaacgt cactccacgt 420 
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gaaaacgagc 


tctggacctc 


qctqqqqqac 


tcgtcrgaccc 


gccccgggct 


ggagctgtcc 


480 


c c qgaqgagg 


gacccccata 


cagacccgag 


ttcttcagcg 


getgggagee 


gccggtcact 


540 


gacccgcaga 


gccgcgcctg 


gqaggaccca 


gttgagaaac 


agctacagca 


cga geggagg 

3 3 W 33 33 


600 


cgccgqcagc 

^ 3 3 3 


aaagcgcccc 


ccaggtcgct 


gtcaatggtc 


accgagactt 


ggagccagaa 


660 


tctgagcctc 


agctggaqtc 


agagacagca 


crcraaaatqgg 

3 3 3 3 3 


tcctgtgtaa 


ttatgacttc 


72 0 


cacrocccqca 


acaqcaataa 


crctqtcqqtc 

3 3 ^» 3 3 *- w 


aagcagcggg 


acgtactgga 


qqt cctqqa t 


780 


gacagtcgta 


agtggtgqaa 


qgt t egggae 


ccagcggggc 


aggagggata 

3 3 3 3 3 


tgtgccctac 


840 


aacatcctga 


caccctaccc 


cggaccccgg 


ctgcaccaca 


gccaaagccc 


tgcccgcagc 


900 


ctgaacagca 


ctcctcctcc 


accaccagcc 


ccagccccgg 


ccccacctcc 


agctctggct 


960 


cggccccgct 


qqqacaqqcc 


ccgctgggac 

*-*^ - '3 333^ w 


agetgegata 


gcctcaacgg 


cttggacccc 


1020 


agcgaqaaqg 


agaaattctc 


ccagatgctc 


ategtcaacg 


aggaactgea 


ggcgcgcctg 

33 W 3 W 3 WMV 3 


1080 


QCCCaCTQQCC 


QCtcagcracc 


cragccgcQca 


qtcccaqqqc 


cccgcgcccc 


qqaaccqcaq 


1140 


ct cacrccccicr 


get cggacgc 


ctccgaggtc 


cgcgcctggc 


tcrcacrcrccaa 


Qcrqctttacrc 

3 3 3 ****** ** *<* 3 ** 


1200 


t c c crcrcr a c ccr 


t crcra c cr ccr c t 


cracr text acta 

333 *" 3 3 ^ 3 


acccrcTCTcrccrc 

tt, * v '3333 v '3 1 ' 


agctttt etc 


crctcfcacraacr 

3 w "-3 


1260 


cracr cracrctcrc 


QQcrccrcrtcracT 

333^33 k -3 k -*t3 


ccccaaacracr 


qqaqcacqtq 


tgtacageca 


qcrtcacccrtcr 


1320 


cagcgctcgc 


tqctqqaqqa 


caaagagaaa 


gtgtcagagc 


tQQaggcagt 

ta 33'*33 w '*3 w 


qatqqaqaaq 


1380 


caaaagaaga 


aqqtqqaaqq 

3 w 33***«*33 


cgaggtggaa 

w 3**33 3 3 


a t ggaggt ca 


tttgacctgc 


caggcgccct 


1440 


t cgcaaagag 


tcraccragcrcc 


ccgtgggaga 

3 3 3 3 


acggactcct 


cagactctcc 


ecaatagegg 


1500 


aagtcgatct 


fcctgaaggat 


crgccaatctg 


ctccggccct 


ggtcttcccc 


catcccggtg 


1560 


gacagactta 


acgatccttg 


ctgcagtccc 


t c CQcraaaaa 


at ctacracta 


QCtQQqacrtcr 

3 wl, 33j w 3 w 3 


1620 


gggagggcgt 


ggagacagtc 


taeggaaage 


gctagcagac 


ccccgagagg 


gtgeagtgga 


1680 


gccctgagca 


ttgtaatatg 


cggcccagcc 


tataaacagc 


ctccgtgctt 


agcagaaaaa 


1740 


saaaacacat 


caacccaaca 


aacgtttggg 


gtattccatg 


gccaataccg 


ttgttccegt 


1800 


gtgtgaacat 


tgttatttca 


gctcacattt 


cccacagtat 


tggaacaaca 


catcatacca 


1860 


cacacacaca 


gaaccaatcg 


agatatataa 


acccaatgca 


cactcaaaca 


cctaat 


1916 



<210> 103 

<211> 1735 

<212> DNA 

<213> Homo sapien 

<400> 103 

gatctcttcc aaatgtcccc gctctcccca ggctctcccc tcccgccact tgecaggget 60 



gacctcaccg ccatcttaac cgggtgtcca cctctctctg cctgcctggt gctggccccg 
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cgtccccatc 


gccgcgcccg 


tctgctcccc 


t c acraqqq c t 


tgetgacget 


qcqqqccaaq 


180 


ccgccctcgg aggccgagta 


caccqacato 


ctqeaqaaga 


teaagtaege 


cttcagcctg 


240 


ctggcccggc 


tgcgcggcaa 


catcgccgac 


ccctcctctc 


cggagctgtt 


gcacttcctt 


300 


ttcgggcctc 


tgcagatgat 


tgtgaacacg 


tcqqcrcrgggc 

ww 333333>3 


eggagttege 


gagcagtgtg 


360 


cggcggccgc 


atctgacatc 


qqatqccqtq 


qcqctqctqc 


gggacaacgt 


cactccacgt 


420 


gaaaacgagc 


tctggacctc 




tcgtggaccc 


qccccgggct 


qqaqctqtCC 


480 


ccggaggagg 


gacccccata 


cagacccgag 


ttcttcagcg 


qctqqqaqcc 

3 "333 3 w 


gccggtcact 


540 


gacccgcaga 


gccgcgcctg 


crcracr cr a c c c a 


gt t gagaaac 


agctacagca 


cqaqcqqaqq 

"3"*3 , '33 v *33 


600 


cgccggcagc 


aaagcgcccc 


ccaggtcgct 


gtcaatggtc 


accgagactt 


ggagccagaa 


660 


tctgagcctc 


agctggagtc 


agagacagca 


qqaaaatqgg 

3 3^ **^ 3 3 3 


tcctgtgtaa 


ttatgacttc 


720 


caggcccgca 


acagcagtga 


qc tqtCqqtC 


aaqcaqcqqq 


acgtactgga 


qqtCCtqqat 

33 -3 J 


780 


gacagtcgta 


agtggtggaa 


qqttcqqqac 


CCaqcqqqqc 


aqqaqqqata 

ZDZD JZ3ZJ 


tgtgccctac 


840 


aacatcctga 


caccctaccc 


caaaccccao 


ctgcaccaca 


gccaaagccc 


tgcccgcagc 


900 


ctgaacagca 


ctcctcctcc 


accaccagcc 


ccagccccgg 


ccccacctcc 


agctctggcfc 


960 


cggccccgct 


gggacaggcc 


c cgc t ggga c 


agetgegata 


qcctcaacqq 


cttggacccc 


1020 


agcgagaagg 


agaaatt'ctc 


ccagatgcfcc 


ategtcaacg 


aggaactgea 


qqcqcqcctq 

33 W 3 W 3 WWW 3 


1080 


gcccagggcc 


gctcgggacc 


qaqcccrccrca 


qtCCCaqqqc 


cccgcgcccc 


ggaaccgcag 


1140 


ctcagcccgg gctcggacgc 


ctccqaqqfcc 


cqcqcctqqc 

V "*3 W 3 W>, *'*3 3 N * 


tgcaggccaa 


qqqctttaqc 


1200 


tccgggaccg 


tggacgcgct 


qqqtqfcqcfcq 


accqqqqcqc 

3333 w 3 w 


agcttttctc 


getgeagaag 


1260 


gaggagctgc 


gggcggtgag 


ccccqaqqaq 


qqqqcacqtq 

3333^ uw 3 *-3 


tgtacageca 


qqtcaccqtq 


1320 


cagcgctcgc 


tgctggagga 


caaagagaaa 


gtgtcagagc 


tggaggcagt 


gatggagaag 


1380 


caaaagaaga 


aggtggaagg 


cqaqqtqqaa 


atqqaqqtca 

w to 33 w 33 


tttgacctgc 


caggcgccct 


1440 


tcgcaaagag 


tgacgaggcc 


ccgtgggaga 


acggactcct 


cagactctcc 


ecaatagegg 


1500 


aagtcgatct 


tctgaaggat 


ggccaatctg 


ctccggccct 


ggtcttcccc 


catcccggtg 


1560 


gacagactta 


acgatccttg 


ctgcagtccc 


teeggagagg 


atctggactg gctgggagtg 


1620 


gggagggcgt 


ggagacagtc 


taeggaaage 


gctagcagac 


ccccgagagg gtgcagtgga 


1680 


gccctgagca 


ttgtaatatg 


cggcccagcc 


tataaacagc 


ctccgtgctt 


agcag 


1735 
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gatctctt cc 


aaatgtcccc 


gctct cccca 


crcrctctCCCC 


tcccgccact 


taceaaaact* 

^y v-uayyy u 


60 


gacctcaccg 


ccat ct taac 


ccrcrcrtcrteea 


cctctctctq 


cctqcctaat 


actaacccco 
3>— '-yy^^^^y 


120 


cgtccccatc 


qccqcqcccq 

«g ^ ^ g w 3 >». w w *g 


tctgctcccc 


t caqaqqqc t 


tqctqacqct 


qcaaaccaao 

3 "333 w^s***3 


180 


ccgccctcgg 


aggecgagta 


caccgacgtg 


ctgeagaaga 


teaagtaege 


ct teagectg 


240 


ctcrcrcccQQC 


tqcqcqqcaa 

w J^3 w 33 v, * wv * 


catcqccqac 


ccctcctctc 


cqqaqctqtt 

w 33 3 '"*3 ^* 


qcacttcctt 

V* \m W W w 


300 


ttcgggcctc 


tgcagatgat 


tgtgaacacg 


t cqqqqqqqc 

vw 3333333 v 


cqqaq 1 1 cqc 


aaacaatata 

3** 3 v><*3 "*3 **3 


360 


ccicf ccrcrc core 


at ctgacatc 


crcr a t cr c c cr t cr 


acactactac 

3 ^->3 ■ ^3 3 


qqqacaacat 

333 3 


cactccacat 


420 


gaaaacgagc 


tctggacctc 


qc t qqq qqa c 


tcataqaccc 


qccccqqqct 


aaaactat cc 

3 3 *^3 3 *^^» 


480 


ccqqaqqaqq 


gacccccata 


cagacccgag 


t tctt cagcg 


actaaaaacc 


accaatcact 


540 


gacccgcaga 


QCCCfCQCCtQ 


qqaqqaccca 


gttgagaaac 


aac t a caaca 


^yay^yyayy 


600 


cqccqqcaqc 


aaagcgcccc 


ccaqqtcqct 


qtcaataatc 


accaaoact t 


acracrccacraa 

3 3 "3 v» vay act 


660 


tctqaqcctc 


aactaaaatc 


acraoacacrca 


aaaaaatcraa 

y^jaaaa "333 


hcct"ot"ataa 

w w **3 3 *>mCI 


t~ t"at crar»t* t* r» 


720 


caqqcccqca 


acaacaataa 


crctcrt ccrcrtc 


aacrcacrr'a'acr 


r»crf* ocra 


yy i»yyci u 


7R0 


aacaat cat a 


aq t crcr t aa a a 

c*y ^-33 ^33 Qa 


era 1 1 cooaa c 


v*v*ayuyyyy^ 


a ctct^i crcr era t* a 

a 33 a 333 oto 


t-r*f" CTCTrr't" a ct 


840 


aacatcctaa 




CTerera ppppnn 




<T^r^aaarrr^r>r^ 


UyL.LuyL.ayL 


q n n 


ctgaacagca 


ctcctcctcc 


accaccaacc 


ccaaccccaa 


vVtfi^uavLi 1- w 


a CTCTt* r»1~ crc/CTt 
&y Lia>LL«yyLL> 


960 


cggccccgcfc 


aaaa c acrcr c c 


ccac t aaaac 


aactacaata 


crcctcaacaa 


ct fccrcracCTCTCT 


1020 


aqcqaqaaqq 

**3 V 3 U 3 U, *33 


agaaattctc 


ccaaatactc 


at cat caaca 


aaaaactaca 


aaccrccrcctcr 
yy^y wyvuuy 


1080 


qcccaqqqcc 


qctcqqqacc 


aaaccqcqca 


atcccaaaac 


cccocacccc 


aoaaccacaa 

z3 ^3 w ^«p* 3 ^ ^* z3 


1140 


ctcagcccgg 


actcaaacac 


ctccqaaatc 


cctcac c t aac 
^y *-y ^yyv* 


tacaacrccaa 


fTCTCTCTt* t" 1~ a CTCT 
333 "3 L 


1200 


tccqqqaccq 


t qqa cqc qc t 

*-33«-**-3*-3'— «- 


aaatatacta 

333 ^3 »-3 , -*-3 


accaaaacac 


aactttt etc 


3 *"»3 ^*~3 way 


1260 


qaqqaqctqc 


qqqcqqtqaq 

333 w 33 *-3***3 


ccccaaaaaa 


aaaacacata 

3333 ,, ' ov '3 ^3 


hotacaocca 


ocftcaccato 


1320 


caacac t cqc 


t cr c t crora a era 

W3 wu 33 u 33 u 


caaagagaaa 


atctcacraoc 


tacraocrcaat 

33 33* 3 


era t" eref a era a er 
y aL yy a y aa y 


1380 


caaaagaaga 


a crcr t croraacrcr 

u 33 l *33 aa 33 


caaaataaaa 

3 33 ^"3i3 && 


ataaaoatca 


t" t" t* era np t* err* 

w ^> uya^w tyo 


pa rjCTCTCT(~ , e , CT t" 


1440 


t cacaaaaaa 


taaccraaacc 


*»^*3 *»33 3^3 & 


a OCT CT3 C t" pnh 


raoartri" pp 
uciyciv> L. L. 


CCTaa t*a rtr^eref 
ULaa Layuyy 




wwy I* ^"3 " 


I" ft" a a anna t~ 


CTrTCTCTa a t~ ("if" 

yyLv_.ciciL.L.Ly 




yytct tcccc 


Caucccgy ug 


i ^ *c n 


gacagactta 


acgatccttg 


ctgcagtccc 


teeggagagg 


atctggactg 


gctgggagtg 


1620 


gggagggcgt 


ggagacagtc 


taeggaaage 


gctagcagac 


ccccgagagg 


gtgcagtgga 


1680 


gccctgagca 


ttgtaatatg 


cggcccagcc 


tataaacagc 


ctccgtgctt 


agcagatggt 


1740 


gtgccaactg 


ctgtcctcta 


cccggctacc 


agggggctca 


gaaacctgcc 


cctcgaccca 


1800 


gtcacagcct 


catggaacct 


g 








1821 
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<210> 105 

<211> 1831 

<212> DNA 

<213> Homo sapien 




<400> 105 
gatctcttcc 


aaatgtcccc 


yCLCCCCCCa 


gacctcaccg 


ccatcttaac 


cgggugt-cca 


cgtccccatc 


gccgcgcccg 


4- /-if- ftf\\- f*f*f*f* 

tctgcucccc 


ccgccctcgg 


aggccgagta 


^ a /-i ftft^ #—r t— i^r 

CdCCyaCy cy 


ctggcccggc 


tgcgcggcaa 


t~ ftftf* f* ft 
UaLLyLLyaL 


ttcgggcctc 


tgcagatgat 


cgcgaacacg 


cggcggccgc 


atctgacatc 


ggaugccgtg 


gaaaacgagc 


tctggacctc 


gctgggggac 


ccggaggagg 


gacccccata 


cagacccgag 


gacccgcaga 


gccgcgcctg 


ggaggaccca 


cgccggcagg 


tgacccaagc 


gacacagcag 


cggtccgcct 


ggccccgcct 


gacccgactg 


gtcgctgtca 


atggtcaccg 


agact fcggag 


acagcaggaa 


aatgggtcct 


gfcgtaat tat 


tcggtcaagc 


agcgggacgt 


— \ m 4* ***** f*f*t 4» 

accggaggtc 


cgggacccag 




gggatatgtg 


ccccggctgc 


accacagcca 


aagcccugcc 


ccagccccag 


ccccggcccc 


— > /— » 4— ^| Q ^1 V* 

acccccagcu 


tgggacagct 


gcgatagcct 


caacggctfcg 


atgctcatcg 


tcaacgagga 


actgcaggcg 


cgcgcagtcc 


cagggccccg 


cgccccggaa 


gaggtccgcg 


cctggctgca 


ggccaagggc 


gtgctgaccg 


gggcgcagct 


tttctcgctg 


gaggaggggg 


cacgtgtgta 


cagccaggtc 


gagaaagtgt 


cagagctgga 


ggcagtgatg 


gtggaaatgg 


aggtcatttg 


acctgccagg 


gggagaacgg 


actcctcaga 


ctctccccaa 
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<— i /-< /- i f-r f /~< f> \~ 


4— ftr^r* a frft ft fi 4- 

Lgccagggcu 






uuuyuuuyy u 


crr^ t" tTfif*f*f*f*fi 

gcLggccccg 


J. A W 


f~ rra fTf K't /*•» t* 

LLayayyy(-.L 


L.y<^i_yctv_y(_i_ 


ft f* ft ft ft ft f*^ ^ft 

gcgggccaag 


i An 


n 4— ft f* ^ A ^ a 

CtyCayaaga 


4* artt* a ft ft ft 

tcaaguacgc 


4— --J /-i /*i 4— m 

cctcagcccy 


O/ft 

U 


CCCCCCCClC 


cggagccgcc 


gcacttcctt 




4— t m *ft/ m *f1* m 1ftt m \ftf* 

tcgggggggc 


cggag u c cgc 


gagcagi-gug 


JDU 


gcgcugccgc 


gggacaacgc 


cactccacgt 


A O H 


ccgcggaccc 


gccccgggcc 


ggagctgtcc 


a q n 


ttcttcagcg 


gctgggagcc 


gccggtcact 


540 


gt tgagaaac 


agctacagca 


egageggagg 


oOU 


ggccgaggct 


gggaagtccg 


ggggcg egge 


6 6 0 


tcttacttcc 


tacagcaaag 


cgccccccag 


720 


ccagaatctg 


age ct cage t 


ggagtcagag 


/ o 0 


gacttccagg 


cccgcaacag 


«arif its ft t- <"T 

Lay l. y ay i_y 




ctggatgaca 


gtcgtaagtg 


l» ft ft ^ a ft ft 

gc ggaagg u t: 




ccctacaaca 


tcctgacacc 


<i 4— —a ftftftftfr^ 

ctaccccgga 


□ r A 

you 


cgcagcctga 


acagcactcc 


tcctccacca 




ctggctcggc 


cccgctggga 


caggccccgc 


1 A O f\ 

lOo 0 


gaccccagcg 


agaaggagaa 


attctcccag 


1140 


cgcctggccc 


agggccgctc 


gggaccgagc 


1200 


ccgcagctca 


gcccgggctc 


ggacgcctcc 


1260 


tttagctccg ggaccgtgga 


cgcgctgggt 


1320 


cagaaggagg 


agetgeggge 


ggtgagcccc 


1380 


accgtgcagc 


gctcgctgct 


ggaggacaaa 


1440 


gagaagcaaa 


agaagaaggt 


ggaaggegag 


1500 


cgcccttcgc 


aaagagtgac 


gaggccccgt 


1560 


tagcggaagt 


cgatcttctg 


aaggatggcc 


1620 
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aatctgctcc ggccctggtc 


ttcccccatc 


ccggtggaca 


gacttaacga 


tccttgctgc 


1680 


agtccctccg 


gagaggatct 


ggactggctg 


ggagtgggga 


gggcgtggag 


acagtctacg 


1740 


gaaagcgcta 


gcagaccccc 


gagagggtgc 


agtggagccc 


tgagcattgt 


aatatgcggc 


1800 


ccagcctata 


aacagcctcc 


crfccrct tacrca. 


cr 






1831 


<210> 106 
<211> 2144 
<212> DNA 
<213> Homo sapien 












<400> 106 
ggcacgaggc 


cagaacaccc 


ctatcttcta 


ggattgacac 


tggctgtcaa 


actcatcctt 


60 


caaggtgatt 


cctggcctgc 


cctcctcctc 


caggcagcct 


gtcctcctcc 


tccaggcagc 


120 


ctgtcctgac 


cctcagcagc 


ctctcctggc 


cttggcagag 


cccctcgtgt 


cctcccttgc 


180 


agcacgcatg 


ggaagaaagg 


ccatcgtcct 


cgccattgct 


aacaccagcc 


ttgcgtttcc 


240 


tctttgccag 


cacctggtga 


cgttctgcct 


gggtgaggac 


gatggcgtgc 


ataccgtgga 


300 


ggatgcctcc 


aggaagttgg 


ccgtcatgga 


tagccagggc 


cgagtctggg 


cacaggagat 


360 


gctgctgcga 


gtgtctcccg 


accatgtcac 


gctgctcgac 


ccggcctcca 


aggaggagct 


420 


ggagtcgtac 


ccactgggcg 


ccatcgtgcg 


ctgtgacgcg 


gtgatgccac 


ccggcaggag 


480 


ccgctcgttg 


ctgctgctcg 


tgtgccagga 


acccgagcgc 


gcgcagcccg 


acgtgcactt 


540 


cttccagggc 


ctgcgcctcg 


gggcggagct 


gatccgagag 


gacatycagg 


gggctctgca 


600 


caattaccgc 


tcgggccgcg 


gggagcgcag 


ggcggcggcg 


ctcagggcca 


cgcaggagga 


660 


gttgcagcgc 


gaccgctcgc 


ccgccgctga 


gaccccgccc 


ctgcagcgcc 


gcccgtcagt 


720 


ccgcgcagtg 


atcagcaccg 


tagagcgggg 


cgcgggccgc 


ggacgacccc 


aggcgaagcc 


780 


cattcccgag 


gcagaggagg 


cgcagaggcc 


tgagccggtg 


gggacctcga 


gcaacgctga 


840 


ctcggcctcc 


ccggacctgg 


gtccccgggg 


tcctgacctg gcggttctgc 


aggcggagcg 


900 


ggaagtggac 


atcctgaacc 


acgtgttcga 


cgacgtagag 


agctttgtat 


cgaggctgca 


960 


gaagtcggcg 


gaggcggcca 


gggtgctgga 


gcaccgggaa 


cgcggccgca 


ggagccggcg 


1020 


ccgggcggct 


ggggagggct 


tgctgacgct 


gcgggccaag 


ccgccctcgg 


aggccgagta 


1080 


caccgacgtg 


ctgcagaaga 


tcaagtacgc 


cttcagcctg 


ctggcccggc 


tgcgcggcaa 


1140 


catcgccgac 


ccctcctctc 


cggagctgtt 


gcacttcctt 


ttcgggcctc 


tgcagatgat 


1200 


tgtgaacacg 


tcgggggggc 


cggagttcgc 


gagcagtgtg 


cggcggccgc 


atctgacatc 


1260 


ggatgccgtg 


gcgctgctgc 


gggacaacgt 


cactccacgt 


gaaaacgagc 


tctggacctc 


1320 


gctgggggac 


tcgtggaccc 


gccccgggct 


ggagctgtcc 


ccggaggagg gacccccata 


1380 
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cagacccgag 


ttcttcagcg 


gctgggagcc 


gccggtcact 


gacccgcaga gccgcgcctg 


1440 


ggaggaccca 


gttgagaaac 


agctacagca 


cgagcggagg 


cgccggcagg 


tgacccaagc 


1500 


gacacagcag 


ggccgaggct 


gggaagtccg 


ggggcgcggc 


cggtccgcct 


ggccccgcct 


1560 


gacccgactg 


tcttacttcc 


tacagcaaag 


cgccccccag 


gtcgctgtca 


atggtcaccg 


1620 


agacttggag 


ccagaatctg 


agcctcagct 


ggagtcagag 


acagcaggaa 


aatgggtcct 


1680 


gtgtaattat 


gacttccagg 


cccgcaacag 


cagtgagctg 


tcggtcaagc 


agcgggacgt 


1740 


actggaggac 


aaagagaaag 


tgtcagagct 


ggaggcagtg 


atggagaagc 


aaaagaagaa 


1800 


ggtggaaggc 


gaggtggaaa 


tggaggtcat 


ttgacctgcc 


aggcgccct t 


cgcaaagagc 


1860 


gacgaggccc 


cgtgggagaa 


cggactcctc 


agactctccc 


caatagcgga 


agtcgatctt 


1920 


ctgaaggatg 


gccaatctgc 


tccggccctg 


gtcttccccc 


atcccggtgg 


acagacttaa 


1980 


cgatccttgc 


tgcagtccct 


ccggagagga 


tctggactgg 


ctgggagtgg 


ggagggcgtg 


2040 


gagacagtct 


acggaaagcg 


ctagcagacc 


cccgagaggg 


tgcagtggag 


ccctgagcat 


2100 


tgtaatatgc 


ggcccagcct 


a t- a is a *"»^ /«i /-* 

aCa.aaca.gcc 


tccgtgctta 


gcag 




O 1 A A 


<210> 107 

<211> 1243 

<212> DNA 

<213> Homo sapien 












<400> 107 
cttgtttcaa 


atttctatta 


acagtattaa 


cccggcccct 


gctgtgcccc 


cagcttggct 


60 


ctaaccccag 


ctcacaccag 


caccctgcag 


cccagagcaa 


tggggctggc 


tgcctcctta 


120 


tctccaaccc 


tcccgcttct 


cctcagtcac 


cgagacttgg 


agccagaatc 


tgagcctcag 


180 


ctggagtcag 


agacagcagg 


aaaatgggtc 


ctgtgtaatt 


atgacttcca 


ggcccgcaac 


240 


agcagtgagc 


tgtcggtcaa 


gcagcgggac 


gtactggagg 


tcctggatga 


cagtcgtaag 


300 


tggtggaagg 


ttcgggaccc 


agcggggcag 


gagggatatg 


tgccctacaa 


catcctgaca 


360 


ccctaccccg 


gaccccggct 


gcaccacagc 


caaagccctg 


cccgcagcct 


gaacagcact 


420 


cctcctccac 


caccagcccc 


agccccggcc 


ccacctccag 


ctctggctcg 


gccccgctgg 


480 


gacaggcccc 


gctgggacag 


ctgcgatagc 


ctcaacggct 


tggaccccag 


cgagaaggag 


540 


aaattctccc 


agatgctcat 


cgtcaacgag 


gaactgcagg 


cgcgcctggc 


ccagggccgc 


600 


tcgggaccga 


gccgcgcagt 


cccagggccc 


cgcgccccgg 


aaccgcagct 


cagcccgggc 


660 


tcggacgcct 


ccgaggtccg 


cgcctggctg 


caggccaagg 


gctttagctc 


cgggaccgtg 


720 


gacgcgctgg 


gtgtgctgac 


cggggcgcag 


cttttctcgc 


tgcagaagga 


ggagctgcgg 


780 


gcggtgagcc 


ccgaggaggg 


ggcacgtgtg 


tacagccagg 


tcaccgtgca 


gcgctcgctg 


840 
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ctggaggaca 


aagagaaagt 


gtcagagctg 


gaggcagtga 


tggagaagca 


aaagaagaag 


900 


gtggaaggcg 


aggtggaaat 


ggaggtcatt 


tgacctgcca 


ggcgcccttc 


gcaaagagtg 


960 


acgaggcccc 


gtgggagaac 


ggactcctca 


gactctcccc 


aatagcggaa gtcgatcttc 


1020 


tgaaggatgg ccaatctgct 


ccggccctgg 


tcttccccca 


tcccggtgga 


cagacttaac 


1080 


gatccttgct 


gcagtccctc 


cggagaggat 


ctggactggc 


tgggagtggg gagggcgtgg 


1140 


agacagtcta 


cggaaagcgc 


tagcagaccc 


ccgagagggt 


gcagtggagc 


cctgagcatt 


1200 


gtaatatgcg gcccagccta 


taaacaocct* 




cag 






<210> 108 

<211> 1811 

<212> DNA 

<213> Homo sapien 












<400> 108 
gagtcaccaa 


ggaaggcagc 


ggcagctcca 


ctcagccagt 


acccagatac 


gctgggaacc 


60 


ttccccagcc 


atggcttccc 


tggggcagat 


cctcttctgg 


agcataatta 


gcatcatcat 


120 


tattctggct 


ggagcaattg 


cactcatcat 


tggctttggt 


atttcaggga 


gacactccat 


180 


cacagtcact 


actgtcgcct 


cagctgggaa 


cattggggag 


gatggaatcc 


agagctgcac 


240 


ttttgaacct 


gacatcaaac 


tttctgatat 


cgtgatacaa 


tggctgaagg 


aaggtgtttt 


300 


aggcttggtc 


catgagttca 


aagaaggcaa 


agatgagctg 


tcggagcagg 


atgaaatgtt 


360 


cagaggccgg 


acagcagtgt 


ttgctgatca 


agtgatagtt 


ggcaatgcct 


ctttgcggct 


420 


gaaaaacgtg 


caactcacag 


atgctggcac 


ctacaaatgt 


tatatcatca 


cttctaaagg 


480 


caaggggaat 


gctaaccttg 


agtataaaac 


tggagccttc 


agcatgccgg aagtgaatgt 


540 


ggactataat 


gccagctcag 


agaccttgcg 


gtgtgaggct 


ccccgatggt 


tcccccagcc 


600 


cacagtggtc 


tgggcatccc 


aagttgacca 


gggagccaac 


ttctcggaag 


tctccaatac 


660 


cagctttgag 


ctgaactctg 


agaatgtgac 


catgaaggtt 


gtgtctgtgc 


tctacaatgt 


720 


tacgatcaac 


aacacatact 


cctgtatgat 


tgaaaatgac 


attgccaaag 


caacagggga 


780 


tatcaaagtg 


acagaatcgg 


agatcaaaag 


gcggagtcac 


ctacagctgc 


taaactcaaa 


840 


ggcttctctg 


tgtgtctctt 


ctttctttgc 


catcagctgg 


gcacttctgc 


ctctcagccc 


900 


ttacctgatg 


ctaaaataat 


gtgcctcggc 


cacaaaaaag 


catgcaaagt 


cattgttaca 


960 


acagggatct 


acagaactat 


ttcaccacca 


gatatgacct 


agttttatat 


ttctgggagg 


1020 


aaatgaattc 


atatctagaa 


gtctggagtg 


agcaaacaag 


agcaagaaac 


aaaaagaagc 


1080 


caaaagcaga 


aggctccaat 


atgaacaaga 


taaatctatc 


ttcaaagaca 


tattagaagt 


1140 


tgggaaaata 


attcatgtga 


actagagtca 


actgtgtcag 


ggctaagaaa 


ccctggtttt 


1200 
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gagtagaaaa 


gggcctggaa agaggggagc 


caacaaatct 


gtctgcttcc 


tcacattagt 


1260 


cattggcaaa 


taagcattct gtctctttgg 


ctgctgcctc 


agcacagaga 


gccagaactc 


1320 


tatcgggcac 


caggataaca tctctcagtg 


aacagagttg acaaggccta 


tgggaaatgc 


1380 


ctgatgggat 


tatcttcagc ttgttgagct 


tctaagtttc 


tttcccttca 


ttctaccctg 


1440 


caagccaagt 


tctgtaagag aaatgcctga 


gttctagctc 


aggttttctt 


actctgaatt 


1500 


tagatctcca 


gaccctgcct ggccacaatt 


caaattaagg 


caacaaacat 


ataccttcca 


1560 


tgaagcacac 


acagactttt gaaagcaagg 


acaatgactg 


cttgaattga 


ggccttgagg 


1620 


aatgaagctt 


tgaaggaaaa gaatactttg 


tttccagccc 


ccttcccaca 


ctcttcatgt 


1680 


gttaaccact 


gccttcctgg accttggagc 


cacggtgact 


gtattacatg 


ttgttataga 


1740 


aaactgattt 


tagagttctg atcgttcaag 


agaatgatta 


aatatacatt 


tcctaaaaaa 


1800 


aaaaaaaaaa 


a 








1811 



<210> 109 

<211> 2690 

<212> DNA 

<213> Homo sapien 

<400> 109 



tgtgagtcac 


caaggaaggc 


agcggcactc 


cactcagcca gtacccagat 


acgctgggaa 


60 


ccttccccag 


ccatggcttc 


cctggggcag 


atcctcttct 


ggagcataat 


tagcatcatc 


12 0 


attattctgg 


ctggagcaat 


tgcactcatc 


attggctttg gtatttcaga 


agtctctgtc 


180 


tggctttcag 


caatgaaggg tttggttgta 


gaagttccaa 


ggcttccctt 


agcattgatc 


240 


tttgcttcct 


gaactgcagg gagacactcc 


atcacagtca 


ctactgtcgc 


ctcagctggg 


300 


aacattgggg 


aggatggaat 


cctgagctgc 


acttttgaac 


ctgacatcaa 


actttctgat 


360 


atcgtgatac 


aatggctgaa 


ggaaggtgtt 


ttaggcttgg 


tccatgagtt 


caaagaaggc 


420 


aaagatgagc 


tgtcggagca 


ggatgaaatg 


ttcagaggcc 


ggacagcagt 


gtttgctgat 


480 


caagtgatag 


ttggcaatgc 


ctctttgcgg 


ctgaaaaacg 


tgcaactcac 


agatgctggc 


540 


acctacaaat 


gttatatcat 


cacttctaaa 


ggcaagggga 


atgctaacct 


tgagtataaa 


600 


actggagcct 


tcagcatgcc ggaagtgaat 


gtggactata 


atgccagctc 


agagaccttg 


660 


cggtgtgagg 


ctccccgatg gttcccccag 


cccacagtgg tctgggcatc 


ccaagttgac 


720 


cagggagcca 


acttctcgga 


agtctccaat 


accagctttg 


agctgaactc 


tgagaatgtg 


780 


accatgaagg 


ttgtgtctgt 


gctctacaat 


gttacgatca 


acaacacata 


ctcctgtatg 


840 


attgaaaatg 


acattgccaa 


agcaacaggg 


gatatcaaag 


tgacagaatc 


ggagatcaaa 


900 


aggcggagtc 


acctacagct 


gctaaactca 


aaggcttctc 


tgtgtgtctc 


ttctttcttt 


960 
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gccatcagct 


gggcacttct 


gcctctcagc 


ccttacctga 


tgctaaaata 


atgtgccttg 


1020 


gccacaaaaa 


agcatgcaaa 


gtcattgtta 


caacagggat 


ctacagaact 


atttcaccac 


1080 


cagatatgac 


ctagttttat 


atttctggga 


ggaaatgaat 


tcatatctag 


aagtctggag 


1140 


tgagcaaaca 


agagcaagaa 


acaaaaagaa 


gccaaaagca 


gaaggctcca 


atatgaacaa 


1200 


gataaatcta 


tcttcaaaga 


catattagaa 


gttgggaaaa 


taattcatgt 


gaactagaca 


1260 


agtgtgttaa 


gagtgataag 


taaaatgcac 


gtggagacaa 


gtgcatcccc 


agatctcagg 


1320 


gacctccccc 


tgcctgtcac 


ctggggagtg 


agaggacagg 


atagtgcatg 


ttctttgtct 


1380 


ctgaattttt 


agttatatgt 


gctgtaatgt 


tgctctgagg 


aagcccctgg 


aaagtctatc 


1440 


ccaacatatc 


cacatcttat 


attccacaaa 


ttaagctgta 


gtatgtaccc 


taagacgctg 


1500 


ctaattgact 


gccacttcgc 


aactcagggg 


cggctgcatt 


ttagtaatgg 


gtcaaatgat 


1560 


tcacttttta 


tgatgcttcc 


aaaggtgcct 


tggcttctct 


tcccaactga 


caaatgccaa 


1620 


agttgagaaa 


aatgatcata 


attttagcat 


aaacagagca 


gtcggcgaca 


ccgattttat 


1680 


aaataaactg 


agcaccttct 


ttttaaacaa 


acaaatgcgg 


gtttatttct 


cagatgatgt 


1740 


tcatccgtga 


atggtccagg 


gaaggacctt 


tcaccttgac 


tatatggcat 


tatgtcatca 


1800 


caagctctga 


ggcttctcct 


ttccatcctg 


cgtggacagc 


taagacctca 


gttttcaata 


1860 


gcatctagag 


cagtgggact 


cagctggggt 


gatttcgccc 


cccatctccg 


ggggaatgtc 


1920 


tgaagacaat 


tttggttacc 


tcaatgaggg 


agtggaggag 


gatacagtgc 


tactaccaac 


1980 


tagtggataa 


aggccaggga 


tgctgctcaa 


cctcctacca 


tgtacaggac 


gtctccccat 


2040 


tacaactacc 


caatccgaag 


tgtcaactgt 


gtcaggacta 


agaaaccctg 


gttttgagta 


2100 


gaaaagggcc 


tggaaagagg 


ggagccaaca 


aatctgtctg 


cttcctcaca 


ttagtcattg 


2160 


gcaaataagc 


attctgtctc 


tttggctgct 


gcctcagcac 


agagagccag 


aactctatcg 


2220 


ggcaccagga 


taacatctct 


cagtgaacag 


agttgacaag 


gcctatggga 


aatgcctgat 


2280 


gggattatct 


tcagcttgtt 


gagcttctaa 


gtttctttcc 


cttcattcta 


ccctgcaagc 


2340 


caagttctgt 


aagagaaatg 


cctgagttct 


agctcaggtt 


ttcttactct 


gaatttagat 


2400 


ctccagaccc 


ttcctggcca 


caattcaaat 


taaggcaaca 


aacatatacc 


ttccatgaag 


2460 


cacacacaga 


cttttgaaag 


caaggacaat 


gactgcttga 


attgaggcct 


tgaggaatga 


2520 


agctttgaag 


gaaaagaata 


ctttgtttcc 


agcccccttc 


ccacactctt 


catgtgttaa 


2580 


ccactgcctt 


cctggacctt 


ggagccacgg 


tgactgtatt 


acatgttgtt 


atagaaaact 


2640 


gattttagag 


ttctgatcgt 


tcaagagaat 


gattaaatat 


acatttccta 




2690 



<210> 110 
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<212> DNA 

<213> Homo sapien 




<400> 110 
gagaaccagg 


acacaagctc 


tgcgcagacy 


ttggctgaac 


agctccaacc 


cy t. oy yy t u g 


ttggctattt 


taagctctag 


LCLLUtygyy 


tgcttccctc 


tgaaggcctt 


gcatayagyc 


tgatgtggct 


taagtttccc 


uyatQuL uyt 


ccctccccag 


ctcctgagac 


aCagCLyCay 


agtgcctggc 


agaggggctt 


LdydaygytC 


gagctgctcc 


tgcagcaaca 




ttctaagcct 


catctagata 


CUCagaCtLy 


actgtttcag 


gagctagggg 


CCdty tyygy 


gatgttgatt 


cccagggggc 


egg u cage t c 


aggtgctagt 


cacgtgctgc 


ttggcttgtc 


tggtgacatt 


gggccagggc 


tgcccctctg 


gccaaccatg 


ggctgtgtgg 


ggcaagcggg 


ctgagccctt 


ggcctgtgga 


atygggy tag 


ggatatagga 


tgaggggctg 




aggccagagc 


cctcagtgag 


Ctyyauyaga 


ttcctggggc 


ctcgtgtaat 


yytctctcct 


caccaggtgg 


ccagataccg 


cccacgLycc 


acagctcgtc 


aggcccacct 


gcaccg egge 


caggaggcct 


gggctgagga 


eg uyga.ee cc 


ycccyaygcL 


tctt caagaa 


gggagatgtg 


tccggcttca 


ccaacaccat 


gcgugccgcc 


ctccagcccc 


tgtcccaccc 


ccttccccca 


aactcactct 


gggctgtaac 


gtggcactgg 


gcctcactga 


aacatggctg 


tgtttgcagc 


tgcccatcat 


gtggccccac 


ccaatcaagg 


ctggagccag 


atggcaagag 


ggtgacagct 



PCT/US2003/038855 

135 



ccctcagcag agggctccag 


cctcccactc 


60 


acctttctta aaaggtccag 


ttcttgctgt 


120 


tttcactcag ctggtcctgg 


cttcagcaat 


180 


caagcgtgaa gtgeagggae 


ttctctgctg 


240 


tgagtgtcct cataacttcc 


cttctggtgc 


300 


ctacaagtgt gcagtgtcag 


tgtt caagaa 


360 


ccctgccttc caaaggagct 


ttggcaggca 


420 


ctgttcttgc ctgctgagta 


gcacctagat 


480 


attctgggee tttatagece 


agttgctggg 


540 


cagggagagg gcacaaaagt 


agagaagect 


600 


tgetactget ecttgeagat 


gtcaagagtc 


660 


actgtcattg geagegagag 


gaatgggtgc 


720 


tgtcagagtt cagggtgtag 


gaggggttct 


780 


tgaggctgat cttgctgggt 


caaggtgatc 


840 


agggcaaatg gtaacctagc 


atgctgtggg 


900 


gggaggggtc ctagggagca 


gatgttgaag 


960 


gggtgagctg. tttgaacgee 


ctgagggtac 


1020 


gtatgtcccc catcccatct 


caggtctget 


1080 


cccatcattg ctgtgacccg 


gaatccccag 


1140 


atcttccctg tgctgtgcaa 


ggacccagtc 


1200 


egggtgaact ttgccatgaa 


tgttggcaag 


1260 


gtcattgtgc tgaccggatg 


gcgccctggc 


1320 


cctgtgccgt gatggacccc 


agagcccctc 


1380 


gcccatccat taggecagea 


aegcttgtag 


1440 


taggttggga caccagggaa 


gaagatcaac 


1500 


ctgctctagt gggacagccc 


agagectgge 


1560 


gaagaaggag gaatgctgga 


ctggaggccc 


1620 


tcctttcctg tgtgtactct 


gtccagttcc 


1680 



WO 2004/053079 



tttagaaaaa 


atggatgccc 


agaggactcc 


gcaagagtta ggggccttag 


ggcactgggc 


ggcccttact 


tgcttctcta 


gctctctagg 


cactcagctg 


tcctgcagca 


aacactccac 


agcacctcca 
ac 


ggcctgttgc 


i~ a a rra np /*■ 
laL d y ciy L» t. 


<210> 111 
<211> 1174 
<212> DNA 
<213> Homo sapien 




<400> 111 
ctctgataaa 


ttccccattc 


L>y LI — V_Cl 


tccctcttcc 


ttgccccctc 


c ulull Lacici 


ccatgttcca 


ccgcaagctg 


i- u uy cicty aac 


tcatggaagc 


catggccatg 


r^rt pa rrpiprf* ftri 

yycaycgcyy 


tgatagttct 


gacggagtct 


yycayguccg 


cccccatcat 


tgctgtgacc 


CyyaatCCCC 




uy Ly l» L-y uy v_ 


ctcty y ctv^(_v_cty 


tccgggtgaa 


ctttgccatg 


eta uy l. tyy ca 


tggtcattgt 


gctgaccgga 


t"fyfy prrpppf r> 


ttcctgtgcc 


gtgatggacc 


v^cLy cty ^ u 


cagcccatcc 


attaggccag 


t-»ctctt*y 1 uy u 


ggtaggttgg 


gacaccaggg 


a a rra a rra t~ r-»a 
ciciyctctyciL.t-.ct 


gcctgctcta 


gtgggacagc 


i— L*a.yciyv_L.L.y 


gggaagaagg 


aggaatgctg 


yoCtgyayyc 


cttcctttcc 


tgtgtgtact 


ctgt ccagt t 


cccaaccctg 


gcttggggtc 


aagaaacagc 


gctgttgttc 


cattgaagcc 


gactctggcc 


ggcctctcca 


gtttgcacct 


gtccccaccc 


accctccacc 


ttccattttc 


ccccactact 


ctacctgtat 


gtcaataaac 


aacagctgaa 
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caaccctggc 


ttggggtcaa 


gaaacagcca 


1740 


tgttgttcca 


ttgaagccga 


ctctggccct 


1800 


cctctccagt 


ttgcacctgt 


ccccaccctc 


1860 


cctccacctt 


ccattttccc 


ccactactgc 


1920 


acctgtatgt 


caataaacaa 


cagctgaagc 


1980 








1982 


tgtgttgtgt 


ctcgtttttt 


tcctcctcct 


60 


ccttacagat 


agctcgtgag 


gctgaggcag 


120 


ttgtgcgagc 


ctcaagtcac 


tccacagacc 


180 


aggcttctta 


taagtgttta 


gcagcagctt 


240 


ctcaccaggt 


ggccagatac 


cgcccacgtg 


300 


agacagctcg 


tcaggcccac 


ctgtaccgtg 


360 


tccaggaggc 


ctgggctgag 


gacgtggacc 


420 


aggcccgagg 


cttcttcaag 


aagggagatg 


480 


gctccggctt 


caccaacacc 


atgcgtgttg 


540 


tcctccagcc 


cctgtcccac 


ccccttcccc 


600 


agaactcact 


ctgggctgta 


acgtggcact 


660 


acgcctcact 


gaaacatggc 


tgtgtttgca 


720 


gctgcccatc 


atgtggcccc 


acccaatcaa 


780 


ccctggagcc 


agatggcaag 


agggtgacag 


840 


cctttagaaa 


aaatggatgc 


ccagaggact 


900 


cagcaagagt 


taggggcctt 


agggcactgg 


960 


ctggccctta 


cttgcttctc 


tagctctcta 


1020 


tccactcagc 


tgtcctgcag 


caaacactcc 


1080 


gcagcacctc 


caggcctgtt 


gctatagagc 


1140 


gcac 






1174 
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<211> 1909 

<212> DNA 

<213> Homo sapien 

<220> 

<221> mis cofeature 

<222> (1528) . . (1528) 

<223> n=a, c, g or t 

<220> 

<221> mis cofeature 

<222> (1538) . . (1538) 

<223> n=a, c, g or t 

<220> 

<221> mis cofeature 

<222> (1545) . . (1545) 

<223> n=a, c, g or t 

<400> 112 

ctgtgacttc gttggtctga aaatgcttgc 
ggtgggttct tggtctcact gacttcaaga 
cctcttcggc aaagcccacc tccctctctc 
ccttccaggt gaacaggcag ccatcctcag 
atctcgctct gttgcccagg ctggagtgta 
gcctcccagg ttcaagcgat tctcctgcct 
tttcctgaag gaaatataat gatctgttca 
gatcgaagac caaaaacatg cagcgtctga 
acagttctgc tgaagaccaa gaccacgcat 
aagcaacccg gacactttca aacgccgtag 
atggtttgcc gccggaagcg gaagtcccaa 
ggcgctggag cgattcggtg gcacgtggag 
ggcagcagcg gccagggccg ccctctgcta 
tcctgtaggt gtgggacgtg cgtgcggcga 
gtcggaatcc gatgaatccc ttgtcacaga 
gcttctgaag ccaggcctca atgtcgtgct 
gaatggcctg aagcaatgtt tggcagaatt 
cgatgtgaca ctgggtccgg taccggagat 
caaggaccag aaagctgttg atccagaaga 
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acagtattgt 


gtccagaatt 


ggttccttcc 


60 


atgaagccac 


ggacccttgc 


gtcacaagca 


120 


gcttgattcc 


ccggccatcc 


ttatcaaaga 


180 


cagcagtcag 


caggaactga 


tcatcaaaga 


240 


gtggtgcgat 


ctcggctcac 


tgaaacctcc 


300 


cagtctcccg 


agtagctggg actacagtga 


360 


tcgaagtaga 


agatattgtt 


ggccacgtgg 


420 


gctaccacgg 


ctgacatgat 


ctcccgccaa 


480 


gtatccagag 


gcgctacctg 


tagggatcct 


540 


cggttcctat 


agcaacgaca 


aaccggaagt 


600 


tcaaaagttg 


agcagtagct 


gtgagttgct 


660 


ccacggcgtg 


ggagtagggg gctgaaggca 


720 


gccgcttggg 


tctcgggata 


ccccgtttct 


780 


gatggacact 


cccccgctct 


cggattcgga 


840 


cagagagttg 


caggatgcgt 


tttcccgagg 


900 


agaggggccg 


aagaaggccg 


tgaacgacgt 


960 


caagcgggat 


ctggaatggg 


ttgaaaggct 


1020 


cggtggatct 


gaggcgccag 


cacctcagaa 


1080 


cgacttccag 


cgagagatga 


gtttctatcg 


1140 
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ccaagcccag 


gccgcagtgc 


ttgcagtctt 


138 

accccgcctc catcagctca aagtccctac 


1200 


gaagcgaccc 


actgattatt 


ttgcggaaat 


ggccaaatct gatctgcaga tgcagaagat 


1260 


tcgacagaag 


ctgcagacta 


aacaggctgc 


catggagagg tctgaaaaag ctaagcaact 


1320 


gcgagcactt 


aggaaatacg 


ggaagaaggt 


gcaaacggag gttcttcaga agaggcagca 


1380 


ggagaaagcc 


catatgatga 


atgctattaa 


gaaatatcag aaaggcttct ctgataaact 


1440 


ggatttcctt 


gagggagatc 


agaaacctct 


ggcacagcgc aagaaggcag gagccaaagg 


1500 


ccagcagatg 


aggaagggcc 


caacgggncc 


ccaacggnaa atttntgaaa aggggaaagg 


1560 


ggcccagtgc 


taaacgacgg 


tataaaaacc 


agaagtttgg ttttggtgga aagaagaaag 


1620 


gctcaaagtg 


gaacactcgg 


gagagctatg 


atgatgtatc tagcttccgg gccaagacag 


1680 


ctcatggcag 


aggcctcaag 


aggccfcggca 


agaaagggcc aaataagaga ccuggaaaac 


1 /4U 


gaacaagaga 


gaagatgaag 


aacagaacac 


actaaatagc atctttgaat acaaagaacc 


1800 


aagaaaaagg 


aatgaagact 


cgcaatttca 


cgacacactt tgatcccttc tgttggtgtc 


1860 


atgttgtaaa 


catttctttc 


aataaactaa 


agaaaaatta ttaaaggaa 


1909 


<210> 113 

<211> 1607 

<212> DNA 

<213> Homo sapien 








<400> 113 
ctgtgacttc 


gttggtctga 


aaatgcttgc 


acagtattgt gtccagaatt ggttccttcc 


60 


ggtgggttct 


tggtctcact 


gacttcaaga 


atgaagccac ggacccttgc gtcacaagca 


120 


cctcttcggc 


aaagcccacc 


tccctctctc 


gcttgattcc ccggccatcc ttatcaaaga 


180 


ccttccaggt 


tcaagcgatt 


ctcctgcctc 


agtctcccga gtagctggga ctacagtgat 


240 


ttcctgaagg 


aaatataatg 


atctgttcat 


cgaagtagaa gatattgttg gccacgtggg 


300 


atcgaagacc 


aaaaacatgc 


agcgtctgag 


ctaccacggc tgacatgatc tcccgccaaa 


360 


cagttctgct 


gaagaccaag 


accacgcatg 


tatccagagg cgctacctgt agggatccta 


420 


agcaacccgg 


acactttcaa 


acgccgtagc 


ggttcctata gcaacgacaa accggaagta 


480 


tggtttgccg 


ccggaagcgg 


aagtcccaat 


caaaagttga gcagtagctg tgtgggacgt 


540 


gcgtgcggcg 


agatggacac 


tcccccgctc 


tcggattcgg agtcggaatc cgatgaatcc 


600 


cttgtcacag 


acagagagtt 


gcaggatgcg 


ttttcccgag ggcttctgaa gccaggcctc 


660 


aatgtcgtgc 


tagaggggcc 


gaagaaggcc 


gtgaacgacg tgaatggcct gaagcaatgt 


720 


ttggcagaat 


tcaagcggga 


tctggaatgg 


gttgaaaggc tcgatgtgac actgggtccg 


780 


gtaccggaga 


tcggtggatc 


tgaggcgcca 


gcacctcaga acaaggacca gaaagctgtt 


840 
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aatccaaaaa 


acgact tcca 


acaaaaaata 


cttcrcaarfcct 


taGGcc* erect 


ccatcaoct* c 


fcfcfcaccrcraaa 


terereeaaatc 


t crate fccreacr 


aaacacrcrcfccf 


rna 1*. crcra era cr 


atctoaaaaa 

y u» w l» y o> fat o a d 


erocra 3 era a cter 




ererl - i"pt*t* pa rr 


a3.tgcta.tta 


agaaatatca 


gaaaggcttc 


cagaaacctc 


taacacaaca 


caaaaaoaca 




=s =» /-»rr=s e'erert - a 
clo wy ciuy y i— a. 


uuciciciciV'^>ciy 


tcaaagtgga 


acacteggga 


gagctatgat 


catggcagag 


gectcaagag 


gcctggcaag 


acaagagaga 


agatgaagaa 


cagaacacac 


gaaaaaggaa 


tgaagactcg 


CaaCCCCaCy 


gttgtaaaca 


tttctttcaa 


taaactaaag 


<210> 114 

<211> 1039 

<212> DNA 

<213> Homo sapien 




<400> 114 
tgtggaattg 


ctttagtaat 




gtacctttag 


agtagtcatt 




aactagtata 


eggctacatt 




tgttcttgct 


aatggaggtc 


a era i~ t* ^ t" na er 


ggcggtgaaa 


aggaaegtaa 


erer crh nnhpf 


tctcagccta 


tcgccaagcc 


ccay y t- 1» y t-oy 


tcaaagtccc 


tacgaagega 




agatgcagaa 


gattcgacag 


oayL. uy way a 


aagctaagca 


actgegagea 


c 1 1" a crer a a a t* 


agaagaggca 


gcaggagaaa 


geccatatga 


tctctgataa 


actggatttc 


cttgagggag 


caggagccaa 


aggecagcag 


atgaggaagg 


agaagtttgg 


ttttggtgga 


aagaagaaag 


atgatgtatc 


tagcttcegg 


gecaagacag 
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agtttctatc 


gccaagccca 


ggccgcagtg 


900 


aaagtcccta 


cgaagcgacc 


cactgattat 


960 


atgeagaaga 


ttcgacagaa getgeagact 


1020 


gctaagcaac 


tgegagcact 


taggaaatac 


1080 


aagaggcagc 


aggagaaagc 


ccatatgatg 


1140 


tctgataaac 


tggatttcct 


tgagggagat 


1200 


ggagccaaag 


gecagcagat 


gaggaagggg 


1260 


aagtttggtt 


ttggtggaaa gaagaaaggc 


1320 


gatgtatcta 


gcttccgggc 


caagacagct 


1380 


aaagggtcaa 


ataagagacc 


tggaaaacga 


1440 


taaatagcat 


ctttgaatac 


aaagaaccaa 


1500 


acacactttg 


atcccttctg 


ttggtgtcat 


1560 


aaaaattatt 


aaaggaa 




1607 


tccataatcg 


acattcgttt 


gtgttaatgg 


60 


atttttagca 


acacccctcc 


cctttttaaa 


120 


actaaatcag 


tgagacagtt 


tttgtttgtt 


180 


agtccttctg 


agcttggata 


actcatgatt 


240 


ttcacctcat 


tacacatttt 


gtcctacgat 


300 


tgcttgcagt 


cttaccccgc 


ctccatcagc 


360 


attttgegga 


aatggccaaa 


tetgatctge 


420 


ctaaacaggc 


tgccatggag aggtctgaaa 


480 


aegggaagaa 


ggtgcaaacg gaggttcttc 


540 


tgaatgetat 


taagaaatat 


cagaaaggct 


600 


atcagaaacc 


tctggcacag 


cgcaagaagg 


660 


ggcccagtgc 


taaacgaegg 


tataaaaacc 


720 


gctcaaagtg 


gaacactegg gagagctatg 


780 


ctcatggcag 


aggectcaag 


aggectggea 


840 
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agaaagggtc 


aaataagaga 


cctggaaaac 


actaaatagc 


atctttgaat 


acaaagaacc 


cgacacactt 


tgatcccttc 


t-gctygLytC 


agaaaaatta 


ttaaaggaa 




<210> 115 

<211> 4254 

<212> DNA 

<213> Homo sapien 




<400> 115 
tcaatactgt 


tagttgagat 


crt* erera nriahp 
y LyyauuauL 


acgtgactga 


aactgaggaa 


ora a crt~ a oa a a 
yaay l. a y a. a gl 


aaggagggta 


gagacagtga 


ottttattacr 


cgactctccc 


taattctctt 


cactattcat 


tgcgggcttt 


tattacccca 


crcr a cr t~ cr c c a a 


caactaacgc 


gtgactcttg 


t* era cri- rrf~ rrrra 


ctgctctcct 


gccttacgcc 




taagcgctgc 


ggccacgttc 


print" cr<T" , r*a r* 


cagggggcgc 


ggccctgagc 


t* cr ft - cirri?* na 


ggctccctcg 


gtgcgctggg 


^-y v^c*.y c*y v^a 


ctgcgcggct 


cctagccagg 


ft* l _ acf<**<**r , acr 

w ca. y v-> V— • o cl y 


crcckcicracJCC 


a t crcrcx c t crcrcr 


t* acra c^csci ac^cr 


gagccgttct 


gctgctgacg 


afa^^'aa*"**-*/"'* 


cagcgtcgct 


gtagctggcc 


t* ocrcra cr*** t~ <™*er 
u^yyayutuy 


ggaacttctg 


caggacgggt 


y l» uauoy uyc* 


ttatacttct 


caatctattc 


a f*a a orf* f" ni~ 


aggaatcagt 


cagttggaca 


ora na a o f~ a f*a 


actggcacaa 


gcaactggga 


u uyay i»i«y u u 


aattggggct 


ttacagggag 


ctgttgatag 


taagatagtt 


gcccggactg 


cacaactagc 


gaggattatt 


cgtatcttga 


atctcagtaa 


tagagagata 


acaaaagctg 


ctcagagtct 


agatctttct 


ggaatagaag 


tgatagaaaa 
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gaacaagaga 


gaagatgaag 


aacagaacac 


900 


aagaaaaagg 


aatgaagact 


cgcaatttca 


960 


atgttgtaaa 


catttctttc 


aataaactaa 


1020 








1039 


tatcagtttg 


taattaagaa 


aaagtctggc 


60 


aggcaaaagg 


tcaaaggtct 


catgggaagg 


120 


tccttttatg 


gttcagactt 


ccttcttcat 


180 


ccccagcaac 


ttttcttccc 


aagcatttcc 


240 


tcaaggcgtg 


gaacagataa 


agcfcgtgtag 


300 


gggcaaacga 


agctccctga 


aacctccgct 


360 


tgttctgagg 


tttaatactt 


gcttcacaga 


420 


cttctccttg 


gctagggcac 


gacgccagcc 


480 


gacagctgaa 


agcgccggcc 


cgacggcctt 


540 


tcggaccctg 


ggcgcccact 


gctcgagtac 


600 


gcgcgggctg 


agagtcagtt 


cgccaggtgg 


660 


gcgccgggat 


tctgcgtcac 


cacctgggcg 


720 


ggcacctgcc 


aacatggaag 


gtggcggcgg 


780 


aggctctgga 


gcggctgcag 


ctacagtccg 


840 


ctttttaaac 


gaagactttg 


atgtaaagac 


900 


aattgctgaa 


caactagcaa 


aacttgccca 


960 


cttacaggtt 


gttgcaagac 


atgaagattt 


1020 


ggaaggtgtt 


cttcagatga 


tgcagacgag 


1080 


gataaaagca 


aaaattgttg 


aaccatacaa 


1140 


aagacttcag 


gttgcctgtg 


atttgcttcg 


1200 


gagactccaa 


ggacaactgc 


aagggggaag 


1260 


caatgaactt 


gattatcttt 


ctcaaggaat 


1320 


tgatctactt 


tttattgcaa 


gagcccgact 


1380 
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tgaagtggaa 


aatcaagcta 


acrccrcctacfc 


acraqcaqcrcrt 


1 1 crcra era c fc C 


agaatccaac 


1440 


t caaor t cetera 


acagctcttc 


acrcr t fcfc tcta 

W W W V> U 


taatcttcrcra 


actttaaaao 


atactattac 

WV W fc* W W WL w w aw 


1500 


caertcrt tcrtcr 


aatcrcratat t 


crtcrctacfc fcfc 

y wywwwwwww 


acraacraaaat 


atcaacaoto 


cafcfcaerar*afc 

wcl w wayciwOw 


X JO u 


aaaagt fcfcfcg 


actcagcctt 


cccaatcaor; 


fc crt cracracracf 


craacctaaac 
yywiww 


crafc cfc a or* a fc 

y d w w w vt w wCl w 


a. 0 ^ \j 


gccaacccca 


ggaaatactg 


caact ttcrccr 

W Wl*j W W W W y 


tgcctcactc 


taaaccaata 


fc orcr a cr a a a c fc 

wy y c*y c*c*.c* w w 


1680 


tatggatcat 


atttatgctg 


tttcrtQcraca 


ggtacaacat 


ctacaaaaaa 


tafctcrcrecaa 

wwv w wy y w wcicl 


1740 


gaaqagaqat 


cctgtttctc 


acatttgttt 


ca t tgaagaa 


afcagfctaagg 


atggacaacc 


1800 


ggaaattttc 


tacacatfctt 


ggaa 1 1 cag t 


tactcaacrca 


ctttcttctc 


aat tt cat at 

u>u www wu w a w 


1860 


ggcaacaaac 


tcttcgatgt 


ttttgaagca 


ggcat t tgaa 


crcra era a t a c c 

Jgl avjWB w Wi w w 


cfcaaafc fc afc fc 

w w Cluu w w GL w w 


1920 


acgtctttat 


aatgacttat 


qcraaqcq t c t 


tcaacaatac 


agtcagcata 


t ccaacrcrcr aa 


1980 


ttttaatgca 


agtggaacta 


cagacctcta 


t crt t era ccfc a 

w w w wi w w m 


caacacatao 

w %ja av^uvu w wi w 


a a era fc era fc cr r* 
wioiy g» w y c* w y w 


2040 


acaagatata 


tt cataccaa 


aaaagecaga 


ttataatcca 


Cf a a a a oorf t* 

y ddddy WWW 


fc era a a era e» fc r* 


A X U W 


actacaaccc 


t a t a acrcr c t or 


ctfcafccfcatc 


aaaat cct ta 


tetecraefc cfc 

W w> W wHvtW w W> W 


fc ccrafcccfca fc 

w wy a w w w w a. w 


? 1 60 

A X O \J 


caacttggtt 


fc ttcccccgg 


gfcggfccgfcaa 


tcctcchtcc 

W WW W W> W w w w w> 


fc c t era t era a r* 

w w uv^a w y aciw 


fc fc era fc ererfc a fc 
w wyciwyy lcil 


A A W 


tattaaaact 


at agcaagtg 


aactaaatot 


fccrcfcercfccrfcfc 

W Wj w w y W WW w w 


era t* a r*^» ^ 3 0 r* 

VJCl wdwCLCldw w 


w wO wCl w wCty w 


*> *? fl n 

A A O U 


tgtgtcaaaa 


aatgtggcaa 


aaaccatcca 


attatacaat 

y w w wi w a w uvj w 


crfcaaaafc racr 


aere , aere | fcfce , fc 
ay way w u luu 


234 0 


ctccacacaa 


ggagatgcaa 


ate acrcr taat 


t crcrcrGC t ct fc 

w 3 3 w w ww w w 


a c t cr a a crcra e! 

c* w w y c* ay you 


a era era a era a a 
ay ay aay a aa 


24 00 


tqtcrqcacrta 


gtgaattcafc 


tgtataagtt 


acaccaatca 


ahaacaaaaa 


fc fc cr fc fc fc c c a or 

wwywwwww ay 


2460 


tcagagctca 


ttcccactgg 


cagctgagca 


aactataatt 


tcagctc taa 


acrcrafcctcrca 

w. w w wy wh 


2520 


gtacagtgtt 


gaatagaact 


ggctattcat 


QCtcttatcrcr 


aaaat ore t crt 


acaaccctta 

y wuv* w w w w w c* 


2580 


cfccacttctg 


t acrcr acr a t QC 


fcatacracracc 

wv» wwi^g wi^jj^ WW 


ataatcatca 


ccafccrcafcca 

W W l*H w wi w w c* 


a era a era ft* fc fc 
ay aay aw w w w 


264 0 


tctgggtcat 


tatccagctc 


acrcraaaacct 


era t crt t cc tt 

w 5J W W WW w w 


crt tetefcerfca 

y w w w w w w y w c* 


e* a t cr a a crer a er 
wa wy aayy ay 


2700 


ctacaaggtt 


teat tgccag 


agt tatgagt 


aactat tt ta 


aacact fcfccra 

MUWWlW W W wy 6i 


a fc ere 1 fc t" erera fc 
a w y w w wy yaw 


2760 


tttgtctttg 


acaacactga 


ggc t at tgee 


caaagagctg 


ttoaactttt 

W UMUUW W w W W 


fc a fc e , e , crr*r*a t- 
wawwwywwaw 


282 0 


gccagtctca 


taagacctct 


tcrcrtaaacrcrfc 


crcroaaaatcrc 

33 3 r7 


cracfcfcercfccrc 

y Cfc w w w y w wy w 


fc era fc fc fc fc ere"a 
wyawwwwywa 


2880 


cacratcrcracrfc 


tcrcrct crt acrcr 


tccat tctgt 


aaacaaah at 
wy»«y»y www 


r» fc era t* fc fc a crer 
w w y a, w w w ciy y 


a a a crt* rr"*i~ at* 
aa ay w w w wa w 


2 Q4 0 


cggatgctga 


gatcattcag 


acctctgctc 


ttccaggcaa 


gtgaacatgt 


agecagtagt 


3000 


cctgcattgg 


gggatgtgat 


tccgttcagc 


atcattattc 


agtttttgtt 


cacgagagca 


3060 


cccgctgaac 


tgaaatctcc 


tttccagagg 


gcagagtggt 


cccacacacg 


cttctctcag 


3120 


tggctggatg 


accatccatc 


tgaaaaggac 


aggctcctcc 


tcatcagggg 


agccctggaa 


3180 


gcttatgttc 


aatcagtgag 


aagtagagaa 


ggcaaagaat 


ttgcaccagt 


ttatcccata 


3240 
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atggttcagc 


tgcttcaaaa 


ggctatgtct 


gctcttcagt 


aatgacatga 


aatctttgtt 


3300 


catctccact 


ttgtgctaac 


ccattcatag 


ttggcagtta 


aacacatact 


ccaaaagact 


3360 


gctactatct 


actattttaa 


gaatgtaatt 


gattgttcgg 


tatttcctat 


cgacgtttat 


3420 


ttacctcttt 


agcacttata 


ctttagcata 


aaaaatgttg 


agttatcacc 


acctttcaat 


3480 


tccatggacc 


tgatttttcc 


agaaagatgt 


tttcctcttt 


cagatttttg 


tacaaggcta 


3540 


aaatgtcttt 


cccatccata 


accaagtcct 


cctatgggta 


cataaaccca 


aagtccccac 


3600 


ttcttttaaa 


gggatatgat 


caagttataa 


catgtaccct 


gcttccccca 


accctgcctt 


3660 


cttcactaaa 


taagcatgta 


gctcagtggt 


ttccaaattt 


ggctgcacat 


tcataccaat 


3720 


caccagggga 


tttttttaaa 


atcctgatgc 


ccaacttgca 


ctccacatta 


attaacatgt 


3780 


ctaggagtgg 


gagcctgaca 


gacaccacta 


ttaaaaaaaa 


aaaaaaaatc 


cccaaaatga 


3840 


ttccaataga 


caacaaagtt 


gaggaaccac 


tggcacatcc 


caagctaaga 


tacaaggtta 


3900 


aatggccttt 


ttaagtatgt 


catactggat 


ctttaaataa 


agcaaggctt 


ttgttacact 


3960 


ttgtcatgtt 


attaaaagca 


gacctttggg 


ctgtttaacc 


gtgtaacaaa 


aatgccacgt 


4020 


gaaaaataaa 


aatttttatt 


gtatagcaat 


tctctataaa 


tagtagataa 


tctaagtcct 


4080 


tattttctga 


tggctcttgt 


tccactatta 


acattgtttt 


taatttttaa 


aatcctatca 


4140 


gcagcctcct 


aattagcagt 


gttaggaatt 


tgccttatgt 


tttccatctc 


atctcctgaa 


4200 


cctgttattc 


tgagaactca 


taaataaaat 


tcagccaaga 


ttaatcaatc 


aatc 


4254 


<210> 116 

<211> 4018 

<212> DNA 

<213> Homo sapien 












<400> 116 
tcaatactgt 


tagttgagat 


gtggaccatc 


tatcagtttg 


taattaagaa 


aaagtctggc 


60 


acgtgactga 


aactgaggaa 


gaagtagaaa 


aggcaaaagg 


tcaaaggtct 


catgggaagg 


120 


aaggagggta 


gagacagtga 


gttttattgg 


tccttttatg 


gttcagactt 


ccttcttcat 


180 


cgactctccc 


taattctctt 


cactgttcat 


ccccagcaac 


ttttcttccc 


aagcatttcc 


240 


tgcgggcttt 


tattacccca 


ggagtgccaa 


tcaaggcgtg 


gaacagataa 


agctgtgtag 


300 


caactaacgc 


gtgactcttg 


tgagtgtgga 


gggcaaacga 


agctccctga 


aacctccgct 


360 


ctgctctcct 


gccttacgcc 


gcgcggcccc 


tgttctgagg 


tttaatactt 


gcttcacaga 


420 


taagcgctgc 


ggccacgttc 


cggtgcccac 


cttctccttg 


gctagggcac 


gacgccagcc 


480 


cagggggcgc 


ggccctgagc 


tgctgcgaga 


gacagctgaa 


agcgccggcc 


cgacggcctt 


540 


ggctccctcg 


gtgcgctggg 


cgcagagcac 


tcggaccctg 


ggcgcccact 


gctcgagtac 


600 
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ctgcgcggct 


cctagccagg 


cttagcccag 


gcgcgggctg 


agagtcagtt 


cgccaggtgg 


660 


gcctggagcc 


atgggctggg 


tgggcgggcg 


gcgccgggat 


tctgcgtcac 


cacctgggcg 


720 


gagccgttct 


gctgctgacg 


acatcaaccc 


ggcacctgcc 


aacatggaag 


gtggcggcgg 


780 


cagcgtcgct 


gtagctggcc 


tcggagctcg 


aggctctgga 


gcggctgcag 


ctacagtccg 


840 


ggaacttctg 


caggacgggt 


gttatagtga 


ctttttaaac 


gaagactttg 


atgtaaagac 


900 


ttatacttct 


caatctattc 


atcaagctgt 


aattgctgaa 


caactagcaa 


aacttgccca 


960 


aggaatcagt 


cagttggaca 


gagaactaca 


cttacaggtt 


gttgcaagac 


atgaagattt 


1020 


actggcacaa 


gcaactggga 


ttgagtcgtt 


ggaaggtgtt 


cttcagatga 


tgcagacgag 


1080 


aattggggct 


ttacagggag 


ctgttgatag 


gataaaagca 


aaaattgttg 


aaccatacaa 


1140 


taagatagtt 


gcccggactg 


cacaactagc 


aagacttcag 


gttgcctgtg 


atttgcttcg 


1200 


gaggattatt 


cgtatcttga 


atctcagtaa 


gagactccaa 


ggacaactgc 


aagggggaag 


1260 


tagagagata 


acaaaagctg 


ctcagagtct 


caatgaactt 


gattatcttt 


ctcaaggaat 


1320 


agatctttct 


ggaatagaag 


tgatagaaaa 


tgatctactt 


tttattgcaa 


gagcccgact 


1380 


tgaagtggaa 


aatcaagcta 


agcgcctact 


agagcagggt 


ttggagactc 


agaatccaac 


1440 


tcaagtcgga 


acagctcttc 


aggttttcta 


taatcttgga 


actttgaagg 


atactattac 


1500 


cagtgttgtg 


gatggatatt 


gtgctacttt 


agaagaaaat 


atcaacagtg 


cattagacat 


1560 


aaaagttttg 


actcagcctt 


cccagtcagc 


tgtgagaggg 


ggacctggac 


gatctaccat 


1620 


gccaacccca 


ggaaatactg 


cagctttgcg 


tgcctcactc 


tggaccaata 


tggagaaact 


1680 


tatggatcat 


atttatgctg 


tttgtggaca 


ggtacaacat 


ctacaaaaag 


tattggccaa 


1740 


gaagagagat 


cctgtttctc 


acatttgttt 


cattgaagaa 


atagttaagg 


atggacaacc 


1800 


ggaaattttc 


tacacatttt 


ggaattcagt 


tactcaggca 


ctttcttctc 


aatttcatat 


1860 


ggcaacaaac 


tcttcgatgt 


ttttgaagca 


ggcatttgaa 


ggagaatacc 


ctaaattatt 


1920 


acgtctttat 


aatgacttat 


ggaagcgtct 


tcaacaatac 


agtcagcata 


tccaagggaa 


1980 


ttttaatgca 


agtggaacta 


cagacctcta 


tgttgaccta 


caacacatgg 


aagatgatgc 


2040 


acaagatata 


ttcataccaa 


aaaagccaga 


ttatgatcca 


gaaaaggctt 


tgaaagactc 


2100 


actacaaccc 


tatgaggctg 


cttatctatc 


aaaatcctta 


tctcgactct 


tcgatcctat 


2160 


caacttggtt 


tttcccccgg 


gtggtcgtaa 


tcctccttcc 


tctgatgaac 


ttgatggtat 


2220 


tattaaaact 


atagcaagtg 


aactaaatgt 


tgctgctgtt 


gatacaaacc 


tcacattagc 


2280 


tgtgtcaaaa 


aatgtggcaa 


agaccatcca 


gttatacagt 


gtaaaatcag 


agcagcttct 


2340 


ctccacacaa 


ggagatgcaa 


gtcaggtgat 


tgggcctctt 


actgaaggac 


agagaagaaa 


2400 



WO 2004/053079 



PCT/US2003/038855 



144 





gtgaattcat 


tgtataagtt 


gcaccaatca 


gtaacaaagg 


ttgtttccag 


2460 


tcagagctca 


ttcccactgg 


caact aaaca 


aaetataatt 


tcagctctaa 


aggctattca 


2520 


tgctcttatg 


craaaatcrctcr 


tacaaccctt 


acteaet tct 


ataaaaaata 


ctataaaaac 


2580 


ca taat catc 


accatgcatc 


aaaaaaactt 


t tctcrcretca 


t tatccagct 


caaaaaaacc 


2640 


tgatgt t cct 


tat t etc tat 


acatcraacrcra 


. octacaaacrt 


t teat tgeca 


aaattataao 
23 23 ^- y ^y 


2700 


taactatttt 

v Wk w> W W* w \— w w 


aaacactttg 


aatac t fccrcra 


ttttotettt 


gacaacactg 


aaactattac 


2760 


ccaaagagct 


gt tgaact t t 


ttatccgeca 


tcrecacffcet e 


ataaaacctc 


ttaataaaaa 


2820 


taaaaaaata 


caact tact a 


ctaat tttac 


acaaataaao 


ttaactataa 

^*23l3 ^3 2323 


atccatteta 


2880 


t aaacaaa t a 


tctgatttag 


gaaagtccta 


t ccrcra t cr c t cr 


aaatcattca 


aaaaaaccct 

23 23 23 23 **23 u 


2940 


aaaaacttat 


gttcaatcag 


tcracraaotacr 


aaaaaacaaa 


aaatttacac 


caatt tat cc 


3000 


cataatggt t 


caactacttc 


aaaaaactat 


gtctget ctt 


cagtaatgac 


atgaaatctt 


3060 


tgt teat etc 


cactttQtorc 


taacccattc 


atacrt tcraca 


attaaacaea 


tact ccaaaa 


3120 


gaetgetact 


atctactatt 


ttaaaaatah 


aat taat tcrt 


tcaatat t tc 


ctat caacat 


3180 


ttatttacct 


ctttagcact 


tat act t tag 


eataaaaaat 


attaaat tat 

23 y **23 w 


eaccaccttt 


3240 


caattccatg 


aa.ee t era t tt 


ttccaaaaao 


atattttcct 

y Li U L< U w V«« L* 


ctt tcaaatt 


t" 1 1" crt a ca a or 


33 00 


actaaaatafc 








yy ua^ducictci 


ccca a a rrt" c*t^ 


O v 


ccacttcttt 


t aaaaaaa t* a 


y a u^aay u u 


auaav^a Ly 


L.UUL.yL-L- L. O 


V— L«.ClClV-.L^L-. L-.y 


•3450 

O *± «o w 


ccttcttcac 


taaataaaca 


t cr t aa c t c aor 


fcaat" tt ccaa 

i»33 i« w t» w uaa 


att tacrct*ac 


apaf-f- /-»sa }-afi 


3480 


caatcaccaa 


aaaatttttt 


taaaatccto 


atacccaact 


tacaet ccac 

i— y w c% w L- l— w a 


att*aatt"aac 

Cl O V» U.C4 ClCkL« 


354 0 


atatctaaaa 


atoaaaacct 


cracacracacc 


actatt aaaa 


aacicicLciaciaci. 


aat* ccicr*?! a a 

ClCl U> w V* V^^ClClCi 


3600 


atgatt ccaa 


taaacaacaa 


aat t* aacrcraa 
c*y i» L, 3 a j3 OR 


w \— i_ y y w a l— 




a a era t~ a ca a n 




attaaataac 


cttt ttaaat 


ate tea tact 


aoatcfc t taa 


ataaaacaaa 


aettttatta 


3720 


cactttgtca 


tgttattaaa 


agcagacctt 


tgggctgttt 


aaccgtgtaa 


caaaaatgee 


3780 


acgtgaaaaa 


taaaaatttt 


tattgtatag 


caattctcta 


taaatagtag 


ataatctaag 


3840 


tccttatttt 


ctgatggctc 


ttgttccact 


attaacattg 


tttttaattt 


ttaaaatcct 


3900 


atcagcagcc 


tcctaattag 


cagtgttagg 


aatttgeett 


atgttttcca 


tctcatctcc 


3960 


tgaacctgtt 


attctgagaa 


ctcataaata 


aaattcagee 


aagattaatc 


aatcaatc 


4018 



<210> 117 

<211> 893 

<212> DNA 

<213> Homo sapien 



<400> 117 
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cacaaaccca 


acaorcacaca 


ctcrtcrafc cfcfc 


1 1 fcaaaacrcrc 


aacfcfccrcfccfc 


acraaacicrcafc 
«y ^wyyy^QL 


accaaaacar 


3 a ercra oacrcr c 
»»y y «*y »y y ■-» 


ccfccraaaarrfc 


fccrcracrfc taat 


era o a a a c a crcr 


pa aaaafccfcc 

t_aaaaaL-U«l~l^ 


at* prrt*oa fc t~ 


crefcert" cfcfc ce 


a era acrfc a fc ere 
ayaay uoLy l« 


pa a rra na na cr 
^ a o y a w cty a y 




fccafceiaa^'ac 


a era c c c t crcr fc 


otcchhoacc 


aca fcerafceraa 


aerafc hhetea 


oaahttchta 

y »» i» i» w v» i» i»a 


a fc e* fc era fc fc crcr 
auuLyau uyy 


e c fc e a a. crcr c fc 


cffecccttccc 

y w w i» v_» 


acra acr ccrcrac 


ccaccccctt 


w l~» l_ \— . V-» U. V-i 


cfc fc fc c fc crfc ca 


acactaacca 


cctcatgcag 


gccccacctg 


aaaacatgaa 


aaaaaaaaaa 


smacaamaca 


gcccacaaag 


aagccttcca 


acccaacccg 


ccgtggcaac 


eggtccaagg 




ggggacgege 


ctgccaccaa 


ggctcggccc 


<210> 118 
<211> 896 
<212> DNA 
<213> Homo sapien 




<400> 118 
ttcgatgtgg 


gacagagcac 


nay w i_ ay 


attccttaaa 


tccagccagg 


era act* nnna a 


ggtgtgtggc 


agagataggt 


y u act act t lya 


ctatgatctt 


ttggacttag 


m-n-it™ 1 pppf trr 


cattgtgtat 


fctccttggtg 


ant* ct* ncrctfft* 
ay ULLyyyyu 


ggcctggccc 


agttgggctg 


a crrrca <"rt~ fc fc fc 
ayy oay l- l. u 


ttatcctctg 


agcccacaat 


ccra a a a ercrca 
uyaaaciyy t-a 


tctgtctgaa 


gtatgctgga 


aaggatggtt 


taagefctcat 


gaatacagaa 


ctagctgcct 


ttgacegcat 


gatgaagaaa 


ctggacacca 


ttcttaatct 


gattggtggc 


ctagctatgg 


cttcccagaa 


gcggacctga 


ggaccccttg 
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caacctgctt 


tatttgtfctc 


aagtttgccg 


60 


ttgetttect 


ctcttcctct 


agacacaccc 


120 


aactggaaag 


tcacagaccg 


ttctggcaag 


180 


cagccctaca 


gagactgagc 


ggtgcatcga 


240 


tggaaaggat 


ggttataact 


acactctctc 


300 


agaactagct 


gccttcacaa 


agaaccagaa 


360 


gaaactggac 


accaacagtg 


atggtcagct 


420 


tggectaget 


atggcttgcc 


atgactcctt 


480 


ctgaggaccc 


cttggccctg 


gccttcaaac 


540 


tcatctccac 


agcccaccca 


tccoctgagc 


600 


ccaatagtaa 


taaagcaatg 


tcactttttt 


660 


accaamasaa 


acatttgegg 


gcggcctggc 


720 


gtgcgccgcg 


gggccccgat 


ggtaagtaaa 


780 


agacaaggcg 


gggcccccaa 


aaaaaagece 


840 


ggcccacggg 


geeggagegt 


aac 


893 


tcactcgggc 


gttgttafcag 


ctagagcttc 


60 


gecttacttt 


ttctttcaag 


atcaaataca 


120 


cacgcacttt 


taagctgaaa 


cttaagactt 


180 


aggttggagc 


cccatcctct 


aggagggece 


240 


gtggcctcfcg 


ggggtcactc 


tgcatgggca 


300 


ggggtegget 


gcctctgtgt 


gggtgcctgg 


360 


gctagttctg 


fcattcatgaa 


gcttaggaac 


420 


ataactacac 


tctctccaag 


acagagttcc 


480 


tcacaaagaa 


ccagaaggac 


cctggtgtcc 


540 


acagtgatgg 


tcagctagat 


ttctcagaat 


600 


ettgecatga 


ctccttcctc 


aaggctgtcc 


660 


gccctggcct 


tcaaacccac 


cccctttcct 


720 



WO 2004/053079 



tccagccttt 


ctgtcatcat 


ctccacagcc 


atgcaggccc 


cacctgccaa 


taataataaa 


cggcaggtgg ggcctgcatg 


agcatgtgga 


<210> 119 

<211> 1617 

<212> DNA 

<213> Homo sapien 




<400> 119 
cagacataaa 


catctcacca 


acr t c c Qcr t cr t 


aattttctct 


ctgttttttt 


tttttccaag 


ttactgattt 


tagacctctt 


ttcttttctc 


ttaagcggat 


cagcgctgat 


ccgct t aagg 


actcccggac 


gtaggtagtt 


tat fcacrarcccr 


ccactctagg 


ccacgatgcc 


crc sct t ac cacr 


aagctttacc 


tcgctgaccc 


tafccraacrcrca 


gggaacttgt 


gtgttaaagt 


aacaaataat 


aagcccgcaa 


tgttaccatg 


aaaactaaah 


acttaggaag 


taaatatctt 


ttaaattaaa 


aactaagtgg 


gctgttcaga 


acrcfcfc a era acr 


ttagagagct 


agggatgcaa 


atcrt t tt cao 


gaacaagaaa 


tgcatctgtc 


ttaaaaacta 


attgtttctc 


tQcrcaaat tt 


gtat cagtaa 


tcttcttaaa 


tttagttcat 


ctfcfccfcfcfcaa 

w i~ i— w i« u u au 


tccatgtatt 


ttggagcata 


aaaf- eft" a t" C1C 


attggaatta 


actccacacc 


ataatatcrca 
a i» o-y w a i»y v»ci 


atagcagtgt 


agtctcaatt 


atatct*aaaa 


tatttccaca 


tttaaactac 


ctcrttaatat 


atgactttga 


atctagtttt 


cagtgatcag 


atgatgatca 


ctgtgctata 


atgtactgaa 


attttccatc 


tgtagtttct 


cagaagggct 


atacttctgt 


gacacccctg 


cccattttct 


ctgtcacaac 


tgttatgttt 


tccagtaaac 
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cacccatccc 


ctgagcacac 


taaccacctc 


780 


gcaatgtcac 


ttttttaaaa 


catgaactat 


840 


taacccccgg 


ggcgccgtgg 


caccag 


896 


aacctttccc 


aeggtaaett 


etaggectaa 


60 


aaaaccacaa 


aacttttctt 


aaagtttaga 


120 


atctaagtat 


ttaaggatag 


aaacttcccc 


180 


gggggctget 


gggactcgcg 


tcggttggcg 


240 


ggttctgagg 


ccttgcttct 


ctttactttt 


300 


acctgggagg 


agttcagccg 


cgctgccgag 


360 


cgtgtggttc 


tcaaatatag 


gcattctgat 


420 


ttagtttaat 


gcgacttatg 


gtagecaagg 


480 


gaatggtttg 


aaatgaagac 


tttgtcgtgt 


540 


gaaagtgttg 


ggacagaaag 


tactttatgt 


600 


tcattttttg 


taattttctt 


tttaattact 


660 


ttagaaagee 


tttatttact 


tttggaaatt 


720 


gagattattt 


gatgttaggt 


aaaacatgta 


780 


tttgaaaatg 


agatattagg 


aaaaaccaat 


840 


aagaacatta 


aatgtaacca 


ttttgtcaga 


900 


tgttgtgacc 


aataaatata 


aaatatggta 


960 


ttgttataca 


tactgtgtac 


ctaattatgt 


1020 


gtaattgtga 


ctaacaagta 


tgetttgect 


1080 


aagggatttg 


tagtatcagc 


ttgttgagca 


1140 


aagcagcagt 


tatttgagtg 


tatgaatgga 


1200 


accaccatat 


tacagaaata 


tttactacat 


1260 


atggattagt 


ttgaactgtc 


aaatccttgc 


1320 


gtctttaatt 


aaccaaggtg 


ttaggtgtga 


1380 


tagaagtacg 


atatttgata 


attatatttg 


1440 
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tatttcacca 


cctaaatgta 


atgttgattc 


aatatgtttt 


gtataaattt 




ctatatgaat 


tttggcatgt 


ttcagagaga 


<210> 120 

<211> 1916 

<212> DNA 

<213> Homo sapien 




<400> 120 
atgcccaggc 


tcatcttttc 




tttttatatt 


aattctgaaa 




ggttcctggg 


gtgagtcctc 


yytUCCCCCa 


ggtccctgtt 


tgtcccctaa 


ggggagagcg 


gattcaagct 


cacagcccac 


cttctccccg 


ccacatcctc 


aagctcttcc 


agagcaacct 


tgccggggac 


tcagacactc 


agggaacaaa 


ctgacttcaa 


aggcagcttc 


t-ggacagg eg 


ataaaccttc 


tgtgcagaat 


gagggacx u u 


gacagcccct 


agaggtctca 


caccttctcc 


cggccaaaaa 


agtcagtggc 


atcctcaaac 


ggtatgggga 


aagtgtgagc 


gt-gggcagee 


ccgcaggccc 


ccaccccttc 


CayacCCayC 


aagctgcagg 


tccctctaag 


4* y^i 4* a 2* a 

CClCCCaCaC 


gaaaaagtgg 


agtcctagag 


gtcacgtgt t 


tttgggtgag 


tccaaagctt 


ccagaggcac 


tatctgaagc 


gagttgttgt 


cct cagggta 


gccctgtgaa 


ccttcagcag 


agaaaggcaa 


gccacccagg 


gccttctagt 


accttccagg 


aactggatct 


gcagctggga 


gaeaeggatg 


gaggggccct 


ggaagcagac 


agggaaactg 


tgctatgcct 


gtctcattca 


catagttctt 


atgttccttt 


cctggtcgaa 


aagatgtttt 


actgaactca 


ccctggaggc 


accaggatca 
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ctcaagaatg 


aaatgaaggc 


actacattga 


1500 


acagcatttt 


agcatggtaa 


gttcccttag 


1560 


tcagtaaata 


aaatattaga 


taaaata 


1617 


caattcacac 


tttttgcttg 


gtaggaaata 


60 


gtgcattttt 


acaaacttag 


gggaagttga 


120 


getttgetet 


gtaatgeagg 


tetctgeaag 


180 


caggttggcc 


tgtgcctcca 


ccccactccc 


240 


ccccatctca 


gtgeaacagg 


tgatcgagaa 


300 


ggtgcccgct 


gaccctgagt 


gaaggccgcc 


360 


atggtcagcc 


agagctgggg 


aaacccagaa 


420 


gtgggagggg 


acccttccca 


agaggaacca 


480 


gctgtgcttc 


ceggaggget 


tcctggagga 


540 


ccaagcaccc 


gcaggtggta 


gatgaccaca 


600 


gtcaccttca 


gccggtccac 


ttcagcagct 


660 


aagggaaact 


ggtgatttct 


ggtttcccac 


720 


tcacactcca 


ccgatgtggg 


caacctgggg 


780 


agaacaggtg 


gtcatcagca 


ccattttaca 


840 


caagatcaca 


catcagggtt 


cccattcggg 


900 


agaccaccca 


ccccagaagc 


aggggcagga 


960 


gaaatctaca 


atcttgtgga 


gagectgagt 


1020 


tgagtgtctg 


gggtgacccc 


tggaacccct 


1080 


cagccccggc 


gactggagaa 


gccaccctga 


1140 


agctggggaa 


actccagcgt 


cacccactgg 


1200 


aggegcaage 


teactgeagg 


cacagagccc 


1260 


ggaatggagg 


ggaagaagga 


aatteggcac 


1320 


tttccaaact 


gccgagtgtt 


gegattcage 


1380 


aggegaagag 


aggggctgag 


accagctctc 


1440 



WO 2004/053079 



agctccgcgg agggcctgac 




gcctcgccac 


tgcctgtccc 


CoCogaCCCt 


gagtgggtca 


tgtcggttcc 


s /*< s a «a /"i **i 

aCdaydCCLC 


tcgaatcccg gcgcctcctc 


aagctacagg 


aacgtcctca 


cctgtaactt 


gggacgagaa 


atgtcgcctc 


gatcaatccc 


ctgccggaaa 


atgcccggag 


gccaggcctt 


tcacaggaaa 


ctttttgtgc 


gaggctgttt 


ctctgcgaat 


<210> 121 

<211> 1627 

<212> DNA 

<213> Homo sapien 




<400> 121 
atgcccaggc 


tcatcttttc 


atyaaagcca 


tttttatatt 


aattctgaaa 


agccacaaaa 


ggttcctggg 


gtgagtcctc 


yguuCtccca 


crcrtccctatt 

W Ik* w 


tatcccctaa 


ggggagagcg 


gattcaagct 


cacagcccac 


4— 4— /i /-« /^i 
CLLLLCCCUy 


ccacatcctc 


aagctcttcc 


ayayCaaCCL 


tgccggggac 


tcagacactc 


cigggaacaaa 


ctgacttcaa 


aggcagcttc 




ataaaccttc 


tgtgcagaat 


rrnna ft* t" t~ 

y y yy l. i* & 


gacagcccct 


agaggtctca 




cggccaaaaa 


agtcagtggc 




ggtatgggga 


aagtctgaag 


cgagucgttg 


agagcctgag 


tgccctgtga 


accttcagca 


ctggaacccc 


tgccacccag 


ggccxncxag 


agccaccctg 


aaactggatc 


tgcagctggg 


tcacccactg 


ggaggggccc 


tggaagcaga 


gcacagagcc 


ctgctatgcc 


tgtctcattc 


aaattcggca 


catgttcctt 


tcctggtcga 


tgcgattcag 


cactgaactc 


accctggagg 
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gtccactgag 


ggctcgaccc 


caggcttagg 


1500 


tacctgctca 


ctgtctctgg 


acaaaccaaa 


1560 


gcagggctta 


ggattgggca 


cagccttggt 


1620 


gcggcgcgat 


cttggctacg 


ccttggcctg 


1680 


ccgccactcc 


ctcgcccacc 


ccagtcctaa 


1740 


atttgggaga 


gaggatcagg 


gaaaccgcca 


1800 


cagatttccc 


gcgggtttcg 


ggggcggtgg 


1860 


agctcttgga 


gccaaatctt 


gggacc 


1916 


caattcacac 


tttttgcttg 


gtaggaaata 


60 


gtgcattttt 


acaaacttag 


gggaagttga 


120 


gctttgctct 


gtaatgcagg 


tctctgcaag 


180 


caggttggcc 


tgtgcctcca 


ccccactccc 


240 


ccccatctca 


gtgcaacagg 


tgatcgagaa 


300 


ggtgcccgct 


gaccctgagt 


gaaggccgcc 


360 


atggtcagcc 


agagctgggg 


aaacccagaa 


420 


gtgggagggg 


acccttccca 


agaggaacca 


480 


gctgtgcttc 


ccggagggct 


tcctggagga 


540 


ccaagcaccc 


gcaggtggta 


gatgaccaca 


600 


gtcaccttca 


gccggtccac 


ttcagcagct 


660 


tcctcagggt 


agaaatctac 


aatcttgtgg 


720 


gagaaaggca 


atgagtgtct 


ggggtgaccc 


780 


taccttccag 


gcagccccgg 


cgactggaga 


840 


agacacggat 


gagctgggga 


aactccagcg 


900 


cagggaaact 


gaggcgcaag 


ctcactgcag 


960 


acatagttct 


tggaatggag 


gggaagaagg 


1020 


aaagatgttt 


ttttccaaac 


tgccgagtgt 


1080 


caccaggatc 


aaggcgaaga 


gaggggctga 


1140 
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y aLLay L. LL.L 


CayctccyLy 


gagggcc cga 


LLayy l. Lay 


yyCCtcgcua 


f- r~f f" ^ \~ r*r* 
Luy LUty LLL 


gaCaaaCCaa 


agagcgggt c 


a t~ /~rt" ^i/f /^t* |* m 

atyCCyyttC 


aCagCCULyy 


UCCyaaCLLC 


gycycctccu 


gccttggcct 


gaacgtcctc 


acctgtaact 


cccagtccta 


aatgtcgcct 


cgatcaatcc 


ggaaaccgcc 


aatgcccgga 


ggccaggcct 


gggggcggtg 


gctttttgtg 


cgagy c ug 1 1 


tgggacc 






<210> 122 

<211> 1368 

<212> DNA 

<213> Homo sapien 




<400> 122 
ccgcgagccc 


cctgcgcgcc 


gee t: t. ggggc 


cgccagtccfc 


ctcaacgcgc 


gcttggccgc 


gaggctcgct 


gcgctccctg 


ttgcccagcg 


cggccaggac 


acggtctggg 


ccgccgaatc 


ggaaaaaaat 


gaagaatgaa 


attgcfcgccg 


aacatgataa 


gttgaaaaaa 


gaggcagttg 


ttcaagaaaa 


atataaaaat 


cac t ggtat c 


gatgtattcg 


tgtcaataaa 


tctcagayay 


acagctgcat 


cttgtatagt 


gacccyyycc 


catgtgaggt 


gtgctgtcgg 


cauggagaga 


aaaataaaga 


tgaaggttac 


ctctgattat 


acaagtaagg 


aaatggaagt 


gaaacccaat 


gtggcaccct 


ttgcccagaa 


aaaagecagg 


ctatcctcct 


cctgttccat 


ttggttatcc 


cccaattcca 


gtgacatggg 


tacctcctcc 


taatcctcac 


atgttagcac 


ctcactaact 


gaaaaaggta 


gaataaacct 


tactacacat 


gaagttagat 


gggccaaacc 


atcaaactta 
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cccccagatc 


tgtccactga 


gggctcgacc 


1200 


ccacagactc 


ttacctgctc 


actgtctctg 


1260 


cacaagacct 


egcagggett 


aggattgggc 


1320 


caagctacag 


ggeggegega 


tcttggctac 


1380 


tgggacgaga 


accgccactc 


cctcgcccac 


1440 


cctgccggaa 


aatttgggag 


agaggatcag 


1500 


ttcacaggaa 


acagatttcc 


cgcgggtttc 


1560 


tetctgegaa 


tagctcttgg 


agecaaatet 


1620 








1627 


tgcgctcact 


cgtgtgcgcg 


ctcgtccgcc 


60 


ccgacgacgc 


gggagecgea 


cgcgccggac 


120 


cgggcccgtt 


gaggeggage 


cctcagttcc 


180 


tccggccgaa 


gageggegge 


ggcagcggcg 


240 


ttgtcttctt 


tttcacaagg 


ctagttcgaa 


300 


agaggtttgc 


tgagaaattg 


accctaatac 


360 


cagaaaaacc 


atcgaaagga 


caggcctaca 


420 


ttgatcctga 


tgtcctgaaa 


gcctgtgaaa 


480 


tgccaaagga 


gctcactctc 


tgggtggacc 


540 


aaaacaatgc 


attcattgtt 


gecagctttg 


600 


cattcaggat 


cctcttcttc 


agatgaagaa 


660 


ttcagaactt 


atatttccac 


ctcttccaat 


720 


aatgtatcga 


gggaatggcc 


atcagaatca 


780 


aaatcaggga 


agaaaaaata 


aaccatatcg 


840 


tggaatgeat 


tgtgaccgga 


atcactggat 


900 


tcgtttttga 


ttgtgttggt 


gtcatgttga 


960 


taaaagttaa 


aagttcttac 


taatagtagt 


1020 


tttttataga 


agttattgag 


aataatcttt 


1080 
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cttaaaaaat 


atatgcactt 


tagatattga 


caagtgccta 


agtttttaat 


attggacttg 


ggatacgaga 


acactgtaga 


agtggacgat 


tggagcgtat 


gtaagttatt 




attgtgtgaa atcatgtagt 


tgcaaataaa 


<210> 123 

<211> 4007 

<212> DNA 

<213> Homo sapien 




<400> 123 
ctggccccga 


gcagctgaag 


cctaaaatca 

w w »* 53 53 3 53 


gcgaggacac 


gacacatgca 


at acre t fcefcer 

53 53 53 >■» v* w w w^3 


ctaggtctgc 


agacaagagg 


aaaacraacrat. 

OLw*53 53 RQH w 


gcccatcagt 


gacagcaagt 


v^i_cLL. l. v— ay a. a. 


agtcttcaca 


tttgccatcc 




acttgttcag 


agatctgatg 




cctgtccaat 


aggggatccc 




aaaagaggct 


ccagatggca 


crcrcacfcttafc 


aacttttaca 


ttgattgcat 


crt~ t~cra paaaf 


totattatta 


atoctaattt 




gttgctataa 


agaaatacct 


era a or t~ erercrt* 

yaavjL. *- 53 53 53 


cacggttctg 


gaggctttac 


aacraacrtcrfcci 


cctcaaggag 


cctccagtca 


tattaaaaaa 

3 3 53 33 53 


aagcaggagc 


aagagagagg 


y R 3 ^ 53 53 ^ 53 53 53 


tcgtgtgaac 


tcagagcaaa 


aactcartta 


agggatctgc 


tcccatgatc 


QQCIV^CH— V— L> I— 


tacaattcca 


catgagattt 


crcra t cr crcraa c 
y a y yyy ° *- 


gtactagaag 


attgaaatta 


ccagtgtggc 


ccacagagcc 


cagcttgggt 


tcaggcagct 


cagggctgtg 


gctttccctt 


egggaaggga 


gacttcaggg 


ccttactcac 


agggecatea 


ggggaagaag 


caggcacccc 


tcagggtggc 
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15U 
tatagtttga 


gaaattttat 


taaagttagt 


1140 


agtatttata 


tattgtgcat 


caactctgtt 


1200 


ttgttctagc 


acctttgaga 


atttacttta 


1260 


gaaatctatt 


ttatgtcgtt 


gtttaagaga 


1320 


aaatagtttg 


aggcatga 




1368 


geaggegctg 


cgggcgcagc 


tccggtgcaa 


60 


gaetgegega 


tgactggacg 


caagtaactt 


120 


gaaggaagac 


tgtctgeega 


gttctcacgt 


180 


gtaagccttg 


gtgtgcaggt 


tgggcggggg 


240 


gggcagcett 


taggtggagg ggttctgagc 


300 


ggggacagtg 


atggggtgct 


tctttttgag 


360 


atgaccatgg 


ctgggaggca 


tgggcaatag 


420 


acgaaatagg 


tgtgtacagg gectcattat 


480 


agtaatttag 


atatattgag 


ttcaataaaa 


540 


attttcccct 


ctgtattagg 


ccattcttgt 


600 


aatttacaaa 


gaaaagagat 


ttagttggct 


660 


gtgctggcat 


ctgctcggct 


tccagggagg 


720 


egaaegggga 


gcaggcactt 


cacatggega 


780 


tggtgccaca 


cacttttaaa 


tgaccagacc 


840 


tcaccacggg 


gatggcccaa gccactcatg 


900 


ccacctggcc 


ccacctccaa 


cactgggaat 


960 


acacatccaa 


accatatcac 


ctcctaacat 


1020 


tcacatccca 


cgtctgctgg 


ccccacagcc 


1080 


gtccaggcct 


ccccttcctc 


caacattagc 


1140 


gacagcgttg 


agggaaagtg gettactgea 


1200 


ccttccactg 


cgcctttgga 


aagtcagggt 


1260 


ccgcagcagc 


cacagcaggc 


cttgtaggaa 


1320 
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gtgatatggg 


gaaaagcaag 


aggctgtaca 


atgccaaaag 


caagtccagg 


gcatttactg 


1380 


tgaggaagca 


acgcaggtgg 

ZJ ZJ zj 


agggc aggga 


qgctgccagg 

5353 -3 J 3 


gccttacctg 


tgatagtgaa 


1440 


agtgtcggca 


ccctggacat 


cctggaccag 


acgcaggcct 


qtcccqtqaq 

-3 -3 ZJ^ZJ 


tctcgcctcc 


1500 


tcctcagccc 


gacccccatg 


ccccccacca 


qqqccatqtq 

53 5353 w 53 53 


cagaaccatc 


cqqqtqcatt 

x - 53 5353 *-53>-»v* w w 


1560 


qcqatqqcaq 

53 w 53""* w 5353 >, * v *53 


tctggtctcc 


tctggttatg 


c c t aqc cqqc 

w w» 53 53 5353 


aacraaacrcrfccr 

53 53 c * c * 53 53 53 53 


ctatcacact 


1620 


cctgttacaa 


atgaggaaac 


aqaqqccaqq 

*"*53**5353 w> -"-*5353 


gaagccaaag 


gccagaagct 


cracrcr c c c t crc 

53 5353 53 


1680 


cacaccctag 


gagtacatgt 


gtgfcctttcc 


ctttttaggt 


cqqaqctctt 


aggectgetg 


1740 


aaaacctaca 


actgctacca 


tgagggcaag 

*" ZJ ZJ ZJ Z* ZJ 


agcttccagc 


tgagacaccg 


tgaggaagaa 


1800 


gggactctga 


tcatcgaggg 

ZJ ZJ ZJ ZJ 


gctcctcaac 


attqcctqqq 


qqctqaqqcq 

53 3 w 53 *"*53 53 *^53 


qcccatccqq 


1860 


ctgcagatgc 


aggatgaccg 

ZJ ZJ ZJ ^~ 


ggagcaggtg 

ZJZJ ZJ^ ZJZJ w ZJ 


cacctcccct 


ccacctcatg 


gatgeccaga 


1920 


cggcctagct 


gccctctaaa 


ggagccatcg 


ccccagaacg 


ggaacatcac 


aacccacraacr 

*"*53 ^ ^ ^ 53 53 53 53 


1980 


ccaagcattc 


agccagtgca 


caaqqctqaq 


agt tccacag 


acacrc t cacra 

w v» ^ 53 53 53 


crcccc tcroacr 

53 ^^v* ^5353 a 53 


2040 


gaggcaqaqg 

Zt ^ ZJ J ZJ ZJ 


aggcccccca 


gctgatgcgg 

ZJ ZJ^*~ZJ^ZJZJ 


ac caagagcg 


acqccaqttQ 


cataaaccaa 


2100 


aggaggccca 


agtgccgcgc 


ccccggtgag 


crcccacrccrca 

53 vvwwivj ^53 


fcccggcgaca 


ccggttct ct 


2160 


atcaacggcc 


acttctacaa 


tcataagacc 


tccgtgttta 


ctccagccta 


tggatccgtg 


2220 


accaatgtga 


ggqtcaacag 

ZJ ZJ ZJ - ZJ 


caccatgaca 


accctgcagg 


tgctcaccct 


getgetgaac 


2280 


aaatttaggg 


t qqaaqa t QQ 


ccccagfcgag 


ttcgcactct 


acat cert tea 


^53«>53 •'^^yyy 


2340 


gagcggacaa 


aattaaaaga 


cfccrccracrtac 


ccgctgat tt 


ccaoaahcct 


crc a t crcr crc ca 


2400 


tgtgagaaga 


tcgccaggat 


cttcctgatg 


aaaqctaact 


t Qcrcrccrt cr era 

u 53 53 53 ^53 u 53 53 01 


aatcccccat 


2460 


gaagtcgctc 


agtacattaa 


gfcttgaaatg 


ccqqtqctqq 

^-^-5353 *-53 Wi -5353 


acagtt t tgt 


taaaaaat ta 


2520 


aaagaagagg 


aagaaagaga 


aataatcaaa 


ctgaccatga 


agttccaaac 


cctcrccrtcto 

w 53^*53 53 


2580 


acgatgctgc 


agcgcctgga 


gcagctggtg 

Z3 w w *■» Z3 53 *^ 53 


qaqqccaaqt 

5J**5)5J WVV "*5J w 


aactggccaa 


cacctcrcctc 


2640 


ttccaaagtc 


cccagcagtg 


qcaqqtqtac 


actqaqccct 


crcrt t crc t crcr c 

53 53 ** 53*-*- 53 53 


cccggccggt 


2700 


cacattgact 


gatggccacc 


qcctqacqaa 


tcqaqtqccfc 


gtgtgt c t ac 


ct ctctcraacr 

W W ^ V— ' I.* ~H d ^^53 


2760 


cctgagcacc 


atgattccca 


cagccagctc 


ttqqctccaa 


cratcraacacc 


cacacrcraacrc 


2820 


cgacccaggc 


ctgaggggcc 


aggaacttgc 


tqqqtcaqat 

*- 53 53 53 w "53 *■* w 


ctcrfccrfccrcrcc 

w , — ^3 »*53 '■"5353 w 


acrccctcrt cc 


2880 


acaccatgcc 


tctcctgcac 


tggagagcag 


tgctggccca 


gcccctgcgg 


cttaggcttc 


2940 


atctgcttgc 


acattgcctg 


tcccagagcc 


cctgtgggtc 


cacaagcccc 


tgtcctcttc 


3000 


cttcatatga 


gattcttgtc 


tgccctcata 


tcacgctgcc 


ccacaggaat 


gctgctggga 


3060 


aaagcagggc 


ctgccagcag 


gtatgagatc 


tagcctgctt 


tcagccatca 


ccttgccaca 


3120 


gtgtccccgg 


cttctaagcc 


tccaatatca 


ccctgtgagc 


ctcgcacagc 


tcagccccaa 


3180 
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cacagaggtg 


agaccaggaa 


taaggccaca 


agtatctcac 


tttctctgca 


gaaatcaatc 


3240 


tttacttcat 


cagagagacc 


taaagcgatt 


cttacaagga 


gcttgctgca 


agaaacacgg 


3300 


tcattcaatc 


acattgagga 


gggtccacat 


ggcattgaga 


gggtgctgcc 


cgctcaatgc 


3360 


ccagcagcag 


ctctggaagg 


cagtgctcag 


ccccatcacc 


actgtcccgt 


ggatgcctgt 


3420 


gtacctcttg 


ccttttctgg 


gcttgcgttt 


ctctcctcta 


gtgggtgggg atgactttca 


3480 


atgactttca 


atacttcccc 


tgaaggaaga 


atgataagga 


gaaatgtctg 


ttttgaggaa 


3540 


agggctttga 


attccccaga 


tactgaacaa 


tttgtgtttg 


tgactgatgg 


agaatttcag 


3600 


gaatgaatga 


gaaagccttt 


gcgaaactat 


gcaacagttt 


acatcagtca 


tgtgaagtat 


3660 


ttgtctaaaa 


cagagcaaac 


tgaagaccaa 


attattctcc 


tgttgaggtc 


cgtggatggc 


3720 


agatttaaag 


ggaagaacca 


caaaggcttg 


caaagatagg 


agaggctcca 


tctctaatgc 


3780 


atgtagaagc 


tccttacggg 


tgcccatcaa 


gagcatagct 


tggaagccac 


catgctgtgc 


3840 


ggaactgcgt 


cagggcaaat 


gtcacagcag 


gatttcccca 


acccagctcc 


atcatcacag 


3900 


acacagagag 


ctgcagggga 


ggcctgccca 


ctgttttgtc 


gactctgccc 


tcctctggca 


3960 


gcatagatcc 


ttaggtgctc 


a a t aa aacrt cr 


tcrctcrt at tcr 


aactgaa 




4007 


<210> 124 
<211> 4961 
<212> DNA 
<213> Homo sapien 












<400> 124 
taggaggcct 


tgataagagt 


ccttggccac 


attgacatgg 


gggagagaga 


ggaacaggaa 


60 


gctgtgcaga 


tgccaacagg 


ttcgagaaag 


ctctggtgga 


tttactgtcc gtgaaagaaa 


120 


cctggggagg 


gcaggagcgg 


ctcctcaaac 


caatcaaggc 


tgtgtgtgga 


aagagggaat 


180 


agtatgtgtg 


tggaacagtg 


tgtgtgaacc 


gcgtgtgtgt 


ggatccacta 


atgatcctgt 


240 


gggcttgaga 


ttaccttgtt 


gcacagacga 


ggaaaggaag 


gtttgggagt 


ttaagtcact 


300 


gcccgtgatc 


aatatagaga 


aggtactaag 


agaccagaat 


caggggtcca 


aatgcttgtg 


360 


ctggaacagt 


ggcttttctg 


cttacttgct 


ggtaatcttg 


ggcaaagtgc 


ttaagctctt 


420 


gtccctgtct 


tctcatctgt 


aaaatgggaa 


tatggtgata 


ctcacctcac 


aatatcgttg 


480 


tagggactgg 


aggagataac 


tcagagaaga 


tgccaaccat 


ttacagcaca 


tagggaacac 


540 


agtgccgact 


aacccactgc 


caggacagcc 


agtgatgggc 


cactgcctgg 


ctgagcggga 


600 


aggcaggaga 


gaggcccagg 


gtagctctgg 


aggattgcag 


gagcaaccga 


ggcagaagcc 


660 


agtagtcagg 


ctgtccctgc 


caagggaagg 


gagcatgtga 


tctaaaatgc 


ttaggagatg 


720 


gatctggatt 


cctggggatt 


atggagagtc 


ttctggggtg 


ggcggctgaa 


aggaccagtg 


780 
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tcactggctc 


agcatgacct 


tgcccaacca 


aggcagcttg 


actgacatgt 


ggccatgtgg 


840 


gtctgggcca 


gaccctttca 


gccgcagcca 


ccttgtgcca 


aggcggtgtg atgccaaggc 


900 


cgacggtgtc 


tgtgccaggg 


ctgcgggtgt 


tgggtgctgc 


actggccggc 


actcctctgg 


960 


ctcacctgtc 


tgtccaccct 


tccttgtctt 


cccagcaagt 


aacttctagg tctgcagaca 


1020 


agaggaagag 


aagatgaagg 


aagactgtct 


gccgagttct 


cacgtgccca 


tcagtgacag 


1080 


caagtccatt 


cagaagtaag 


ccttggtgtg 


caggttgggc 


gggggagtct 


tcacatttgc 


1140 


catccccctc 


atcctgggca gcctttaggt 


ggaggggttc 


tgagcacttg ttcagagatc 


1200 


tgatggggtg 


ccctggggga 


cagtgatggg gtgcttcttt 


ttgagcctgt 


ccaatagggg 


1260 


atccccaagc 


tacacatgac 


catggctggg 


aggcatgggc 


aatagaaaag 


aggctccaga 


1320 


tggcaggcac 


tttatacgaa 


ataggtgtgt 


acagggcctc 


attataactt 


ttacattgat 


1380 


tgcatgttga 


caaatagtaa 


tttagatata 


ttgagttcaa 


taaaatgtgt 


tattaatgct 


1440 


aatttcacct 


gtttcatttt 


cccctctgta 


ttaggccatt 


cttgtgttgc 


tataaagaaa 


1500 


tacctgaagc 


tgggtaattt 


acaaagaaaa 


gagatttagt 


tggctcacgg 


ttctggaggc 


1560 


tttacaagaa 


gtgtggtgct 


ggcatctgct 


cggcttccag 


ggaggcctca 


aggagcctcc 


1620 


agtcatgttg 


gaaggcgaac 


ggggagcagg 


cacttcacat 


ggcgaaagca 


ggagcaagag 


1680 


agagggagtg 


gagggtggtg 


ccacacactt 


ttaaatgacc 


agacctcgtg tgaactcaga 


1740 


gcaaaagctc 


acttatcacc 


acggggatgg 


cccaagccac 


tcatgaggga 


tctgctccca 


1800 


tgatccaaac 


acctcccacc 


tggccccacc 


tccaacactg 


ggaattacaa 


ttccacatga 


1860 


gatttgggtg 


gggacacaca 


tccaaaccat 


atcacctcct 


aacatgtact 


agaagattga 


1920 


aattaccagt 


gtggctcaca 


tcccacgtct 


gctggcccca 


cagccccaca 


gagcccagct 


1980 


tgggttcagg 


cagctgtcca 


ggcctcccct 


tcctccaaca 


ttagccaggg 


ctgtggcttt 


2040 


cccttcggga 


agggagacag 


cgttgaggga 


aagtggctta 


ctgcagactt 


cagggcctta 


2100 


ctcacagggc 


catcaccttc 


cactgcgcct 


ttggaaagtc 


agggtgggga 


agaagcaggc 


2160 


acccctcagg 


gtggcccgca 


gcagccacag 


caggccttgt 


aggaagtgat 


atggggaaaa 


2220 


gcaagaggct 


gtacaatgcc 


aaaagcaagt 


ccagggcatt 


tactgtgagg aagcaacgca 


2280 


ggtggagggc 


agggaggctg 


ccagggcctt 


acctgtgata 


gtgaaagtgt 


cggcaccctg 


2340 


gacatcctgg 


accagacgca 


ggcctgtccc 


gtgagtctcg 


cctcctcctc 


agcccgaccc 


2400 


ccatgccccc 


caccagggcc 


atgtgcagaa 


ccatccgggt 


gcattgcgat 


ggcagtctgg 


2460 


tctcctctgg 


ttatgcctgg 


ccggcgagaa 


gggtgctgtc 


acactcctgt 


tacaaatgag 


2520 


gaaacagagg 


ccagggaagc 


caaaggccag 


aagctgaggc 


cctgccacac 


cctaggagta 


2580 
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catgtgtgtc 


tttccctttt 


t acrcrt cqqaa 

33 ^ w 3 3 ^"*3 


ctcttaggcc 


tgctgaaaac 


ctacaactgc 


2640 


taccatgagg 


gcaagagctt 


ccagctgaga 


caccqfcqaqq 

w w. w w w 3 ^ W 1 


aagaagggac 


tctgatcatc 


2700 


gaggggctcc 
ww'w'ww^^^ 


tcaacattgc 


ctggggactq 

**33333 ww 3 


aqqcqqccca 

33 ^33 


tccggctgca 


qatqeaqqat 

3~— 3 w M w 


2760 


gaccgggagc 


aggtgcacct 


cccctccacc 


tcatqqatqc 


ccagacggcc 


tagctgccct 


2820 


ctaaaggagc 


catcgcccca 


qaacqcrqaac 


atcacagccc 


aqqqqccaaq 

***3 3-wZ3 W WW.W.W, 


cattcagcca 


2880 


qtacacaaqq 

3 W 3 ww»w.w, w. 


ctgagagt tc 


cacagacagc 


fccggggcccc 


tqqaqqaqqc 

fc *33 u 33 u 33 v 


aaaaaaaGcc 


2940 


ccccagctga 


tgcggaccaa 


qaqcqacqcc 

3 3 3 ^3^* w 


aqttqcatqa 

**3 3 w w> w w, w. 


qccaqaqqaq 

3 v-v- 3 k -*33"'3 


gcccaagtgc 


3000 


cgcgcccccg 


gtgaggccca 


qCQcatCCcrcr 


cgacac egg t 


tctctat caa 


cggccact tc 


3060 


tacaatcata 


agacctccgt 


gtttactcca 


gectatggat 


ccgtgaccaa 


tqtqaqqqtc 

w 3 w 3 *-*3 33 


3120 


aacagcacca 


tgacaaccct 


gcaggtgctc 


accctgctgc 


tgaacaaat t 


t aqqqtqqaa 


3180 


gatggcccca 


gtgagttcgc 

Zj 3 3 3 


actctacatc 


gttcacgagt 


Ctqqqqaatt 
WW33333W-WW 


ctaaaaaaaa 

w w^ »»a 3^ avjci 


3240 


atcccaccaa 


gctataggaa 


gcctccc tct 


ccgcctcttc 


caaaaaaata 


oataaaocaa 


3300 


acaaaat taa 


aacrac tcrcora 

, -*'-*3 *«* w w w w wj VA 


qtacccac tcr 

3 w wv w srf w*j w w 3] 


athtccaaaa 


tcctacatcrcr 

w w w w U« <— 3 3 


crc c a t" 0 f* cr ^ cr 
^ w wcx —3 3 "3 




aagatcgcca 


ggatcttcct 


era t crcra a q c t 

3 33^^*3^^ 


aacttaaaca 

w"*-* w, -'3w3 w 3 


tqqaaqtccc 

>*g 3 *■ wi 3 w w 


ccatgaagtc 


3420 


gctcagtaca 


ttaagtt tga 


aatcrccQOtcr 

mm 1-3 w w«j«g *-3 


ctggacagt t 


ttgttgaaaa 


attaaaaoaa 


3480 


gaggaagaaa 


gagaaataat 


caaactgacc 


atgaagt tec 


aagc c c t gcg 


tctgacgatg 


3540 


ctgcagcgcc 


t qqaqcaqc t 


aataaaaacc 


aagtaactgg 


ccaacacctg 


cctcttcnaa 

WW W W W W W wd W. 


3600 


agtccccagc 


aqtqqcaqqt 

W 3 W 33 WI *33 w 


otacactcracr 


ccctggttgc 


taaccccqqc 
w 3 3 ^3 3 


caotcacatt 


3660 


gactqatqqc 


caccgcctga 


cgaa t cgag t 


occ ta tcr tat 

3 ww ^3 i.y «-3 


ctacctctct 


oaaocctoaQ 

3 W.W3 w w 


3720 


caccatgatt 


cccacagcca 


gctcttggct 


ccaaqatqaa 

^— * ****** 23 23 ^^T? 


cacccacagg 


aagccgaccc 


3780 


aggcctgagg 


gqccaqqaac 

33"' v *33« k *>' 


wtqctQpratc 


agatctgtgt 


ggccagccct 


qtccacacca 


3840 


tgcctctcct 


gcactggaga 


a caqt qc t qq 

3 ^-"^3 3 33 


cccagcccct 


qcQQcttaaq 

3 ^-"3 3 w k * u 33 


cttcatctgc 


3900 


ttgcacattg 


cctgtcccag 


aqcccctqtq 

**3 w w w w w W| *-* 3 


ggtccacaag 


cccctat eet 

Vv w V w wj w w ^ w 


ct tec t teat 

w w w w^« w w Ww* w 


3960 


atgagattct 


tgtctgccct 


ca ta teaege 


tgccccacag 


aaa. tact act 

3] w#wfc w >H w I** w 


cr crcra aaaora 

333 cmaavj v— u 


4020 


qqqcctqcca 

33 3 ww w 3 W WW. 


acaaata tcra 

~^ *— * ■— * 23 rv ** ** 23 ** 


gatctagect 


qctttcaacc 


a t rafrl* har 

C* w wd w w w L» y w 


r»a r^a rrt~ cri* cc 


408 0 


ccggcttcta 


agcctccaat 


atcaccctgt 


qaacctcaca 

2* **23 *^ *— *7_J *— *** 


cacrct r'acfr'f^ 

W 3 W w w O.3 WW 


ccaa ca era 
w wCic* ^uvaya 


4140 


ggtgagacca 


ggaataaggc 


cacaagtatc 


tcactttctc 


tgeagaaate 


aatctttact 


4200 


tcatcagaga 


gacctaaagc 


gattcttaca 


aggagcttgc 


tgcaagaaac 


aeggtcatte 


4260 


aatcacattg 


aggagggtcc 


acatggcatt 


gagagggtgc 


tgcccgctca 


atgcccagca 


4320 


gcagctctgg 


aaggcagtgc 


tcagccccat 


caccactgtc 


ccgtggatgc 


ctgtgtacct 


4380 


cttgcctttt 


ctgggcttgc 


gtttctctcc 


tctagtgggt 


ggggatgact 


ttcaatgact 


4440 
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ttcaatactt 


cccctgaagg 


aagaatgata 


aggagaaatg 


tctgttttga 


ggaaagggct 


4500 


ttgaattccc 


cagatactga 


acaatttgtg 


tttgtgactg 


atggagaatt 


tcaggaatga 


4560 


atgagaaagc 


ctttgcgaaa 


ctatgcaaca 


gtttacatca 


gtcatgtgaa 


gtatttgtct 


4620 


aaaacagagc 


aaactgaaga 


ccaaattatt 


ctcctgttga 


ggtccgtgga 


tggcagattt 


4680 


aaagggaaga 


accacaaagg 


cttgcaaaga 


taggagaggc 


tccatctcta 


atgcatgtag 


4740 


aagctcctta 


cgggtgccca 


tcaagagcat 


agcttggaag 


ccaccatgct 


gtgcggaact 


4800 


gcgtcagggc 


aaatgtcaca 


gcaggatttc 


cccaacccag 


ctccatcatc 


acagacacag 


4860 


agagctgcag 


gggaggcctg 


cccactgttt 


tgtcgactct 


gccctcctct 


ggcagcatag 


4920 


atccttaggt 


gctcaataaa 




•a 4~ a 4~ f*r — * 

aCugaaCLya 


a 






<210> 125 

<211> 4827 

<212> DNA 

<213> Homo sapien 












<400> 125 
taggaggcct 


tgataagagt 


ccttggccac 


attgacatgg 




ggaacaggaa 


60 


gctgtgcaga 


tgccaacagg 


ttcgagaaag 


ctctggtgga 


tttactgtcc 


gtgaaagaaa 


120 


cctggggagg 


gcaggagcgg 


ctcctcaaac 


caatcaaggc 


tgtgtgtgga 


aagagggaat 


180 


agtatgtgtg 


tggaacagtg 


tgtgtgaacc 


gcgtgtgtgt 


ggatccacta 


atgatcctgt 


240 


gggcttgaga 


ttaccttgtt 


gcacagacga 


ggaaaggaag 


gtttgggagt 


ttaagtcact 


300 


gcccgtgatc 


aatatagaga 


aggtactaag 


agaccagaat 


caggggtcca 


aatgcttgtg 


360 


ctggaacagt 


ggcttttctg 


cttacttgct 


ggtaatcttg 


ggcaaagtgc 


ttaagctctt 


420 


gtccctgtct 


tctcatctgt 


aaaatgggaa 


tatggtgata 


ctcacctcac 


aatatcgttg 


480 


tagggactgg 


aggagataac 


tcagagaaga 


tgccaaccat 


ttacagcaca 


tagggaacac 


540 


agtgccgact 


aacccactgc 


caggacagcc 


agtgatgggc 


cactgcctgg 


ctgagcggga 


600 


aggcaggaga 


gaggcccagg 


gtagctctgg 


aggattgcag 


gagcaaccga 


ggcagaagcc 


660 


agtagtcagg 


ctgtccctgc 


caagggaagg 


gagcatgtga 


tctaaaatgc 


ttaggagatg 


720 


gatctggatt 


cctggggatt 


atggagagtc 


ttctggggtg 


ggcggctgaa 


aggaccagtg 


780 


tcactggctc 


agcatgacct 


tgcccaacca 


aggcagcttg 


actgacatgt 


ggccatgtgg 


840 


gtctgggcca 


gaccctttca 


gccgcagcca 


ccttgtgcca 


aggcggtgtg atgccaaggc 


900 


cgacggtgtc 


tgtgccaggg 


ctgcgggtgt 


tgggtgctgc 


actggccggc 


actcctctgg 


960 


ctcacctgtc 


tgtccaccct 


tccttgtctt 


cccagcaagt 


aacttctagg 


tctgcagaca 


1020 


agaggaagag 


aagatgaagg 


aagactgtct 


gccgagttct 


cacgtgccca 


tcagtgacag 


1080 
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caagtccatt 


cagaagtaag 


ccttggtgtg 


caggttgggc 


gggggagtct 


tcacatttgc 


1140 


catccccctc 


atcctgggca 


gcctttaggt 


ggaggggttc 


tgagcacttg 


ttcagagatc 


1200 


tgatggggtg 


ccctggggga 


cagtgatggg 


gtgcttcttt 


ttgagcctgt 


ccaatagggg 


1260 


atccccaagc 


tacacatgac 


catggctggg 


aggcatgggc aatagaaaag 


aggctccaga 


1320 


tggcaggcac 


tttatacgaa 


ataggtgtgt 


acagggcctc 


attataactt 


ttacattgat 


1380 


tgcatgttga 


caaatagtaa 


tttagatata 


ttgagttcaa 


taaaatgtgt 


tattaatgct 


1440 


aatttcacct 


gtttcatttt 


cccctctgta 


ttaggccatt 


cttgtgttgc 


tataaagaaa 


1500 


tacctgaagc 


tgggtaattt 


acaaagaaaa 


gagatttagt 


tggctcacgg 


ttctggaggc 


1560 


tttacaagaa 


gtgtggtgct 


ggcatctgct 


cggcttccag ggaggcctca 


aggagcctcc 


1620 


agtcatgttg 


gaaggcgaac 


ggggagcagg 


cacttcacat 


ggcgaaagca 


ggagcaagag 


1680 


agagggagtg 


gagggtggtg 


ccacacactt 


ttaaatgacc 


agacctcgtg 


tgaactcaga 


1740 


gcaaaagctc 


acttatcacc 


acggggatgg 


cccaagccac 


tcatgaggga 


tctgctccca 


1800 


tgatccaaac 


acctcccacc 


tggccccacc 


tccaacactg ggaattacaa 


ttccacatga 


1860 


gatttgggtg 


gggacacaca 


tccaaaccat 


atcacctcct 


aacatgtact 


agaagattga 


1920 


aattaccagt 


gtggctcaca 


tcccacgtct 


gctggcccca 


cagccccaca 


gagcccagct 


1980 


tgggttcagg 


cagctgtcca 


ggcctcccct 


tcctccaaca 


ttagccaggg 


ctgtggcttt 


2040 


cccttcggga 


agggagacag 


cgttgaggga 


aagtggctta 


ctgcagactt 


cagggcctta 


2100 


ctcacagggc 


catcaccttc 


cactgcgcct 


ttggaaagtc 


agggtgggga 


agaagcaggc 


2160 


acccctcagg 


gtggcccgca 


gcagccacag 


caggccttgt 


aggaagtgat 


atggggaaaa 


2220 


gcaagaggct 


gtacaatgcc 


aaaagcaagt 


ccagggcatt 


tactgtgagg 


aagcaacgca 


2280 


ggtggagggc 


agggaggctg 


ccagggcctt 


acctgtgata gtgaaagtgt 


cggcaccctg 


2340 


gacatcctgg 


accagacgca 


ggcctgtccc 


gtgagtctcg 


cctcctcctc 


agcccgaccc 


2400 


ccatgccccc 


caccagggcc 


atgtgcagaa 


ccatccgggt 


gcattgcgat 


ggcagtctgg 


2460 


tctcctctgg 


ttatgcctgg 


ccggcgagaa 


gggtgctgtc 


acactcctgt 


tacaaatgag 


2520 


gaaacagagg 


ccagggaagc 


caaaggccag 


aagctgaggc 


cctgccacac 


cctaggagta 


2580 


catgtgtgtc 


tttccctttt 


taggtcggag 


ctcttaggcc 


tgctgaaaac 


ctacaactgc 


2640 


taccatgagg 


gcaagagctt 


ccagctgaga 


caccgtgagg aagaagggac 


tctgatcatc 


2700 


gaggggctcc 


tcaacattgc 


ctgggggctg 


aggcggccca 


tccggctgca 


gatgcaggat 


2760 


gaccgggagc 


aggtgcacct 


cccctccacc 


tcatggatgc 


ccagacggcc 


tagctgccct 


2820 


ctaaaggagc 


catcgcccca 


gaacgggaac 


atcacagccc aggggccaag 


cattcagcca 


2880 



WO 2004/053079 



PCT/US2003/038855 



157 



cr^crr^a fa a erer 


ft" era era crt~ t" f 
u uy ay ay lll 


r<a /"larra p*;a ere* 
CaCay a Cay C 


t* ncrrrrfffPPPP 


^ aaa aaa en tr* 
i-yyayyayy c 


agaggaggee 


<i y-i u 


r* r» c f a af t" a a 


L>y vyyawuaa 


gagugacgee 


a rtt- 1* ops t aa 


af f a a^ aaa rt 
youayayyag 


rr/'inria a ere* 

y cccaay Uyc 


jUUU 




at" era ercro rra 
y uy ayy wowa 


ftpppa +~ /i^rrn 

ycy caucegg 


cgouawuyy u 


t" f t* f t" a t- e«a a 
LLLLLdLLaa 


cggccacccc 


iUbU 


tacaatcata 


aaacctcccrt 


at- H"apt*ppa 


rrn nhah aaa t" 
yLOL.aL.yyaL 


f f at" aa f e«a a 
ooy LyaLLad 


t~ eti~ pra ert ret i~ et 

ugegagggee 


oi Oft 




t*aa paaf rnh 


yt,ayy Lyotc 


a /i ^ p f~ ^rr^t" pp 
dCCULy LLyL- 


t* aa a p^a a a t* 
LyaaLaaaL C 


cagggeggaa 




yauyycu.cca 


/-r t~ ns rtt" t* f af 
y uyay u tug c 


2 /^t ^ ^ 
aCtClaCaLC 


y C uCaCy ay u 


nlrr/Trrna a e*^ 

cuggggaaga 


tegecaggat 


324 0 


f t~ t* f f 1* <*ra t* rr 


rraanpt" rra f ^ 




ayCCCCCCaC 


gaagtCgCtc 


agtacat taa 


<J 1 ft A 

33 00 


crfc t* taaaa fc.a 


<-» p*aat" nrt" era 


av-ay uLtiyu 


4- <-ra sa a a a t- t~ a 
Lyaaaaau L-a 


aaa Pf a a pt a erer 

aaayaayayy 


a a rra a a na /«a 

aay aaagaya 


*j *a n 


aataatcaaa 


ctaaccahaa 


a at" hppaaap 


ppfppnf" ft* a 
ul u y L.y LLi.y 


a f aa t~ af t" m p* 
aoyauyu tgo 


a prppfpph PTPTa 

«gcgcutgga 




acaactaata 


aacraccaacrt 

y ay y uooy i» 




/-ia py-ij-rrrtpt* 


1~ t* f f a a a rrt - pi 
L- LLLQudy L.C— 


e*e*e> a rtpta p^r+* p»» 

ccc ay cay uy 


•a a o n 


ac a era t cr t a c 


actaaaecet 

Q. v— i— y ay <»v«<vL 


aat" irint" aae« 
yy utyuuyyc 


ppppfftpprffri" 

vCcgguLggt 


papaft*napf 
CaLdLLydCC 


ew a 4~ erer et e* ^ e* 

y a uy y CCaCC 


3of£ U 


crcc tcraccraa 
y \*y a^*y aa 


t* ccracrt" orrh 
l. wy ay tyLLL. 


nt at" af* ptap 
y uyuy ut uat_ 


ptpfph aa a pt 


e*e*^ et a ere* a ^ p* 

CCtg ay CdCC 


a 4~ rra r~ e*e\ /"»a 

auyau uCCCa 


1 £ ft ft 


faa/T^a aft" f 
uay v*uayL-tt* 


u uyyuuccaa 


gotgagcacc 


CaCayy aay C 


cgacccaggc 


ctgaggggee 


o ^ ^ 
3 ooO 


ay y sciVrf ul.^l> 


t" nnn t~ p*a era t~ 

yyy »ya u 


e* t* at" er t* erer#^» /~« 
v— oy uy Lgg cc 


ay ccccg ccc 


acaccacgcc 


t ctcctgcac 


3720 


t~ erera era cr fa cr 
^-yy ay ay way 


hophggpppa 
*«yt i-yyuLoa 


gcccctgcgg 


a ever e* 
LLLdyyOLLC 


atccyCL cgc 


acat tgee tg 


3 / o U 


u u» \^ u ay uy i_ o 


f f ■f- ci t* nrrrr f~ r-i 

uLty Lyyy u o 


CaCaay CCCC 


cgccctCLtc 


ct tcatatga 


gattct tgt c 


3 840 


t*affft"fat*a 




CCaCay yaau 


gccgccggga 


aaagcagggc 


ctgccagcag 


"4 ftft ft 

3900 


at" a t~ era na t- r« 
y uci Ly ay ci u c 


+- a prp*p*t~ ptp"<1- t* 
LayULLyLL U 


CCay CCat Ca 


cctcyccaca 


gtgtccccgg 


cttctaagcc 


*a o c p» 
3 96 0 


UWUClClLClUUCl 


cccugugagc 


y*a H en-* O r—i nr% 

cccgcaCagc 


tcagccccaa 


cacagaggtg 


agaccaggaa 


4020 




a pi f a 4— ^ ^ ^ 

agUatCUCaC 


LLLCtCCyCa 


gaaatcaatc 


ct tact teat 


cagagagacc 


4080 


t* a a acrccra t* t~ 


nf fa a a a rraa 

u ua v<aay y a 


gctugcLgua 


a pa a a <— • a e*ewer 

agaaaCaCgg 


LCaLLCddlC 


acattgagga 


A "1 X ft 

4X4 0 


crcr cr fc c c a n a t* 


oaf a t* t" aa aa 
yy^au »- y ay a 


aaat" ppIttpp 

yyy L y^* L y t,c 


prrp t* r*ia a ptp 
L.yo LtaaLyL. 


n/<ia Pfpa p»^»a p» 

CCay Cay Cay 


cucuggaagg 


A O ft ft 


pa cr t" cr f 1* fa cr 


pnppal* fa f f 


a pfrrt* pppnrf - 


ggaugcctgu 


y lqcc lc u eg 


cuuu u ccugg 


4 Z o U 


act tacattt 




a t~ aaa t- csctact 

ytyyy uyyyy 


cx LyaL L. LLLa 


a pra e* a 

a uyac u u l. ca 


aUaCuuCCCC 


A *i O ft 
43 <s U 


t* aa a acra a era 
Lyaayyaaya 


a t* aa t~ a a aaa 
a uy a uaay y a 


aa aat* a t" a t* a 


f- t" pfa /tpa a 

ttt Cy ay y aa 


a ggg c 1 1 1 ga 


autccccaga 


>l *3 Q ft 

43o 0 


t~ a f t~ era a fa a 
uav^ uy aacaa 


t-hf at- at- h t- a 


tgaccgaugg 


agaaccccag 


gaatgaatga 


gaaagect t t 


4440 


gcgaaactat 


gcaacagttt 


acatcagtca 


tgtgaagtat 


ttgtctaaaa 


cagagcaaac 


4500 


tgaagaccaa 


attattctcc 


tgttgaggtc 


cgtggatggc 


agatttaaag 


ggaagaacca 


4560 


caaaggcttg 


caaagatagg 


agaggctcca 


tetctaatge 


atgtagaagc 


tecttaeggg 


4620 


tgcccatcaa 


gagcatagct 


tggaagecac 


catgctgtgc 


ggaactgcgt 


cagggcaaat 


4680 


gtcacagcag 


gatttcccca 


acccagctcc 


atcatcacag 


acacagagag 


ctgcagggga 


4740 
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ggcctgccca 


ctgttttgtc 


gactctgccc 


tcctctggca 


gcatagatcc 


ttaggtgctc 


4800 


aataaaggtg 


tgctgtattg 


aactgaa 










<210> 126 

<211> 1969 

<212> DNA 

<213> Homo sapien 












<400> 126 
gggcttcagt 


ttcgggacgt 


gctgtgcagg 


ttcctctggt 


gccctctcca 


ggctgaggag 


60 


gggctcgggt 


tgtctctggt 


gattaactcc 


atcattgcct 


agagagggac 


gggggcacac 


120 


cttgacaaat 


ttatgtcctg 


ctttttggca 


aataggggag 


ggcaaagagc 


ctcacttgta 


180 


tcttcttctt 


ctcaattgcc 


agccgctcca 


cttaatcctt 


atgccaaagt 


ggcagatctg 


240 


ggggccctgt 


tctgcctccc 


ttctgcatga 


gcaggaatct 


ctcagggcag 


cgctgttagc 


300 


gagagcggac 


aaaattaaaa 


gactgcgagt 


acccgctgat 


ttccagaatc 


ctgcatgggc 


360 


catgtgagaa 


gatcgccagg 


atcttcctga 


tggaagctga 


cttgggcgtg 


gaagtccccc 


420 


atgaagtcgc 


tcagtacatt 


aagtttgaaa 


tgccggtgct 


ggacagtttt 


gttgaaaaat 


480 


taaaagaaga 


ggaagaaaga 


gaaataatca 


aactgaccat 


gaagttccaa 


gccctgcgtc 


540 


tgacgatgct 


gcagcgcctg 


gagcagctgg 


tggaggccaa 


gtaactggcc 


aacacctgcc 


600 


tcttccaaag 


tccccagcag 


tggcaggtgt 


acactgagcc 


ctggttgctg 


gccccggccg 


660 


gtcacattga 


ctgatggcca 


ccgcctgacg 


aatcgagtgc 


ctgtgtgtct 


acctctctga 


720 


agcctgagca 


ccatgattcc 


cacagccagc 


tcttggctcc 


aagatgagca 


cccacaggaa 


780 


gccgacccag 


gcctgagggg 


ccaggaactt 


gctgggtcag 


atctgtgtgg 


ccagccctgt 


840 


ccacaccatg 


cctctcctgc 


actggagagc 


agtgctggcc 


cagcccctgc 


ggcttaggct 


900 


tcatctgctt 


gcacattgcc 


tgtcccagag 


cccctgtggg 


tccacaagcc 


cctgtcctct 


960 


tccttcatat 


gagattcttg 


tctgccctca 


tatcacgctg 


ccccacagga 


atgctgctgg 


1020 


gaaaagcagg 


gcctgccagc 


aggtatgaga 


tctagcctgc 


tttcagccat 


caccttgcca 


1080 


cagtgtcccc 


ggcttctaag 


cctccaatat 


caccctgtga 


gcctcgcaca 


gctcagcccc 


1140 


aacacagagg 


tgagaccagg 


aataaggcca 


caagtatctc 


actttctctg 


cagaaatcaa 


1200 


tctttacttc 


atcagagaga 


cctaaagcga 


ttcttacaag 


gagcttgctg 


caagaaacac 


1260 


ggtcattcaa 


tcacattgag 


gagggtccac 


atggcattga 


gagggtgctg 


cccgctcaat 


1320 


gcccagcagc 


agctctggaa 


ggcagtgctc 


agccccatca 


ccactgtccc 


gtggatgcct 


1380 


gtgtacctct 


tgccttttct 


gggcttgcgt 


ttctctcctc 


tagtgggtgg 


ggatgacttt 


1440 


caatgacttt 


caatacttcc 


cctgaaggaa 


gaatgataag 


gagaaatgtc 


tgttttgagg 


1500 
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aaagggcttt 


gaattcccca 


gatactgaac 


aatttgtgtt 


tgtgactgat 


ggagaatttc 


1560 


aggaatgaat 


gagaaagcct 


ttgcgaaact 


atgcaacagt 


ttacatcagt 


catgtgaagt 


1620 


atttgtctaa 


aacagagcaa 


actgaagacc 


aaattattct 


cctgttgagg 


tccgtggatg 


1680 


gcagatttaa 


agggaagaac 


cacaaaggct 


tgcaaagata 


ggagaggctc 


catctctaat 


1740 


gcatgtagaa 


gctccttacg 


ggtgcccatc 


aagagcatag 


cttggaagcc 


accatgctgt 


1800 


gcggaactgc 


gtcagggcaa 


atgtcacagc 


aggatttccc 


caacccagct 


ccatcatcac 


1860 


agacacagag 


agctgcaggg 


gaggcctgcc 


cactgttttg 


tcgactctgc 


cctcctctgg 


1920 


cagcatagat 


ccttaggtgc 


1— WCLCL I— QClCl^^ 


f- rr+- err* t~ nt~ a t~ 






1 Q£ 9 

X JO J 


<210> 127 

<211> 2665 

<212> DNA 

<2 13 > Homo sapien 












<400> 127 
ggtctgcaaa 


gcacagcacc 


agtgccggct 


gggaggtctc 


tctcctccat 


gggcaccagt 


60 


accctggtac 


gggaaggcct 


gctaacccta 


gctccccagc 


atcaccctct 


ggccccctgc 


120 


tcggtattgc 


caccacgctg 


gggtgacagc 


ttgccaaaac 


agtgggacac 


agccccgatc 


180 


acccatccag 


tcttggcatc 


ctcaccagcg 


caggcatgag 


ctgcagaaca 


cctggcagga 


240 


aagtcaggca 


ggaacccaag 


tgggcgctgg 


gtcaagcttc 


tgagttctgc 


tggtgatgtg 


300 


gctccaagga 


gcaggcatgc 


tgaggcagac 


ttggcctgat 


tagggccttt 


tgtcctagtg 


360 


ggaattctga 


gccttcccca 


aagtggcaga 


tgctggaact 


cccagcctca 


gccgatgttt 


420 


tcaggtgcag 


agggctagtt 


caatgaaaag 


gtgagcaggt 


ctcacctgcc 


agctcctggg 


480 


gacaccacgc 


cagggtccgg 


atgcatgagt 


tagccaggct 


gtagtcccaa 


tgacgtctcc 


540 


ccctcagcaa 


agtgaagtgt 


ggtccaggac 


ttgtggaggg 


caccccacca gggctggtgg 


600 


ggaggcagct 


aggaaggaaa 


gggcaggagc 


tcactgagag 


ggcctggggt 


gtgtggggaa 


660 


aggatggatg 


ttagcctctg 


gttgaatgac 


ccgtggaaag 


ccacatcctc 


cacaggctcc 


720 


tgtctgtgca 


gccagacccc 


aaacaggcag 


aggagaccaa 


agtcagaggg 


aatcttccat 


780 


tctgcagtca 


gtcctgaccc 


cgtaagattt 


gagagctgaa 


agggatctgg ggggcaacta 


840 


gtgggtccac 


tcaacgtaca 


gagtggacgc 


tgaggcccag 


cacaaggaag gttgccgcat 


900 


aggttatggc 


agaatctggg 


ctgaaacatg 


ggcttcccga 


tctctgctct 


accgccctgt 


960 


ccactccagt 


gtgctgttgt 


ctgtattaga 


gtctgcaata 


gaaatgacaa 


cactctgctc 


1020 


tgatgctctg 


tgcagtccac 


agcctggttt 


gactgcacct 


catgaggcgc 


aggccacagc 


1080 


cttccccctc 


cttggcagag 


gagagatgag 


gctgctgcag 


ggatctcctg 


agctggccat 


1140 
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ctgcaggtcc 


cttgctctgc 


tgcccacctc 


cctgccctgt 


ctggcctcag 


tgagtcctct 


1200 


tggcgatgtc 


tccctccagg 


ttccaagccc 


tgcgtctgac 


gatgctgcag 


cgcctggagc 


1260 


agctggtgga 


ggccaagtaa 


ctggccaaca 


cctgcctctt 


ccaaagtccc 


cagcagtggc 


1320 


aggtgtacac 


tgagccctgg 


ttgctggccc 


cggccggtca 


cattgactga 


tggccaccgc 


1380 


ctgacgaatc 


gagtgcctgt 


gtgtctacct 


ctctgaagcc 


tgagcaccat 


gattcccaca 


1440 


gccagctctt 


ggctccaaga 


tgagcaccca 


caggaagccg 


acccaggcct 


gaggggccag 


1500 


gaacttgctg 


ggtcagatct 


gtgtggccag 


ccctgtccac 


accatgcctc 


tcctgcactg 


1560 


gagagcagtg 


ctggcccagc 


ccctgcggct 


taggcttcat 


ctgcttgcac 


attgcctgtc 


1620 


ccagagcccc 


tgtgggtcca 


caagcccctg 


tcctcttcct 


tcatatgaga 


ttcttgtctg 


1680 


ccctcatatc 


acgctgcccc 


acaggaatgc 


tgctgggaaa 


agcagggcct 


gccagcaggt 


1740 


atgagatcta 


gcctgctttc 


agccatcacc 


ttgccacagt 


gtccccggct 


tctaagcctc 


1800 


caatatcacc 


ctgtgagcct 


cgcacagctc 


agccccaaca 


cagaggtgag 


accaggaata 


1860 


aggccacaag 


tatctcactt 


tctctgcaga 


aatcaatctt 


tacttcatca 


gagagaccta 


1920 


aagcgattct 


tacaaggagc 


ttgctgcaag 


aaacacggtc 


attcaatcac 


attgaggagg 


1980 


gtccacatgg 


cattgagagg 


gtgctgcccg 


ctcaatgccc 


agcagcagct 


ctggaaggca 


2040 


gtgctcagcc 


ccatcaccac 


tgtcccgtgg 


atgcctgtgt 


acctcttgcc 


ttttctgggc 


2100 


ttgcgtttct 


ctcctctagt 


gggtggggat 


gactttcaat 


gactttcaat 


acttcccctg 


2160 


aaggaagaat 


gataaggaga 


aatgtctgtt 


ttgaggaaag 


ggctttgaat 


tccccagata 


2220 


ctgaacaatt 


tgtgtttgtg 


actgatggag 


aatttcagga 


atgaatgaga 


aagcctttgc 


2280 


gaaactatgc 


aacagtttac 


atcagtcatg 


tgaagtattt 


gtctaaaaca 


gagcaaactg 


2340 


aagaccaaat 


tattctcctg 


ttgaggtccg 


tggatggcag 


atttaaaggg 


aagaaccaca 


2400 


aaggcttgca 


aagataggag 


aggctccatc 


tctaatgcat 


gtagaagctc 


cttacgggtg 


2460 


cccatcaaga 


gcatagcttg 


gaagccacca 


tgctgtgcgg 


aactgcgtca 


gggcaaatgt 


2520 


cacagcagga 


tttccccaac 


ccagctccat 


catcacagac 


acagagagct 


gcaggggagg 


2580 


cctgcccact 


gttttgtcga 


ctctgccctc 


ctctggcagc 


atagatcctt 


aggtgctcaa 


2640 


taaaggtgtg 


ctgtattgaa 


ctgaa 








2665 


<210> 128 
<211> 1835 
<212> DNA 
<213> Homo sapien 












<400> 128 
gcccctcgga 


ccaccggact 


ggcctggggc 


gggacgtggg 


cgcgggggcg 


cggcgtgcgg 


60 
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cacgctgcag 


ggctgaagcg 


gcggcggcgg 


tggggactgc 


acgtagcccg 


gcgctcggca 


120 


tggctctcct 


ggtgctcggt 


ctggtgagct 


gtaccttctt 


tctggcagtg 


aatggtctgt 


180 


attcctctag 


tgatgatgtg 


atcgaattaa 


ctccatcgaa 


tttcaaccga 


gaagttattc 


240 


agagtgatag 


tttgtggctt 


gtagaattct 


atgctccatg 


gtgtggtcac 


tgtcaaagat 


300 


taacaccaga 


atggaagaaa 


gcagcaactg 


cattaaaaga 


tgttgtcaaa 


gttggtgcag 


360 


ttgatgcaga 


taagcatcat 


tccctaggag 


gtcagtatgg 


tgttcaggga 


tttcctacca 


420 


ttaagatttt 


tggatccaac 


aaaaacagac 


cagaagatta 


ccaaggtggc 


agaactggtg 


480 


aagccattgt 


agatgctgcg 


ctgagtgctc 


tgcgccagct 


cgtgaaggat 


cgcctcgggg 


540 


gacggagcgg 


aggatacagt 


tctggaaaac 


aaggcagaag 


tgatagttca 


agtaagaagg 


600 


atgtgattga 


gctgacagac 


gacagctttg 


ataagaatgt 


tctggacagt 


gaagatgttt 


660 


ggatggttga 


gttctatgct 


ccttggtgtg 


gacactgcaa 


aaacctagag 


ccagagtggg 


720 


ctgccgcagc 


ttcagaagta 


aaagagcaga 


cgaaaggaaa 


agtgaaactg 


gcagctgtgg 


780 


atgctacagt 


caatcaggtt 


ctggcctccc 


gatacgggat 


tagaggattt 


cctacaatca 


840 


agatatttca 


gaaaggcgag 


tctcctgtgg 


attatgacgg 


tgggcggaca 


agatccgaca 


900 


tcgtgtcccg 


ggcccttgat 


ttgttttctg 


ataacgcccc 


acctcctgag 


ctgcttgaga 


960 


ttatcaacga 


ggacattgcc 


aagaggacgt 


gtgaggagca 


ccagctctgt 


gttgtggctg 


1020 


tgctgcccca 


tatccttgat 


actggagctg 


caggcagaaa 


ttcttatctg 


gaagttcttc 


1080 


tgaagttggc 


agacaaatac 


aaaaagaaaa 


tgtgggggtg 


gctgtggaca 


gaagctggag 


1140 


cccagtctga 


acttgagacc 


gcgttgggga 


ttggagggtt 


tgggtacccc 


gccatggccg 


1200 


ccatcaatgc 


acgcaagatg 


aaatttgctc 


tgctaaaagg 


ctccttcagt 


gagcaaggca 


1260 


tcaacgagtt 


tctcagggag 


ctctcttttg 


ggcgtggctc 


cacggcacct 


gtaggaggcg 


1320 


gggctttccc 


taccatcgtt 


gagagagagc 


cttgggacgg 


cagggatggc 


gaggagtgcc 


1380 


cgggagggaa 


gctgtgcggg 


cagcagtcct 


ggtttactct 


cttgagcctg 


tgcatctctg 


1440 


cacctggagt 


caagtccttc 


ccatcagacc 


tcagccctgg 


tgcacccgtg 


ggccttttaa 


1500 


gaggttcttc 


tctgaagacc 


cttcatcttc 


cttatcacaa 


gtttaagtgc 


tgcatggcat 


1560 


ttgatactct 


tgacagccaa 


gatacatttc 


agtagtaagg 


ttgctttcct 


gattattacc 


1620 


ttaaagtgaa 


catttaacct 


ggaattcatt 


tactttatct 


tagaaaaata 


gaaaatgata 


1680 


gctttgaaat 


tagcacttat 


ttctgtactg 


ttgtgtccca 


ccctcctcaa 


aaggacacgt 


1740 


tcaagtggct 


tccagtgtta 


aaatggtgag 


tgatgtgatg 


ttgaaatgtt 


tcacctgagt 


1800 


tctgagcttt 


tccatccgta 


taatcatagg 


tacga 






1835 
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<210> 129 
<211> 438 
<212> PRT 
<213> Homo sapien 

<400> 129 

Pro Val Pro Ala Leu Cys Pro Ser Pro Trp Pro Cys Pro Pro Ala Cys 
15 10 15 



Pro Ala Pro Ser Gly Pro Pro Ser Leu Asn Ser lie Pro Leu Ala Leu 
20 25 30 



Phe His Ser Glu Glu Pro His Gly Cys Phe Ser Leu Ala Glu Arg Pro 
35 40 45 



Ser Pro Pro Lys Ala Trp Asp Gin Leu Arg Ala Val Ser Gly Gly Ser 
50 55 60 



Pro Glu Arg Arg Thr Pro Trp Lys Pro Pro Pro Ser Asp Leu Tyr Gly 
65 70 75 80 



Asp Leu Lys Ser Arg Arg Asn Ser Val Ala Ser Pro Thr Ser Pro Thr 
85 90 95 



Arg Ser Leu Pro Arg Ser Ala Ser Ser Phe Glu Gly Arg Ser Val Pro 
100 105 110 



Ala Thr Pro Val Leu Thr Arg Gly Ala Gly Pro Gin Leu Cys Lys Pro 
115 120 125 



Glu Gly Leu His Ser Arg Gin Trp Ser Gly Ser Gin Asp Ser Gin Met 
130 135 140 



Gly Phe Pro Arg Ala Asp Pro Ala Ser Asp Arg Ala Ser Leu Phe Val 
145 150 155 160 



Ala Arg Thr Arg Arg Ser Asn Ser Ser Glu Ala Leu Leu Val Asp Arg 
165 170 175 



Ala Ala Gly Gly Gly Ala Gly Ser Pro Pro Ala Pro Leu Ala Pro Ser 
180 185 190 



Ala Ser Gly Pro Pro Val Cys Lys Ser Ser Glu Val Leu Tyr Glu Arg 
195 200 205 



Pro Gin Pro Thr Pro Ala Phe Ser Ser Arg Thr Ala Gly Pro Pro Asp 
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210 215 220 



Pro Pro Arg Ala Ala Arg Pro Ser Ser Ala Ala Pro Ala Ser Arg Gly 
225 230 235 240 



Ala Pro Arg Leu Pro Pro Val Cys Gly Asp Phe Leu Leu Asp Tyr Ser 
245 250 255 



Leu Asp Arg Gly Leu Pro Arg Ser Gly Gly Gly Thr Gly Trp Gly Glu 
260 265 270 



Leu Pro Pro Ala Ala Glu Val Pro Gly Pro Leu Ser Arg Arg Asp Gly 
275 280 285 



Leu Leu Thr Met Leu Pro Gly Pro Pro Pro Val Tyr Ala Ala Asp Ser 
290 295 300 



Asn Ser Pro Leu Leu Arg Thr Lys Asp Pro His Thr Arg Ala Thr Arg 
305 310 315 320 



Thr Lys Pro Cys Gly Leu Pro Pro Glu Ala Ala Glu Gly Pro Glu Val 
325 330 335 



His Pro Asn Pro Leu Leu Trp Met Pro Pro Pro Thr Arg lie Pro Ser 
340 345 350 



Ala Gly Glu Arg Ser Gly His Lys Asn Leu Ala Leu Glu Gly Leu Arg 
355 360 365 



Asp Trp Tyr lie Arg Asn Ser Gly Leu Ala Ala Gly Pro Gin Arg Arg 
370 375 380 



Pro Val Leu Pro Ser Val Gly Pro Pro His Pro Pro Phe Leu His Ala 
385 390 395 400 



Arg Cys Tyr Glu Val Gly Gin Ala Leu Tyr Gly Ala Pro Ser Gin Ala 
405 410 415 



Pro Leu Pro His Ser Arg Ser Phe Thr Ala Pro Pro Val Ser Gly Arg 
420 425 430 



Tyr Gly Gly Cys Phe Tyr 
435 



<210> 130 
<211> 237 
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<212> PRT 

<213> Homo sapien 

<400> 130 

Met Glu Val Lys Gly Gin Leu lie Ser Ser Pro Thr Phe Asn Ala Pro 
15 10 15 



Ala Ala Leu Phe Gly Glu Ala Ala Pro Gin Val Lys Ser Glu Arg Leu 
20 25 30 



Arg Gly Leu Leu Asp Arg Gin Arg Thr Leu Gin Glu Ala Leu Ser Leu 
35 40 45 



Lys Leu Gin Glu Leu Arg Lys Val Cys Leu Gin Glu Ala Glu Leu Thr 
50 55 60 



Gly Gin Leu Pro Pro Glu Cys Pro Leu Glu Pro Gly Glu Arg Pro Gin 
65 70 75 80 



Leu Val Arg Arg Arg Pro Pro Thr Ala Arg Ala Tyr Pro Pro Pro His 
85 90 95 



Pro Asn Gin Ala His His Ser Leu Cys Pro Ala Glu Glu Leu Ala Leu 
100 105 110 



Glu Ala Leu Glu Arg Glu Val Ser Val Gin Gin Gin He Ala Ala Ala 
115 120 125 



Ala Arg Arg Leu Ala Leu Ala Pro Asp Leu Ser Thr Glu Gin Arg Arg 
130 135 140 



Arg Arg Arg Gin Val Gin Ala Asp Ala Leu Arg Arg Leu His Glu Leu 
145 ~ 150 155 160 



Glu Glu Gin Leu Arg Asp Val Arg Ala Arg Leu Gly Leu Pro Val Leu 
165 170 175 



Pro Leu Pro Gin Pro Leu Pro Leu Ser Thr Gly Ser Val He Thr Thr 
180 185 190 



Gin Gly Val Cys Leu Gly Met Arg Leu Ala Gin Leu Ser Gin Gly Glu 
195 200 205 



His Pro Leu Val Arg Val Gly Glu Trp Thr Leu Ala Asn Gly Arg Gly 
210 215 220 
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Arg Ala Gly Met Gly Asp Trp Pro Val Lys Thr Gly Arg 

230 " 235 



225 




<210> 


131 


<211> 


233 


<212> 


PRT 


<213> 


Homo sapien 


<400> 


131 



Met Pro Phe Gin Lys Gly Met Pro Phe Asp Leu Cys Phe Leu Val Gin 
15 10 15 



Ser Ser Asp Phe Lys Val Met Val Asn Gly lie Leu Phe Val Gin Tyr 
20 25 30 



Phe His Arg Val Pro Phe His Arg Val Asp Thr lie Ser Val Asn Gly 
35 40 45 



Ser Val Gin Leu Ser Tyr lie Ser Phe Gin Pro Pro Gly Val Trp Pro 
50 55 60 



Ala Asn Pro Ala Pro lie Thr Gin Thr Val lie His Thr Val Gin Ser 
65 70 75 80 



Ala Pro Gly Gin Met Phe Ser Thr Pro Ala lie Pro Pro Met Met Tyr 
85 90 95 



Pro His Pro Ala Tyr Pro Met Pro Phe lie Thr Thr lie Leu Gly Gly 
100 105 110 



Leu Tyr Pro Ser Lys Ser lie Leu Leu Ser Gly Thr Val Leu Pro Ser 
115 120 125 



Ala Gin Arg Phe His He Asn Leu Cys Ser Gly Asn His He Ala Phe 
130 135 140 



His Leu Asn Pro Arg Phe Asp Glu Asn Ala Val Val Arg Asn Thr Gin 
145 150 155 160 



He Asp Asn Ser Trp Gly Ser Glu Glu Arg Ser Leu Pro Arg Lys Met 
165 170 175 



Pro Phe Val Arg Gly Gin Ser Phe Ser Val Trp He Leu Cys Glu Ala 
180 185 190 



His Cys Leu Lys Val Ala Val Asp Gly Gin His Leu Phe Glu Tyr Tyr 
195 200 205 
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His Arg Leu Arg Asn Leu Pro Thr lie Asn Arg Leu Glu Val Gly Gly 
210 215 220 



Asp lie Gin Leu Thr His Val Gin Thr 
225 230 



<210> 132 

<211> 115 

<212> PRT 

<213> Homo sapien 

<400> 132 

Met Glu Lys Ser Gly Arg Arg Trp Leu Ala Ser Ala Ala Pro Pro Leu 
15 10 15 



Gly Arg Leu Arg Arg Arg Glu Ser Gly Ala Glu Gin Gly Gly Leu Ser 
20 25 30 



Val Arg Ala Thr Arg Val Ser Leu Val Arg Ser Ala Leu Asp Cys Ala 
35 40 45 



Pro Arg Ser Gly Val Arg Arg Pro Gly Ser Cys Phe Cys Arg Cys Arg 
50 55 60 



Arg Arg lie Pro Val Ala Arg Arg Ala Arg Leu Pro Gin Ala Cys Ser 
65 70 75 80 



Gin His Arg Thr Glu Pro Ser Gly Gly Arg Gly Trp Ser Ala Arg Pro 
85 90 95 



Ala Trp Glu Arg Gin Gly Arg Arg Cys Asn Leu Leu Thr Ala Lys Lys 
100 105 110 



Pro Gly Glu 
115 



<210> 133 

<211> 151 

<212> PRT 

<213> Homo sapien 

<400> 133 

Arg Asn Glu Tyr Gin Leu Met Leu Thr Arg Tyr Leu Asp Phe Glu Gly 
1 5 10 15 



Leu Pro Ser Lys Leu Trp His Glu Ser Val Arg His Gly Phe Leu His 
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20 25 30 



Ser Ser Asp Asn Leu Phe Phe Gin Asn Gly Phe Leu Leu Leu Leu Leu 
35 40 45 



Leu Thr Asn Ser Lys His Pro Val Leu Leu Phe Val Leu Phe Val Leu 
50 55 60 



Phe Cys Phe Val Leu Phe Cys Leu Pro Phe Arg Lys Val Leu Phe Arg 
65 70 75 80 



Val Gly lie Asp Cys Ser Leu Glu Thr Leu Ser Ser Val Cys Ala Gly 
85 90 95 



Ser Val His Ala Leu Tyr Glu Phe Gly Leu Asn Asn Ala Phe Glu Val 
100 105 110 



Thr Trp Asp Val Gin Phe Trp His Val Phe lie Asp Cys Val Phe Lys 
115 120 125 



His Val Ser Cys Phe Met Ser Phe Ser Lys Pro His Phe Thr Ser Tyr 
130 135 140 



Ser Glu Lys Leu lie Lys Glu 
145 150 



<210> 


134 




<211> 


699 




<212> 


PRT 




<213> 


Homo 


sapien 


<400> 


134 




Met Arg His 


Ser lie 


1 




5 



10 15 



Lys Thr Ser Gly Lys Lys Val Arg Gly lie Leu Ser Leu Lys Leu Val 
20 25 30 



Ser Glu Gly Thr Gly Glu Glu Lys Thr Thr Val Pro Asn Glu Lys Arg 
35 40 45 



Thr Gly Asn Leu lie Leu lie Gly Met His Gin lie Leu Leu Cys Thr 
50 55 60 



Phe Ala Ser Ser lie Ser Arg Arg He Val Gin Asn Val Tyr Phe Leu 
65 70 75 80 
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Pro Met Leu Arg Lys Gin Val Tyr Arg Thr Tyr Ser Gly Leu lie Ala 
85 90 95 



Ser Glu Trp Gin lie Arg lie Gly He Gin Ser Pro Cys Cys Gly Leu 
100 105 HO 



Leu Gin Gin Glu Asn Gin Ala Thr Gin Met He Leu Phe Ser Leu Phe 
115 120 125 



Gly Phe Val Lys Cys His Leu Val Leu Phe Pro Ser Asn He Glu Glu 
130 135 140 



Val Val Gly Leu Lys Leu Trp Asp Leu His Tyr Ala Tyr Thr Phe Leu 
145 150 155 160 



Phe Met Pro Leu Phe Arg Glu Ala Asp Tyr Cys Phe Phe Lys Met Met 
165 170 175 



His Trp Arg Arg Cys Glu Ser Lys He Ala Thr Trp His Tyr Leu Pro 
180 185 190 



Arg He Asn Glu Lys Gly Lys Lys Thr He Phe Ser Phe Phe Lys His 
195 200 205 



Phe Ser Glu Lys He Gin Leu Pro Phe Leu He Gly Glu Arg His His 
210 215 220 



Ala Arg Leu He Phe Ala Phe Leu Val Glu Thr Gly Phe His His Val 
225 230 235 240 



Gly Gin Asp Gly Leu Asp Leu Leu He Ser Cys Ser Ala His Leu Gly 
245 250 255 



Leu Leu Ser Ala Gly He Thr Gly Met Ser His Cys Ala Arg Ser Thr 
260 265 270 



He Leu Phe Ser Val Ser His Pro Tyr Gin He He Glu Pro Ser Val 
275 280 285 



Cys Met Phe Leu Asn Leu Val Tyr Asn Ser Thr Ser Leu Thr Tyr Lys 
290 295 300 



Ser Thr He Ser Tyr Glu Phe Phe He Glu Val Gly Ser He Leu Lys 
305 310 315 320 
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Trp Thr Glu Asn Leu He Pro Gly Arg Ala Arg Trp Leu Met Pro Val 
325 330 335 



He Pro Tyr Phe Gly Arg Pro Arg Trp Val Asp His Leu Arg Leu Gly 
340 345 350 



Val Arg Asp Gin Pro Gly Gin His Gly Glu Thr Pro Ser Leu Leu Lys 
355 360 365 



Asn Thr Lys He Ser Gin Ala Trp Trp Leu Ser Val He Pro Ala Asn 
370 375 380 



Gly Glu Ala Glu Ala Gin Glu Ser Leu Glu Pro Glu Glu Ala Glu Val 
385 390 395 400 



Ala Val Ser Arg Asp His Thr Thr Ala Leu His Pro Gly Gin Trp Ser 
405 410 415 



Glu Thr Leu Ser Gin Lys He He Asn Glu Asp Met He Pro Ala Cys 
420 425 430 



Phe He Gin Leu Glu Arg His Thr Thr His Glu He He Gly Glu His 
435 440 445 



Val Asn Val Tyr Leu Leu Val Gin Leu Arg Lys Arg Glu Glu Tyr Val 
450 455 460 



Leu Val Ser Lys Val Leu Asn Lys Thr Glu Val Ala Ser Thr Val Ala 
465 470 475 480 



His Val Phe Phe Gly Leu Thr Phe Phe Phe Ser Ser Thr Phe Cys Asn 
485 490 495 



Phe Tyr Asp Leu Gly His Glu Val Leu Pro Leu Arg His Asn Gin Tyr 
500 505 510 



Pro Ser Arg Lys Gly Leu Leu He Pro Gly Val Lys He Pro Ser Leu 
515 520 525 



Arg Gly Ser His Tyr Gly Ser Pro Gly Val Lys He Pro Ser Ser Gin 
530 535 540 



Glu Ser Tyr Leu Gin His Leu Gly Lys He Pro Glu Gly Ala Thr Ser 
545 550 555 560 



Asn Arg Lys Met Lys Glu Arg Phe Asn Phe Ser Thr Gin Val Thr Asn 
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565 570 575 



Pro Met His Ser lie Val Tyr Val lie Cys Arg Lys Gly Thr Gly Gly 
580 585 590 



Val Arg Ala Leu Trp Val Thr Ala Leu Leu Val Val Thr Phe Thr Leu 
595 600 605 



Leu Phe Leu Leu Asn Leu Trp Phe Ser Arg Leu Lys Asn Glu lie lie 
610 615 620 



Gly Gin lie Asn Ser Ser Gin Pro Phe Leu Glu Gin Gin lie Arg Leu 
625 630 635 640 



Ser Leu Lys Ser Phe Ser Lys lie Ser Cys Phe Gin Ser Leu Pro Val 
645 650 655 



lie Ala lie lie Pro Arg Leu lie Lys Ser Val Leu Val Asn Gin Phe 
660 665 670 



Leu Tyr Phe Phe Phe Leu Ser Phe Phe Tyr Ser Val Phe Arg Tyr His 
675 680 685 



Leu Thr Asn Asn Leu Leu Leu lie Leu Leu Arg 
690 695 



<210> 135 

<211> 151 

<212> PRT 

<213> Homo sapien 

<400> 135 

Arg Asn Glu Tyr Gin Leu Met Leu Thr Arg Tyr Leu Asp Phe Glu Gly 
15 10 15 



Leu Pro Ser Lys Leu Trp His Glu Ser Val Arg His Gly Phe Leu His 
20 25 30 



Ser Ser Asp Asn Leu Phe Phe Gin Asn Gly Phe Leu Leu Leu Leu Leu 
35 40 45 



Leu Thr Asn Ser Lys His Pro Val Leu Leu Phe Val Leu Phe Val Leu 
50 55 60 



Phe Cys Phe Val Leu Phe Cys Leu Pro Phe Arg Lys Val Leu Phe Arg 
65 70 75 80 
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Val Gly lie Asp Cys Ser Leu Glu Thr Leu Ser Ser Val Cys Ala Gly 
85 90 95 



Ser Val His Ala Leu Tyr Glu Phe Gly Leu Asn Asn Ala Phe Glu Val 
100 105 110 



Thr Trp Asp Val Gin Phe Trp His Val Phe He Asp Cys Val Phe Lys 
115 120 125 



His Val Ser Cys Phe Met Ser Phe Ser Lys Pro His Phe Thr Ser Tyr 
130 135 140 



Ser Glu Lys Leu He Lys Glu 
145 150 



<210> 136 

<211> 762 

<212> PRT 

<213> Homo sapien 

<400> 136 

Met Gly Arg Leu Arg His Lys Asn Leu Leu Asn Leu Gly Gly Gly Gly 
1 5 10 15 



Cys Ser Glu Pro Arg Ser His His Cys Thr Pro Ser Trp Ala Met Glu 
20 25 30 



Arg Asp Ser Val Ser Lys Asn Asn Lys Glu Asp Met He Pro Ala Cys 
35 40 45 



Phe He Gin Leu Glu Arg His Thr Thr His Glu He He Gly Glu His 
50 55 60 



Val Asn Val Tyr Leu Leu Val Gin Leu Arg Lys Arg Glu Glu Tyr Val 
65 70 75 80 



Leu Val Ser Lys Val Leu Asn Lys Thr Glu Val Ala Ser Thr Val Ala 
85 90 95 



His Val Phe Phe Gly Leu Thr Phe Phe Phe Ser Ser Thr Phe Cys Asn 
100 105 110 



Phe Tyr Asp Leu Gly His Glu Val Leu Pro Leu Arg His Asn Gin Tyr 
115 120 125 



Pro Ser Arg Lys Gly Leu Leu He Pro Gly Val Lys He Pro Ser Leu 
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130 135 140 



Arg Gly Ser His Tyr Val lie Pro Arg Ser Lys Asp Ser Tyr Leu Ala 
145 150 155 160 



Gly lie Leu Leu Ala His Leu Gly Lys lie Pro Glu Gly Ala Thr Ser 
165 170 175 



Asn Arg Lys Met Lys Glu Arg Phe Asn Phe Ser Thr Gin Val Thr Asn 
180 185 190 



Pro Met His Ser lie Val Tyr Val lie Cys Arg Lys Gly Thr Gly Gly 
195 200 205 



Val Arg Ala Leu Trp Val Thr Ala Leu Leu Val Val Thr Phe Thr Leu 
210 215 220 



Leu Phe Leu Leu Asn Leu Trp Phe Ser Arg Leu Lys Asn Glu lie lie 
225 230 235 240 



Gly Gin lie Asn Ser Ser Gin Pro Phe Leu Glu Gin Gin lie Arg Leu 
245 250 255 



Ser Leu Lys Ser Phe Ser Lys lie Ser Cys Phe Gin Ser Leu Pro Val 
260 265 270 



lie Ala lie He Pro Arg Leu He Lys Ser Val Leu Val Asn Gin Phe 
275 280 285 



Leu Tyr Phe Phe Phe Leu Ser Phe Phe Tyr Ser Val Phe Gin Val Ser 
290 295 300 



Phe Asp Gin Gin Leu Ala Leu Asn Leu Thr Ala Met Thr Glu He Ser 
305 310 315 320 



Lys Glu Glu Ser He Val Val He Gly Leu Val He He He Leu Lys 
325 330 335 



Thr He His Tyr Phe Leu Lys Leu Asn Ala Val Cys Leu He Ser Val 
340 345 350 



Glu Tyr Asp Lys Asn Val Asn Glu Lys Pro Asn Met Thr Leu Thr Leu 
355 360 365 



Ala Leu Asn Phe He Phe Thr Cys Val Leu Lys Val Leu Tyr Trp Pro 
370 375 380 
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Val Gly Lys Leu lie Cys lie Arg Phe Thr Pro Gly Phe Gly Arg Asn 
385 390 395 400 



Ser Phe Leu Lys lie Gin Leu Ala Asp Leu Lys Met Phe Phe lie Pro 
405 410 415 



Gin Asn Val Ser Leu Leu Cys His Ser Tyr Arg Leu Ser Ala Phe Phe 
420 425 430 



Asp His His Val Asn Tyr Ala Val Val Asn His Gly Val Gin Ala Asp 
435 440 445 



Glu Leu Val Val Phe Val Lys Gin Asn Val Met Ser lie Gly Arg Asp 
450 455 460 



Ser Ser Ser Gly Glu His Gly Ser Phe Pro Val lie Pro Ala Leu Met 
465 470 475 480 



Asn Arg Leu Lys Thr Ala Val Tyr Tyr Gly Gin Phe Asn Phe Thr Gly 
485 490 495 



Leu Pro Gly Leu Ala Phe Gin Leu Leu Ser Cys Arg Glu Thr Trp Cys 
500 505 510 



Cys Thr Val His lie Leu Glu Lys Trp Gin Glu Cys Ser Leu Glu Leu 
515 520 525 



Gin lie Thr Gin Gin Arg lie Pro Tyr Gin Tyr lie Gly Phe Ser Cys 
530 535 540 



Tyr lie Glu lie Trp Tyr Phe Ser Asp Gly Tyr Gly Phe Cys Leu Thr 
545 550 555 560 



Cys Val Ser Val Leu Leu Glu Arg Gin Tyr Arg lie Lys Asn Phe Leu 
565 570 ~ 575 



Met Ser Phe Leu Lys lie Glu lie lie Met Ala Leu Leu Val Val Leu 
580 585 590 



Cys Ser Asp Arg Pro Leu lie Lys Lys Ser Phe Asn Pro Ala Phe His 
595 600 605 



Phe Thr Ser Pro Pro Phe lie Phe Asn lie His Ser Leu Lys He Val 
610 615 620 
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Met lie Phe Ser Val lie Gly Tyr Val Lys Lys Phe His Phe Lys Val 
625 630 635 640 



Leu lie Cys Asn Asn Leu His Phe Leu Leu Asn Trp Arg Thr Phe Leu 
645 650 655 



Arg Gin Thr Tyr Phe Tyr Glu Leu lie Phe Ser Leu Val Lys Glu Asn 
660 665 670 



Ser Leu Val Ser Tyr Arg Glu Trp Leu Ala Leu Cys lie Pro His Pro 
675 680 685 



Leu Cys Gly Leu Pro Val Ala Val Val Leu Leu Lys lie Ala Asp lie 
690 695 700 



Leu lie Asn Met Met lie Phe Gly Thr Gly Leu Ser Leu Leu Leu lie 
705 710 715 720 



Ser Asn Lys Val Gly Gin Ser Asn Leu Asn Tyr Phe Asn Lys His Asn 
725 730 735 



Leu Ala Phe Leu Tyr Met Arg Lys Tyr Phe Gin Lys lie Thr Arg Phe 
740 745 750 



lie Ser Arg lie Arg Asp Gly Lys Tyr Gin 





755 


760 




<210> 
<211> 
<212> 
<213> 


137 
138 
PRT 

Homo sapien 






<400> 


137 






Met Leu Ala Asn Asp Val 
1 5 


Arg His 


Gin Gin Glu Met Trp Gly Phe Arg 
10 15 



Lys Val Glu Gly Gly Val Val Gin Ser Leu Gly Lys Ser Ser Val Glu 
20 25 30 



Gly Glu Thr Asp Gly Thr lie Ser Glu Phe Arg Glu lie Gin Arg Leu 
35 40 45 



Ala Ala Phe Ala Ser Phe Leu Ser His Ala Pro Pro Leu Asn Ala Arg 
50 55 60 



Arg Leu Leu Thr Pro Pro Pro Arg Arg Arg Pro Arg Cys Thr Pro Ala 
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65 70 75 80 



Ala Ala Met Ala Asp Val Ser Glu Arg Thr Leu Gin Leu Ser Val Leu 
85 90 95 



Val Ala Phe Ala Ser Gly Val Leu Leu Gly Trp Gin Ala Asn Arg Leu 
100 105 110 



Arg Arg Arg Tyr Leu Asp Trp Arg Lys Arg Arg Leu Gin Asp Lys Leu 
115 120 125 



Ala Ala Thr Gin Lys Lys Leu Asp Leu Ala 
130 135 



<210> 138 

<211> 179 

<212> PRT 

<213> Homo sapien 

<400> 138 

Met Pro Cys Ala Arg Ala Gly Gly Leu Gly Leu Gin Thr Pro Asn Leu 
1 5 10 15 



Asn Gly His Pro Arg Ala Glu Pro Pro Glu Gly Thr Gly Gly Phe His 
20 " 25 30 



Phe Gin Thr Gly lie Leu Ala Ala Ser Leu Leu Pro Pro Ala Glu Glu 
35 40 45 



Glu Thr Leu Leu Tyr lie Leu Thr Phe Cys Arg Gin Val Lys Arg Arg 
50 55 60 



Thr Gin Thr Phe Gly Asp Glu Arg Glu Thr Lys Thr Glu Pro Ser Val 
65 70 75 80 



Gin Val Thr Ala Ser Gin Ser Arg His Leu Thr Asp Pro Thr Tyr Cys 
85 90 95 



Leu Phe Leu Asn Met Asn Asp Cys Arg Ser Leu Pro Glu Thr Val Ser 
100 105 110 



Glu Lys Thr Ala Thr Ser Tyr Phe Leu Tyr Val Phe Pro lie Lys Arg 
115 120 125 



Leu Ser Trp Val Gly Leu Arg lie Thr Glu Gly Lys Arg Ser Gin Phe 
130 135 140 
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Gin Val Thr Gin Ala lie Phe Cys Val Lys Arg Glu Gin Asp Lys Ser 
145 150 155 " 160 



Gin Pro Gin Gin Gin Asn Pro Lys Pro Pro Leu Arg Leu Leu Trp Gin 
165 170 " 175 



Ser Asn Thr 



<210> 139 

<211> 294 

<212> PRT 

<213> Homo sapien 

<400> 139 

He Ser Val Leu Thr Trp Ala Val Phe Thr Pro Pro Leu Pro Ser Arg 
15 10 15 



Tyr Phe Ser Cys Ala His Ser Thr Asp Arg Glu Ala Glu Ala Gly Glu 
20 25 30 



Val Arg Thr Arg Leu Arg Ser Tyr Gly Leu Pro Trp Asp Leu Ala Glu 
35 40 45 



Asp Gly Gly Arg Ala Gly Pro Ser Gly Leu Glu Thr Leu Thr Pro Tyr 
50 55 " 60 



Ser Pro Thr Pro Ser Phe Thr Trp Ser Asp Ala Arg Leu His Arg Gly 
65 70 75 80 



Leu Val Thr Leu Leu Thr Gly Glu He Val Asp Ala Phe Ser Leu Glu 
85 90 95 



Phe Arg Thr Leu Tyr Ala Ala Ser Cys Pro Leu Pro Pro Ala Pro Pro 
100 105 110 



Gin Lys Pro Ser Val He Gly Gly Leu Gin Arg Gly Arg Ser Leu His 
115 120 " 125 



Arg Val Ser Arg Arg Arg Ser Val Ala Pro Ala Ser Pro Pro Pro Pro 
130 135 140 



Asp Gly Pro Leu Ala His Arg Leu Ala Ala Cys Arg Val Ser Pro Ala 
145 150 155 160 



Thr Pro Gly Pro Ala Leu Ser Asp He Leu Arg Ser Val Gin Arg Ala 
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165 170 175 



Arg Thr Pro Ser Gly Pro Pro Ala Arg Pro Ser Arg Ser Met Trp Asp 
180 185 190 



Leu Ser Arg Leu Ser Gin Leu Ser Gly Ser Ser Asp Gly Asp Asn Glu 
195 200 205 



Leu Lys Lys Ser Trp Gly Ser Lys Asp Thr Pro Ala Lys Ala Leu Met 
210 215 220 



Arg Gin Arg Gly Thr Gly Gly Gly Pro Trp Gly Glu Val Asp Ser Arg 
225 230 235 240 



Pro Pro Trp Gly Gly Ala Leu Pro Leu Pro Pro Ala His Arg Leu Arg 
245 250 255 



Tyr Leu Ser Pro Ala Arg Arg Arg Phe Gly Gly Asp Ala Thr Phe Lys 
260 265 270 



Leu Gin Glu Pro Arg Gly Val Arg Pro Ser Asp Trp Ala Pro Arg Ala 
275 280 285 



Gly Leu Gly Gly Gin Pro 
290 



<210> 140 

<211> 294 

<212> PRT 

<213> Homo sapien 

<400> 140 

lie Ser Val Leu Thr Trp Ala Val Phe Thr Pro Pro Leu Pro Ser Arg 
15 10 15 



Tyr Phe Ser Cys Ala His Ser Thr Asp Arg Glu Ala Glu Ala Gly Glu 
20 25 30 



Val Arg Thr Arg Leu Arg Ser Tyr Gly Leu Pro Trp Asp Leu Ala Glu 
35 40 45 



Asp Gly Gly Arg Ala Gly Pro Ser Gly Leu Glu Thr Leu Thr Pro Tyr 
50 55 60 



Ser Pro Thr Pro Ser Phe Thr Trp Ser Asp Ala Arg Leu His Arg Gly 
65 70 75 . 80 
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Leu Val Thr Leu Leu Thr Gly Glu lie Val Asp Ala Phe Ser Leu Glu 
85 90 95 



Phe Arg Thr Leu Tyr Ala Ala Ser Cys Pro Leu Pro Pro Ala Pro Pro 
100 105 110 



Gin Lys Pro Ser Val lie Gly Gly Leu Gin Arg Gly Arg Ser Pro His 
115 120 125 



Arg Val Ser Arg Arg Arg Ser Val Ala Pro Ala Ser Pro Pro Pro Pro 
130 135 140 



Asp Gly Pro Leu Ala His Arg Leu Ala Ala Cys Arg Val Ser Pro Ala 
145 150 155 160 



Thr Pro Gly Pro Ala Leu Ser Asp lie Leu Arg Ser Val Gin Arg Ala 
165 170 175 



Arg Thr Pro Ser Gly Pro Pro Ala Arg Pro Ser Arg Ser Met Trp Asp 
180 185 190 



Leu Ser Arg Leu Ser Gin Leu Ser Gly Ser Ser Asp Gly Asp Asn Glu 
195 200 205 



Leu Lys Lys Ser Trp Gly Ser Lys Asp Thr Pro Ala Lys Ala Leu Met 
210 215 220 



Arg Gin Arg Gly Thr Gly Gly Gly Pro Trp Gly Glu Val Asp Ser Arg 
225 ~ 230 235 240 



Pro Pro Trp Gly Gly Ala Leu Pro Leu Pro Pro Ala His Arg Leu Arg 
245 250 255 



Tyr Leu Ser Pro Ala Arg Arg Arg Phe Gly Gly Asp Ala Thr Phe Lys 
260 265 270 



Leu Gin Glu Pro Arg Gly Val Arg Pro Ser Asp Trp Ala Pro Arg Ala 
275 280 285 



Gly Leu Gly Gly Gin Pro 
290 



<210> 141 

<211> 90 

<212> PRT 

<213> Homo sapien 
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<400> 141 



Met Ala Leu Gin Leu Ser Arg Glu Gin Gly lie Thr Leu Arg Gly Ser 
15 10 15 



Ala Glu lie Val Ala Glu Phe Phe Ser Phe Gly lie Asn Ser lie Leu 
20 25 30 



Tyr Gin Arg Gly He Tyr Pro Ser Glu Thr Phe Thr Arg Val Gin Lys 
35 40 45 



Tyr Gly Leu Thr Leu Leu Val Thr Thr Asp Leu Glu Leu He Lys Tyr 
50 55 60 



Leu Asn Asn Val Val Glu Gin Leu Lys Val His Pro Glu Lys Ser Leu 
65 70 75 80 



Arg Lys Leu Ser Arg Met Lys Ser Val Gin 
85 90 



<210> 142 

<211> 373 

<212> PRT 

<213> Homo sapien 

<400> 142 

Arg Thr Val Thr Val Arg Thr Arg He Ala Val Leu Ser Leu Arg Pro 
1 5 10 15 



Gin Cys Gly Gly He Leu Phe Arg His Val Val Val Leu Thr Leu Gly 
20 25 30 



Asn Gly Leu Gly Gin Asn Leu Asp Leu Ala Ser Val Gin Ala His Ala 
35 40 45 



Ala Val Gin Gly Arg Arg Val Leu He Pro Gly Val Asn He Arg Gin 
50 55 60 



Glu Asn Leu Gly Arg Gly Arg Phe His Asp His Val Gin Asp Ala Ala 
65 70 75 80 



Val Gly Gly Val Gly Gin Ala Leu Arg Cys His Gin His Lys Ala Val 
85 90 95 



Gly Leu Thr Gin His Leu Glu Pro Phe Pro Asp Leu Arg Ala Glu Cys 
100 105 110 
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Arg Val Ala Glu His Gin .Pro Gly Phe Val Gin Asp Asp Glu Arg Pro 
115 120 125 



Pro Val Trp Trp Asn Ser Asn Pro Glu Lys Asp He Phe Val Val Arg 
130 135 140 



Glu Asn Gly Thr Thr Cys Leu Met Ala Glu Phe Ala Ala Lys Phe He 
145 150 155 160 



Val Pro Tyr Asp Val Trp Ala Ser Asn Tyr Val Asp Leu He Thr Glu 
165 170 175 



Gin Ala Asp He Ala Leu Thr Arg Gly Ala Glu Val Lys Gly Arg Cys 
180 185 190 



Gly His Ser Gin Ser Glu Leu Gin Val Phe Trp Val Asp Arg Ala Tyr 
195 200 205 



Ala Leu Lys Met Leu Phe Val Lys Glu Ser His Asn Met Ser Lys Gly 
210 215 220 



Pro Glu Ala Thr Trp Arg Leu Ser Lys Val Gin Phe Val Tyr Asp Ser 
225 230 235 240 



Ser Glu Lys Thr His Phe Lys Asp Ala Val Ser Ala Gly Lys His Thr 
245 ** 250 255 



Ala Asn Ser His His Leu Ser Ala Leu Val Thr Pro Ala Gly Lys Ser 
260 265 270 



Tyr Glu Cys Gin Ala Gin Gin Thr He Ser Leu Ala Ser Ser Asp Pro 
275 280 285 



Gin Lys Thr Val Thr Met He Leu Ser Ala Val His He Gin Pro Phe 
290 295 300 



Asp He He Ser Asp Phe Val Phe Ser Glu Glu His Lys Cys Pro Val 
305 310 315 320 



Asp Glu Arg Glu Gin Leu Glu Glu Thr Leu Pro Leu He Leu Gly Leu 
325 330 335 



He Leu Gly Leu Val He Met Val Thr Leu Ala He Tyr His Val His 
340 345 350 
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His Lys Met Thr Ala Asn Gin Val Gin lie Pro Arg Asp Arg Ser Gin 
355 360 365 



Tyr Lys His Met Gly 
370 



<210> 143 

<211> 148 

<212> PRT 

<213> Homo sapien 

<400> 143 

Gly Gly Leu Ser Pro He His Pro Glu Val Thr Val Tyr Pro Ala Lys 
15 10 15 



Thr Gin Pro Leu Gin His His Asn Leu Leu Val Cys Ser Val Ser Gly 
20 25 30 



Phe Tyr Pro Gly Ser He Glu Val Arg Trp Phe Arg Asn Gly Gin Glu 
35 40 45 



Glu Lys Ala Gly Val Val Ser Thr Gly Leu He Gin Asn Gly Asp Trp 
50 55 60 



Thr Phe Gin Thr Leu Val Met Leu Glu Thr Val Pro Arg Ser Gly Glu 
65 70 75 80 



Val Tyr Thr Cys Gin Val Glu His Pro Ser Val Met Ser Pro Leu Thr 
85 90 95 



Val Glu Trp Arg Ala Arg Ser Glu Ser Ala Gin Ser Lys Met Leu Ser 
100 105 110 



Gly Val Gly Gly Phe Val Leu Gly Leu Leu Phe Leu Gly Ala Gly Leu 
115 120 125 



Phe He Tyr Phe Arg Asn Gin Lys Gly His Ser Gly Leu Gin Pro Thr 
130 135 140 



Gly Phe Leu Ser 
145 



<210> 144 

<211> 72 

<212> PRT 

<213> Homo sapien 



<400> 144 
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Met Val Leu Ser Ser Pro Leu Ala Leu Ala Gly Asp Thr Gin Pro Arg 
15 10 15 



Phe Leu Trp Gin Asp Lys Tyr Gly Val Ser Phe Leu Gin Arg Asp Gly 
20 25 30 



Ala Gly Ala Val Ser Trp Lys Glu Cys lie Tyr Asn Gin Glu Glu Phe 
35 40 45 



Val Arg Phe Asp Ser Asp Val Gly Glu Tyr Arg Ala Val Thr Glu Leu 
50 55 60 



Gly Arg Pro Val Ala Asp Pro Ser 
65 70 



<210> 


145 








<211> 


191 








<212> 


PRT 








<213> 


Homo 


sap i en 






<400> 


145 








Asp Ser Pro 


Ala Pro Leu Ala 


Pro Gly Pro Val Leu 


Phe Ser Ser 


1 




5 


10 


15 



Val Cys Leu Lys Leu Pro Gly Gly Ser Cys Met Ala Ala Leu Thr Val 
20 25 30 



Thr Leu Met Val Leu Ser Ser Pro Leu Ala Leu Ala Gly Asp Thr Gin 
35 40 45 



Leu His Pro Glu Val Thr Val Tyr Pro Ala Lys Thr Gin Pro Leu Gin 
50 55 60 



His His Asn Leu Leu Val Cys Ser Val Ser Gly Phe Tyr Pro Gly Ser 
65 70 75 80 



lie Glu Val Arg Trp Phe Arg Asn Gly Gin Glu Glu Lys Ala Gly Val 
85 90 95 



Val Ser Thr Gly Leu lie Gin Asn Gly Asp Trp Thr Phe Gin Thr Leu 
100 105 110 



Val Met Leu Glu Thr Val Pro Arg Ser Gly Glu Val Tyr Thr Cys Gin 
115 120 125 



Val Glu His Pro Ser Val Met Ser Pro Leu Thr Val Glu Trp Arg Ala 
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130 135 140 



Arg Ser Glu Ser Ala Gin Ser Lys Met Leu Ser Gly Val Gly Gly Phe 
145 150 155 160 



Val Leu Gly Leu Leu Phe Leu Gly Ala Gly Leu Phe lie Tyr Phe Arg 
165 170 175 



Asn Gin Lys Gly His Ser Gly Leu Gin Pro Thr Gly Phe Leu Ser 
180 185 190 



<210> 146 

<211> 112 

<212> PRT 

<213> Homo sapien 

<400> 146 

Met Val Leu Ser Ser Pro Leu Ala Leu Ala Gly Asp Thr Gin Leu His 
15 10 15 



Pro Glu Val Thr Val Tyr Pro Ala Lys Thr Gin Pro Leu Gin His His 
20 25 30 



Asn Leu Leu Val Cys Ser Val Ser Gly Phe Tyr Pro Gly Ser lie Glu 
35 40 45 



Val Arg Trp Phe Arg Asn Gly Gin Glu Glu Lys Ala Gly Val Val Ser 
50 55 60 



Thr Gly Leu He Gin Asn Gly Asp Trp Thr Phe Gin Thr Leu Val Met 
65 70 75 80 



Leu Glu Thr Val Pro Arg Ser Gly Glu Val Tyr Thr Cys Gin Gly Gly 
85 90 95 



Ala Pro Lys Cys Asp Glu Pro Ser His Ser Gly Met Glu Ser Thr Val 
100 105 110 



<210> 147 

<211> 128 

<212> PRT 

< 2 1 3 > Homo s ap i en 

<400> 147 

Gly Phe Arg Gly Pro Ala His Trp Pro Leu Pro Thr Gly Leu His Leu 
1 5 10 15 
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Thr Pro Pro Ser Leu Ser Val Pro Ser Phe Ala lie Asn Phe Lys Val 
20 25 30 



Gly Ser Ser Gly Asp lie Ala Leu His lie Asn Pro Arg Met Gly Asn 
35 40 45 



Gly Thr Val Val Arg Asn Ser Leu Leu Asn Gly Ser Trp Gly Ser Glu 
50 55 60 



Glu Lys Lys lie Thr His Asn Pro Phe Gly Pro Gly Gin Phe Phe Asp 
65 70 75 80 



Leu Ser He Arg Cys Gly Leu Asp Arg Phe Lys Val Tyr Ala Asn Gly 
85 90 95 



Gin His Leu Phe Asp Phe Ala His Arg Leu Ser Ala Phe Gin Arg Val 
100 105 110 



Asp Thr Leu Glu He Gin Gly Asp Val Thr Leu Ser Tyr Val Gin He 
115 120 125 



<210> 148 

<211> 256 

<212> PRT 

<213> Homo sapien 

<400> 148 

Met Ala Ala Thr Cys Glu He Ser Asn He Phe Ser Asn Tyr Phe Ser 
15 10 15 



Ala Met Tyr Ser Ser Glu Asp Ser Thr Leu Ala Ser Val Pro Pro Ala 
20 25 30 



Ala Thr Phe Gly Ala Asp Asp Leu Val Leu Thr Leu Ser Asn Pro Gin 
35 40 45 



Met Ser Leu Glu Gly Thr Glu Lys Ala Ser Trp Leu Gly Glu Gin Pro 
50 55 60 



Gin Phe Trp Ser Lys Thr Gin Val Leu Asp Trp He Ser Tyr Gin Val 
65 70 75 80 



Glu Lys Asn Lys Tyr Asp Ala Ser Ala He Asp Phe Ser Arg Cys Asp 
85 90 " 95 



Met Asp Gly Ala Thr Leu Cys Asn Cys Ala Leu Glu Glu Leu Arg Leu 
100 105 110 
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Val Phe Gly Pro Leu Gly Asp Gin Leu His Ala Gin Leu Arg Asp Leu 
115 120 125 



Thr Ser Ser Ser Ser Asp Glu Leu Ser Trp He He Glu Leu Leu Glu 
130 135 140 



Lys Asp Gly Met Ala Phe Gin Glu Ala Leu Asp Pro Gly Pro Phe Asp 
145 150 155 160 



Gin Gly Ser Pro Phe Ala Gin Glu Leu Leu Asp Asp Gly Gin Gin Ala 
165 170 175 



Ser Pro Tyr His Pro Gly Ser Cys Gly Ala Gly Ala Pro Ser Pro Gly 
180 185 190 



Ser Ser Asp Val Ser Thr Ala Gly Thr Gly Ala Ser Arg Ser Ser His 
195 200 205 



Ser Ser Asp Ser Gly Gly Ser Asp Val Asp Leu Asp Pro Thr Asp Gly 
210 215 220 



Lys Leu Phe Pro Ser Gly Glu Ser Arg Glu Val Pro Lys Arg Ala Ser 
225 230 235 240 



His Leu Ala Met His Arg Gly Pro Gly Ser Ser Cys Ser Leu Phe Leu 
245 250 255 



<210> 149 

<211> 250 

<212> PRT 

<213> Homo sapien 

<400> 149 

Gly Ser Ala Ala Ala Arg Tyr Leu Ser Ala Thr Trp Arg Asn Trp He 
15 10 15 



Ser Leu Pro Pro Ala Gly Leu Pro Ala Thr Ala Gly Leu Arg His Ser 
20 25 30 



Gly Ser Leu Met Ala Ala Thr Cys Glu He Ser Asn He Phe Ser Asn 
35 40 45 



Tyr Phe Ser Ala Met Tyr Ser Ser Glu Asp Ser Thr Leu Ala Ser Val 
50 55 60 
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Pro Pro Ala Ala Thr Phe Gly Ala Asp Asp Leu Val Leu Thr Leu Ser 
65 70 75 80 



Asn Pro Gin Met Ser Leu Glu Gly Thr Glu Lys Ala Ser Trp Leu Gly 
85 90 95 



Glu Gin Pro Gin Phe Trp Ser Lys Thr Gin Val Leu Asp Trp lie Ser 
100 105 110 



Tyr Gin Val Glu Lys Asn Lys Tyr Asp Ala Ser Ala lie Asp Phe Ser 
115 120 125 



Arg Cys Asp Met Asp Gly Ala Thr Leu Cys Asn Cys Ala Leu Glu Glu 
130 135 140 



Leu Arg Leu Val Phe Gly Pro Leu Gly Asp Gin Leu His Ala Gin Leu 
145 150 155 160 



Arg Asp Leu Thr Ser Ser Ser Ser Asp Glu Leu Ser Trp lie lie Glu 
165 170 175 



Leu Leu Glu Lys Asp Gly Met Ala Phe Gin Glu Ala Leu Asp Pro Gly 
180 185 190 



Pro Phe Asp Gin Gly Ser Pro Phe Ala Gin Glu Leu Leu Asp Asp Gly 
195 200 205 



Gin Gin Ala Ser Pro Tyr His Pro Gly Ser Cys Gly Ala Gly Ala Pro 
210 215 220 



Ser Pro Gly Ser Ser Asp Val Ser Thr Ala Gly Thr Gly Thr Gly Trp 
225 230 235 240 



Glu Val Cys Pro Glu Ser Gin Gin Arg Gly 
245 250 



<210> 150 

<211> 402 

<212> PRT 

<213> Homo sapien 

<400> 150 

Met Ala Ala Thr Cys Glu lie Ser Asn lie Phe Ser Asn Tyr Phe Ser 
15 10 15 



Ala Met Tyr Ser Ser Glu Asp Ser Thr Leu Ala Ser Val Pro Pro Ala 
20 25 30 
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Ala Thr Phe Gly Ala Asp Asp Leu Val Leu Thr Leu Ser Asn Pro Gin 
35 * 40 45 



Met Ser Leu Glu Gly Thr Glu Lys Ala Ser Trp Leu Gly Glu Gin Pro 
50 55 60 



Gin Phe Trp Ser Lys Thr Gin Val Leu Asp Trp He Ser Tyr Gin Val 
65 70 75 80 



Glu Lys Asn Lys Tyr Asp Ala Ser Ala He Asp Phe Ser Arg Cys Asp 
85 90 95 



Met Asp Gly Ala Thr Leu Cys Asn Cys Ala Leu Glu Glu Leu Arg Leu 
100 105 110 



Val Phe Gly Pro Leu Gly Asp Gin Leu His Ala Gin Leu Arg Asp Leu 
115 120 125 



Thr Ser Ser Ser Ser Asp Glu Leu Ser Trp He He Glu Leu Leu Glu 
130 135 140 



Lys Asp Gly Met Ala Phe Gin Glu Ala Leu Asp Pro Gly Pro Phe Asp 
145 150 155 160 



Gin Gly Ser Pro Phe Ala Gin Glu Leu Leu Asp Asp Gly Gin Gin Ala 
165 170 175 



Ser Pro Tyr His Pro Gly Ser Cys Gly Ala Gly Ala Pro Ser Pro Gly 
180 185 190 



Ser Ser Asp Val Ser Thr Ala Gly Thr Gly Thr Gly Trp Glu Val Cys 
195 200 205 



Pro Glu Ser Arg Ser Val Val Glu Gin Arg Val Gly Arg Gin Gly Thr 
210 215 220 



Tyr Ser Asp Pro Ala Pro Arg Thr Gly Ala Ser Arg Ser Ser His Ser 
225 230 235 240 



Ser Asp Ser Gly Gly Ser Asp Val Asp Leu Asp Pro Thr Asp Gly Lys 
245 250 255 



Leu Phe Pro Ser Asp Gly Phe Arg Asp Cys Lys Lys Gly Asp Pro Lys 
260 265 270 
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His Gly Lys Arg Lys Arg Gly Arg Pro Arg Lys Leu Ser Lys Glu Tyr 
275 280 285 



Trp Asp Cys Leu Glu Gly Lys Lys Ser Lys His Ala Pro Arg Gly Thr 
290 295 300 



His Leu Trp Glu Phe lie Arg Asp He Leu He His Pro Glu Leu Asn 
305 310 315 320 



Glu Gly Leu Met Lys Trp Glu Asn Arg His Glu Gly Val Phe Lys Phe 
325 330 335 



Leu Arg Ser Glu Ala Val Ala .Gin Leu Trp Gly Gin Lys Lys Lys Asn 
340 345 350 



Ser Asn Met Thr Tyr Glu Lys Leu Ser Arg Ala Met Arg Tyr Tyr Tyr 
355 360 365 



Lys Arg Glu lie Leu Glu Arg Val Asp Gly Arg Arg Leu Val Tyr Lys 
370 375 380 



Phe Gly Lys Asn Ser Ser Gly Trp Lys Glu Glu Glu Val Leu Gin Ser 
385 390 395 400 



Arg Asn 



<210> 151 

<211> 219 

<212> PRT 

<213> Homo sapien 

<400> 151 

Met Ser Leu Pro Val Lys Pro Glu Leu Leu Gly Asp Leu Glu He Pro 
15 10 15 



Ala Val Pro He Leu His Ser Met Val Gin Lys Phe Pro Gly Val Ser 
20 25 30 



Phe Gly He Ser Thr Asp Ser Glu Val Leu Thr His Tyr Asn He Thr 
35 40 45 



Gly Asn Thr He Cys Leu Phe Arg Leu Val Asp Asn Glu Gin Leu Asn 
50 55 60 



Leu Glu Asp Glu Asp He Glu Ser He Asp Ala Thr Lys Leu Ser Arg 
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65 70 75 80 

Phe lie Glu lie Asn Ser Leu His Met Val Thr Glu Tyr Asn Pro Val 
85 90 95 

Thr Val lie Gly Leu Phe Asn Ser Val lie Gin lie His Leu Leu Leu 
100 X05 110 

lie Met Asn Lys Ala Ser Pro Glu Tyr Glu Glu Asn Met His Arg Tyr 
115 120 125 

Gin Lys Ala Ala Lys Leu Phe Gin Gly Lys lie Leu Phe lie Leu Val 
130 135 140 

Asp Ser Gly Met Lys Glu Asn Gly Lys Val lie Ser Phe Phe Lys Leu 
145 150 " 155 160 

Lys Glu Ser Gin Leu Pro Ala Leu Ala He Tyr Gin Thr Leu Asp Asp 
165 170 175 

Glu Trp Asp Thr Leu Pro Thr Ala Glu Val Ser Val Glu His Val Gin 
180 185 190 

Asn Phe Cys Asp Gly Phe Leu Ser Gly Lys Leu Leu Lys Glu Asn Arg 
195 200 205 

Glu Ser Glu Gly Lys Thr Pro Lys Val Glu Leu 
210 215 

<210> 152 

<211> 172 

<212> PRT 

<213> Homo sapien 

<400> 152 

Met Lys Glu Thr Cys Gin Leu Glu He Gin Val Asp Asn Glu Gin Leu 
15 10 15 

Asn Leu Glu Asp Glu Asp He Glu Ser He Asp Ala Thr Lys Leu Ser 
20 25 30 

Arg Phe He Glu He Asn Ser Leu His Met Val Thr Glu Tyr Asn Pro 
35 40 45 



Val Thr Val He Gly Leu Phe Asn Ser Val He Gin He His Leu Leu 
50 55 60 
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Leu lie Met Asn Lys Ala Ser Pro Glu Tyr Glu Glu Asn Met His Arg 
65 70 75 80 



Tyr Gin Lys Ala Ala Lys Leu Phe Gin Gly Lys lie Leu Phe He Leu 
85 90 95 



Val Asp Ser Gly Met Lys Glu Asn Gly Lys Val He Ser Phe Phe Lys 
100 105 110 



Leu Lys Glu Ser Gin Leu Pro Ala Leu Ala He Tyr Gin Thr Leu Asp 
115 120 125 



Asp Glu Trp Asp Thr Leu Pro Thr Ala Glu Val Ser Val Glu His Val 
130 135 140 



Gin Asn Phe Cys Asp Gly Phe Leu Ser Gly Lys Leu Leu Lys Glu Asn 
145 150 155 160 



Arg Glu Ser Glu Gly Lys Thr Pro Lys Val Glu Leu 
165 ^ 170 



<210> 153 

<211> 329 

<212> PRT 

<213> Homo sapien 

<400> 153 

Ser Gly Asp Leu Gin Pro His Ser Arg Cys Pro Gly Gly Arg Arg Asp 
15 10 15 



Pro Gin He Lys Leu Ser Leu Thr Glu Lys Asp Glu Gly Gin Glu Glu 
20 25 30 



Cys Ser Phe Leu Val Ala Leu Met Gin Lys Asp Arg Arg Lys Leu Lys 
35 40 45 



Arg Phe Gly Ala Asn Val Leu Thr He Gly Tyr Ala He Tyr Glu Cys 
50 55 60 



Pro Asp Lys Asp Glu His Leu Asn Lys Asp Phe Phe Arg Tyr His Ala 
65 " 70 75 80 



Ser Arg Ala Arg Ser Lys Thr Phe He Asn Leu Arg Glu Val Ser Asp 
85 90 95 



Arg Phe Lys Leu 



Pro Pro Gly Glu Tyr He Leu He Pro Ser Thr Phe 
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100 105 HO 



Glu Pro His Gin Glu Ala Asp Phe Cys Leu Arg lie Phe Ser Glu Lys 
115 120 125 



Lys Ala lie Thr Arg Asp Met Asp Gly Asn Val Asp lie Asp Leu Pro 
130 135 140 



Glu Pro Pro Lys Pro Thr Pro Pro Asp Gin Glu Thr Glu Glu Glu Gin 
145 150 155 160 



Arg Phe Arg Ala Leu Phe Glu Gin Val Ala Gly Glu Asp Met Glu Val 
165 170 175 



Thr Ala Glu Glu Leu Glu Tyr Val Leu Asn Ala Val Leu Gin Lys Lys 
180 185 190 



Lys Asp lie Lys Phe Lys Lys Leu Ser Leu lie Ser Cys Lys Asn lie 
195 200 205 



He Ser Leu Met Asp Thr Ser Gly Asn Gly Lys Leu Glu Phe Asp Glu 
210 215 220 



Phe Lys Val Phe Trp Asp Lys Leu Lys Gin Trp He Asn Leu Phe Leu 
225 230 235 240 



Arg Phe Asp Ala Asp Lys Ser Gly Thr Met Ser Thr Tyr Glu Leu Arg 
245 250 255 



Thr Ala Leu Lys Ala Ala Gly Phe Gin Leu Ser Ser His Leu Leu Gin 
260 265 270 



Leu He Val Leu Arg Tyr Ala Asp Glu Glu Leu Gin Leu Asp Phe Asp 
275 280 285 



Asp Phe Leu Asn* Cys Leu Val Arg Leu Glu Asn Ala Ser Arg Val Phe 
290 295 300 



Gin Ala Leu Ser Thr Lys Asn Lys Glu Phe He His Leu Asn He Asn 
305 310 315 320 



Glu Phe He His Leu Thr Met Asn He 
325 



<210> 154 
<211> 595 
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<212> PRT 

<213> Homo sapien 

<400> 154 

Met Val Cys Leu Phe Leu Lys Cys Asn Leu Gin Asn Ser Pro Glu Arg 
15 10 15 



Asn Asn Ser Phe Trp Glu Val Val Ala Ala Ala Gly Thr Val Ala Pro 
20 25 30 



Trp Glu lie Val Lys Asn Pro Glu Phe lie Leu Gly Gly Ala Thr Arg 
35 40 45 



Thr Asp lie Cys Gin Gly Glu Leu Gly Asp Cys Trp Leu Leu Ala Ala 
50 55 60 



lie Ala Ser Leu Thr Leu Asn Gin Lys Ala Leu Ala Arg Val lie Pro 
65 70 75 80 



Gin Asp Gin Ser Phe Gly Pro Gly Tyr Ala Gly lie Phe His Phe Gin 
85 90 95 



Phe Trp Gin His Ser Glu Trp Leu Asp Val Val lie Asp Asp Arg Leu 
100 105 110 



Pro Thr Phe Arg Asp Arg Leu Val Phe Leu His Ser Ala Asp His Asn 
115 120 125 



Glu Phe Trp Ser Ala Leu Leu Glu Lys Ala Tyr Ala Lys Leu Asn Gly 
130 135 140 



Ser Tyr Glu Ala Leu Lys Gly Gly Ser Ala He Glu Ala Met Glu Asp 
145 150 155 160 



Phe Thr Gly Gly Val Ala Glu Thr Phe Gin Thr Lys Glu Ala Pro Glu 
165 170 175 



Asn Phe Tyr Glu He Leu Glu Lys Ala Leu Lys Arg Gly Ser Leu Leu 
180 185 190 



Gly Cys Phe He Asp Thr Arg Ser Ala Ala Glu Ser Glu Ala Arg Thr 
195 200 205 



Pro Phe Gly Leu He Lys Gly His Ala Tyr Ser Val Thr Gly He Asp 
210 215 220 
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Gin Val Ser Phe Arg Gly Gin Arg lie Glu Leu lie Arg He Arg Asn 
225 230 ~ 235 * 240 



Pro Trp Gly Gin Val Glu Trp Asn Gly Ser Trp Ser Asp Arg Met Ala 
245 250 255 



Phe Lys Asp Phe Lys Ala His Phe Asp Lys Val Glu He Cys Asn Leu 
260 265 270 



Thr Pro Asp Ala Leu Glu Glu Asp Ala Asp Pro Gin He Lys Leu Ser 
275 280 285 



Leu Thr Glu Lys Asp Glu Gly Gin Glu Glu Cys Ser Phe Leu Val Ala 
290 295 300 



Leu Met Gin Lys Asp Arg Arg Lys Leu Lys Arg Phe Gly Ala Asn Val 
305 310 315 320 



Leu Thr He Gly Tyr Ala He Tyr Glu Cys Pro Asp Lys Asp Glu His 
325 330 335 



Leu Asn Lys Asp Phe Phe Arg Tyr His Ala Ser Arg Ala Arg Ser Lys 
340 345 350 



Thr Phe He Asn Leu Arg Glu Val Ser Asp Arg Phe Lys Leu Pro Pro 
355 360 365 



Gly Glu Tyr He Leu He Pro Ser Thr Phe Glu Pro His Gin Glu Ala 
370 375 380 



Asp Phe Cys Leu Arg He Phe Ser Glu Lys Lys Ala He Thr Arg Asp 
385 390 395 400 



Met Asp Gly Asn Val Asp He Asp Leu Pro Glu Pro Pro Lys Pro Thr 
405 " 410 415 



Pro Pro Asp Gin Glu Thr Glu Glu Glu Gin Arg Phe Arg Ala Leu Phe 
420 425 430 



Glu Gin Val Ala Gly Glu Asp Met Glu Val Thr Ala Glu Glu Leu Glu 
435 440 445 



Tyr Val Leu Asn Ala Val Leu Gin Lys Lys Lys Asp He Lys Phe Lys 
450 455 460 



Lys Leu Ser Leu He Ser Cys Lys Asn He He Ser Leu Met Asp Thr 
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465 470 475 480 



Ser Gly Asn Gly Lys Leu Glu Phe Asp Glu Phe Lys Val Phe Trp Asp 
485 490 495 



Lys Leu Lys Gin Trp lie Asn Leu Phe Leu Arg Phe Asp Ala Asp Lys 
500 505 510 



Ser Gly Thr Met Ser Thr Tyr Glu Leu Arg Thr Ala Leu Lys Ala Ala 
515 520 525 



Gly Phe Gin Leu Ser Ser His Leu Leu Gin Leu lie Val Leu Arg Tyr 
530 535 540 



Ala Asp Glu Glu Leu Gin Leu Asp Phe Asp Asp Phe Leu Asn Cys Leu 
545 550 555 560 



Val Arg Leu Glu Asn Ala Ser Arg Val Phe Gin Ala Leu Ser Thr Lys 
565 570 575 



Asn Lys Glu Phe lie His Leu Asn lie Asn Glu Phe lie His Leu Thr 
580 585 590 



Met Asn lie 





595 


<210> 


155 


<211> 


85 


<212> 


PRT 


<213> 


Homo 


<400> 


155 


Ala Leu Ser 


1 





10 15 



Glu Ser Ser Glu Leu Asp Leu Gin Gly lie Arg lie Asp Ser Asp lie 
20 25 30 



Ser Gly Thr Leu Lys Phe Ala Cys Glu Ser lie Val Glu Glu Tyr Glu 
35 40 45 



Asp Glu Leu lie Glu Phe Phe Ser Arg Glu Ala Asp Asn Val Lys Asp 
50 55 60 



Lys Leu Cys Ser Lys Arg Thr Asp Leu Cys Asp His Ala Leu His lie 
65 70 75 80 
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Ser His Asp Glu Leu 
85 



<210> 156 

<211> 255 

<212> PRT 

<213> Homo sapien 

<400> 156 



Met Ala Asp Tyr Ser Thr Val Pro Pro Pro Ser Ser Gly Ser Ala Gly 
15 10 15 



Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Val Asn Asp Ala Phe Lys 
20 25 30 



Asp Ala Leu Gin Arg Ala Arg Gin lie Ala Ala Lys lie Gly Gly Asp 
35 40 45 



Ala Gly Thr Ser Leu Asn Ser Asn Asp Tyr Gly Tyr Gly Gly Gin Lys 
50 55 60 



Arg Pro Leu Glu Asp Gly Asp Gin Pro Asp Ala Lys Lys Val Ala Pro 
65 70 75 80 



Gin Asn Asp Ser Phe Gly Thr Gin Leu Pro Pro Met His Gin Gin Gin 
85 90 95 



Ser Arg Ser Val Met Thr Glu Glu Tyr Lys Val Pro Asp Gly Met Val 
100 105 110 



Gly Phe He He Gly Arg Gly Gly Glu Gin He Ser Arg He Gin Gin 
115 120 125 



Glu Ser Gly Cys Lys He Gin He Ala Pro Asp Ser Gly Gly Leu Pro 
130 135 140 



Glu Arg Ser Cys Met Leu Thr Gly Thr Pro Glu Ser Val Gin Ser Ala 
145 150 155 160 



Lys Arg Leu Leu Asp Gin He Val Glu Lys Gly Arg Pro Ala Pro Gly 
165 170 175 



Phe His His Gly Asp Gly Pro Gly Asn Ala Val Gin Glu He Met He 
180 185 190 



Pro Ala Ser Lys Ala Gly Leu Val He Gly Lys Gly Gly Glu Thr He 
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195 200 205 



Lys Gin Leu Gin Glu Arg Ala Gly Val Lys Met Val Met He Gin Asp 
210 215 220 



Gly Val Ala Ala Ala Ala Ala Val Phe Phe Thr Ser He He Arg Leu 
225 230 235 240 



Ala Phe Asn Lys Glu Lys Val Leu Thr Pro Val Leu Asn Cys Thr 
245 250 255 



<210> 157 

<211> 174 

<212> PRT 

<213> Homo sapien 

<400> 157 

Met Ala Glu His Phe Leu Thr Leu Leu Val Val Pro Ala He Lys Lys 
15 10 15 



Asp Tyr Gly Ser Gin Glu Asp Phe Thr Gin Val Trp Asn Thr Thr Met 
20 25 30 



Lys Gly Leu Lys Cys Cys Gly Phe Thr Asn Tyr Thr Asp Phe Glu Asp 
35 40 45 



Ser Pro Tyr Phe Lys Glu Asn Ser Ala Phe Pro Pro Phe Cys Cys Asn 
50 55 60 



Asp Asn Val Thr Asn Thr Ala Asn Glu Thr Cys Thr Lys Gin Lys Ala 
65 70 75 80 



His Asp Gin Lys Val Glu Gly Cys Phe Asn Gin Leu Leu Tyr Asp He 
85 90 95 



Arg Thr Asn Ala Val Thr Val Gly Gly Val Ala Ala Gly He Gly Gly 
100 105 110 



Leu Glu Leu Ala Ala Met He Val Ser Met Tyr Leu Tyr Leu Pro Gly 
115 120 125 



Arg Pro Ala Trp Ser Arg Pro Arg Tyr Ser Asp Ser Val Gly Arg Val 
130 135 140 



Ser Phe Pro Ser Leu Val Cys Phe Leu Met Arg Leu Glu Ala Met Ala 
145 150 155 160 
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Lys Thr Phe Arg Asn Ser Leu Arg Met Glu Lys Asp Ser Thr 
165 ~ 170 



<210> 158 

<211> 354 

<212> PRT 

<213> Homo sapien 

<400> 158 

Met Gly Gin Asp Trp Gly Pro His His Met Ser Arg Glu Asp Leu lie 
15 10 15 



Cys Gly Gly Gly Lys Gly Ser Leu Val Trp Pro Thr Trp Ser Thr Thr 
20 25 30 



Ser Leu Trp Pro Gin Val Leu Leu Val Gin Phe Lys Gly Thr Gly Lys 
35 40 45 



Tyr Tyr Ala lie Lys Ala Leu Lys Lys Gin Glu Val Leu Ser Arg Asp 
50 55 60 



Glu lie Glu Ser Leu Tyr Cys Glu Lys Arg lie Leu Glu Ala Val Gly 
65 70 75 80 



Cys Thr Gly His Pro Phe Leu Leu Ser Leu Leu Ala Cys Phe Gin Thr 
85 90 95 



Ser Ser His Ala Cys Phe Val Thr Glu Phe Val Pro Gly Gly Asp Leu 
100 105 110 



Met Met Gin lie His Glu Asp Val Phe Pro Glu Pro Gin Ala Arg Phe 
115 120 125 



Tyr Val Ala Cys Val Val Leu Gly Leu Gin Phe Leu His Glu Lys Lys 
130 135 140 



lie lie Tyr Arg Asp Leu Lys Leu Asp Asn Leu Leu Leu Asp Ala Gin 
145 150 155 160 



Gly Phe Leu Lys lie Ala Asp Phe Gly Leu Cys Lys Glu Gly lie Gly 
165 170 175 



Phe Gly Asp Arg Thr Ser Thr Phe Cys Gly Thr Pro Glu Phe Leu Ala 
180 185 190 



Pro Glu Val Leu Thr Gin Glu Ala Tyr Thr Arg Ala Val Asp Trp Trp 
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195 200 205 



Gly Leu Gly Val Leu Leu Tyr Glu Met Leu Val Gly Glu Cys Pro Phe 
210 215 220 



Pro Gly Asp Thr Glu Glu Glu Val Phe Asp Cys lie Val Asn Met Asp 
225 230 235 240 



Ala Pro Tyr Pro Gly Phe Leu Ser Val Gin Gly Leu Glu Phe lie Gin 
245 250 255 



Lys Leu Leu Gin Lys Cys Pro Glu Lys Arg Leu Gly Ala Gly Glu Gin 
260 265 270 



Asp Ala Glu Glu He Lys Val Gin Pro Phe Phe Arg Thr Thr Asn Trp 
275 280 285 



Gin Ala Leu Leu Ala Arg Thr He Gin Pro Pro Phe Val Pro Thr Leu 
290 295 300 



Cys Gly Pro Ala Asp Leu Arg Tyr Phe Glu Gly Glu Phe Thr Gly Leu 
305 310 315 320 



Pro Pro Ala Leu Thr Pro Pro Ala Pro His Ser Leu Leu Thr Ala Arg 
325 330 335 



Gin Gin Ala Ala Phe Arg Asp Phe Asp Phe Val Ser Glu Arg Phe Leu 
340 345 350 



Glu Pro 



<210> 159 

<211> 489 

<212> PRT 

<213> Homo sapien 

<400> 159 

Met Glu Glu Gly Ala Pro Arg Gin Pro Gly Pro Ser Gin Trp Pro Pro 
15 10 15 



Glu Asp Glu Lys Glu Val He Arg Arg Ala He Gin Lys Glu Leu Lys 
20 25 30 



He Lys Glu Gly Val Glu Asn Leu Arg Arg Val Ala Thr Asp Arg Arg 
35 40 45 
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His Leu Gly His Val Gin Gin Leu Leu Arg Ser Ser Asn Arg Arg Leu 
50 55 60 



Glu Gin Leu His Gly Glu Leu Arg Glu Leu His Ala Arg He Leu Leu 
65 70 75 80 



Pro Gly Pro Gly Pro Gly Pro Ala Glu Pro Val Ala Ser Gly Pro Arg 
85 90 95 



Pro Trp Ala Glu Gin Leu Arg Ala Arg His Leu Glu Ala Leu Arg Arg 
100 105 110 



Gin Leu His Val Glu Leu Lys Val Lys Gin Gly Ala Glu Asn Met Thr 
115 120 125 



His Thr Cys Ala Ser Gly Thr Pro Lys Glu Arg Lys Leu Leu Ala Ala 
130 135 140 



Ala Gin Gin Met Leu Arg Asp Ser Gin Leu Lys Val Ala Leu Leu Arg 
145 150 155 160 



Met Lys He Ser Ser Leu Glu Ala Ser Gly Ser Pro Glu Pro Gly Pro 
165 170 175 



Glu Leu Leu Ala Glu Glu Leu Gin His Arg Leu His Val Glu Ala Ala 
180 185 190 



Val Ala Glu Gly Ala Lys Asn Val Val Lys Leu Leu Ser Ser Arg Arg 
195 200 205 



Thr Gin Asp Arg Lys Ala Leu Ala Glu Ala Gin Ala Gin Leu Gin Glu 
210 215 220 



Ser Ser Gin Lys Leu Asp Leu Leu Arg Leu Ala Leu Glu Gin Leu Leu 
225 230 235 240 



Glu Gin Leu Pro Pro Ala His Pro Leu Arg Ser Arg Val Thr Arg Glu 
245 250 255 



Leu Arg Ala Ala Val Pro Gly Tyr Pro Gin Pro Ser Gly Thr Pro Val 
260 265 270 



Lys Pro Thr Ala Leu Thr Gly Thr Leu Gin Val Arg Leu Leu Gly Cys 
275 280 285 
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Glu Gin Leu Leu Thr Ala Val Pro Gly Arg Ser Pro Ala Ala Ala Leu 
290 295 300 



Ala Ser Ser Pro Ser Glu Gly Trp Leu Arg Thr Lys Ala Lys His Gin 
305 310 315 320 



Arg Gly Arg Gly Glu Leu Ala Ser Glu Val Leu Ala Val Leu Lys Val 
325 330 335 



Asp Asn Arg Val Val Gly Gin Thr Gly Trp Gly Gin Val Ala Glu Gin 
340 345 350 



Ser Trp Asp Gin Thr Phe Val He Pro Leu Glu Arg Ala Arg Glu Leu 
355 360 365 



Glu He Gly Val His Trp Arg Asp Trp Arg Gin Leu Cys Gly Val Ala 
370 375 380 



Phe Leu Arg Leu Glu Asp Phe Leu Asp Asn Ala Cys His Gin Leu Ser 
385 390 395 400 



Leu Ser Leu Val Pro Gin Gly Leu Leu Phe Ala Gin Val Thr Phe Cys 
405 410 415 



Asp Pro Val lie Glu Arg Arg Pro Arg Leu Gin Arg Gin Glu Arg He 
420 425 430 



Phe Ser Lys Arg Arg Gly Arg Leu Pro Gly Leu Arg Leu Cys Val Arg 
435 440 445 



Ala He Pro Gly Thr Leu Arg Ala Ser Pro Gly Thr Ser Val Pro Phe 
450 455 460 



Pro His Arg Leu Leu Glu Pro Leu Leu Val His Pro Cys Ala Leu Pro 
465 470 475 480 



Gly Gly Pro Gly Leu Ala Gly Tyr Phe 
485 



<210> 160 

<211> 287 

<212> PRT 

<213> Homo sapien 

<400> 160 

Met Asp Met Ala Trp Gin Met Met Gin Leu Leu Leu Leu Ala Leu Val 
15 10 15 
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Thr Ala Ala Gly Ser Ala Gin Pro Arg Ser Ala Arg Ala Arg Thr Asp 
20 25 30 



Leu Leu Asn Val Cys Met Asn Ala Lys His His Lys Thr Gin Pro Ser 
35 40 45 



Pro Glu Asp Glu Leu Tyr Gly Gin Val Gly Ala Pro Gin Gly Pro Ser 
50 55 60 



Pro Gly Ser Val Pro Leu Asp Asp Leu Pro Gly Ala Glu Glu Pro Glu 
65 70 75 80 



Tyr Gly Gly Asp Gly Cys Gly Gly Glu Arg Leu Ser Pro Val Ser Ser 
85 90 95 



Pro Pro Ser Ala Val Pro Gly Arg Arg Met Pro Ala Ala Arg Pro Ala 
100 105 110 



Pro Ala Arg Ser Cys Thr Arg Thr Pro Pro Ala Cys Thr Thr Leu Thr 
115 120 125 



Gly lie Thr Val Val Arg Trp Asn Pro Pro Ala Ser Ala Thr Leu Ser 
130 135 140 



Arg Thr Ala Val Ser Glu Cys Ser Pro Asn Leu Gly Pro Trp lie Arg 
145 150 155 160 



Gin Val Asn Gin Ser Trp Arg Lys Glu Arg lie Leu Asn Val Pro Leu 
165 170 175 



Cys Lys Glu Asp Cys Glu Arg Trp Trp Glu Asp Cys Arg Thr Ser Tyr 
180 185 190 



Thr Cys Lys Ser Asn Trp His Lys Gly Trp Asn Trp Thr Ser Gly lie 
195 200 205 



Asn Glu Cys Pro Ala Gly Ala Leu Cys Ser Thr Phe Glu Ser Tyr Phe 
210 215 220 



Pro Thr Pro Ala Ala Leu Cys Glu Gly Leu Trp Ser His Ser Phe Lys 
225 230 235 240 



Val Ser Asn Tyr Ser Arg Gly Ser Gly Arg Cys lie Gin Met Trp Phe 
245 250 255 
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Asp Ser Ala Gin Gly Asn Pro Asn Glu Glu Val Ala Lys Phe Tyr Ala 
260 265 270 



Ala Ala Met Asn Ala Gly Ala Pro Ser Arg Gly lie He Asp Ser 
275 280 285 



<210> 161 

<211> 143 

<212> PRT 

<213> Homo sapien 

<400> 161 

Met Thr His Ser Leu Val Cys Pro Glu Thr Val Ser Arg Val Ser Ser 
15 10 15 



Val Leu Asn Arg Asn Thr Arg Gin Phe Gly Lys Lys His Leu Phe Asp 
20 25 30 



Gin Asp Glu Glu Thr Cys Trp Asn Ser Asp Gin Gly Pro Ser Gin Trp 
35 40 45 



Val Thr. Leu Glu Phe Pro Gin Leu He Arg Val Ser Gin Leu Gin He 
50 55 60 



Gin Phe Gin Gly Gly Phe Ser Ser Arg Arg Gly Cys Leu Glu Gly Ser 
65 70 75 80 



Gin Gly Thr Gin Ala Leu His Lys He Val Asp Phe Tyr Pro Glu Asp 
85 90 95 



Asn Asn Ser Leu Gin Asp He Leu Pro Leu Leu Leu Gly Trp Val Val 
100 105 110 



Cys Ala Ser Gly Ser Phe Gly Leu Thr Gin Thr Arg Met Gly Thr Leu 
115 120 125 



Met Cys Asp Leu Glu His Val Thr Ser Arg Thr Pro Leu Phe Leu 
130 135 ' 140 



<210> 162 

<211> 116 

<212> PRT 

<213> Homo sapien 

<400> 162 

Gly Leu Ser Pro Pro Gly Ser Pro Pro Gly Ser Thr Ala Lys Ser Leu 
15 10 15 
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lie Leu His Arg Arg Phe lie Gly Ser Ser Trp Glu Gly Ser Pro Pro 
20 25 30 



Thr Thr Cys Pro Glu Ala Ala Phe Glu Val Ser Ser Gly Phe Pro Gin 
35 40 45 



Leu Trp Leu Thr lie Leu Phe Pro Glu Cys Leu Ser Pro Gly Arg Arg 
50 55 60 



Leu His Ser Gly Ser Ala Gly Thr Arg Leu Leu Trp Lys Ser Leu Arg 
65 70 75 80 



Met Trp Phe Ser lie Thr Cys Cys Thr Glu Met Gly Gin Gly Lys Ala 
85 90 95 



Trp Ala Val Ser Leu Asn Arg Glu Trp Gly Gly Gly Thr Gly Gin Pro 
100 105 110 



Ala Leu Ser Pro 





115 


<210> 


163 


<211> 


67 


<212> 


PRT 


<213> 


Homo 


<400> 


163 


Met Leu Glu 


1 





10 15 



He Val Asp Phe Tyr Pro Glu Asp Asn Asn Ser Leu Gin Thr Phe Pro 
20 25 30 



He Pro Ala Ala Glu Val Asp Arg Leu Lys Val Thr Phe Glu Asp Ala 
35 40 45 



Thr Asp Phe Phe Gly Arg Val Val He Tyr His Leu Arg Val Leu Gly 
50 55 60 



Glu Lys Val 
65 



<210> 164 

<211> 104 

<212> PRT 

<213> Homo sapien 
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<400> 164 



Gly Trp Thr Gly Cys Val Arg He Ser Gly Ala Gly Arg Ser Arg He 
15 10 15 



Leu Gin Ala Leu Ala Arg Lys Pro Glu Asp Pro Pro Leu Pro Arg Thr 
20 25 30 



Arg Lys Ser Ser Ser Cys Leu Leu Ser Ser Leu Trp Gin Glu Leu Arg 
35 40 45 



Ala Leu Glu Leu Leu Gly Pro Ser Gin Gly Leu Pro Tyr Leu Lys Pro 
50 55 60 



Gin Leu Gly Pro Leu Ser Pro Pro Gly Met Arg Pro Arg Ala Pro Leu 
65 70 75 80 



Thr Arg Arg Pro Arg Ser Leu Thr Leu He Phe His Arg Val Gin Glu 
85 90 95 



Phe He Arg Thr Pro Lys Ser Glu 
100 



<210> 165 

<211> 82 

<212> PRT 

<213> Homo sapien 

<400> 165 

Gin Val Pro His Ala Ser Gly Cys He Gly Glu Asp Pro Gin Gly He 
15 10 15 



Pro Leu Pro Leu Asp Glu Ala His Pro Thr Gly Gly Cys Thr Asn Pro 
20 25 30 



Tyr Gly Lys Ser Lys Phe Phe He Glu Glu Met He Arg Asp Leu Cys 
35 40 45 



Gin Ala Asp Lys Gly Trp Thr Ala Ala Leu Gly Leu Asp Arg Met Cys 
50 55 60 



Glu Asp Leu Trp Arg Trp Gin Lys Gin Asn Pro Ser Gly Phe Gly Thr 
65 70 75 * 80 



Gin Ala 
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<210> 166 
<211> 360 
<212> PRT 
<213> Homo sapien 

<400> 166 

Met Ala Glu Lys Val Leu Val Thr Gly Gly Ala Gly Tyr lie Gly Ser 
15 10 15 



His Thr Val Leu Glu Leu Leu Glu Ala Gly Tyr Leu Pro Val Val lie 
20 25 30 



Asp Asn Phe His Asn Ala Phe Arg Gly Gly Gly Ser Leu Pro Glu Ser 
35 40 45 



Leu Arg Arg Val Gin Glu Leu Thr Gly Arg Ser Val Glu Phe Glu Glu 
50 55 60 



Met Asp lie Leu Asp Gin Gly Ala Leu Gin Arg Leu Phe Lys Lys Tyr 
65 70 75 80 



Ser Phe Met Ala Val He His Phe Ala Gly Leu Lys Ala Val Gly Glu 
85 90 95 



Ser Val Gin Lys Pro Leu Asp Tyr Tyr Arg Val Asn Leu Thr Gly Thr 
100 105 110 



He Gin Leu Leu Glu He Met Lys Ala His Gly Val Lys Asn Leu Val 
115 120 125 



Phe Ser Ser Ser Ala Thr Val Tyr Gly Asn Pro Gin Tyr Leu Pro Leu 
130 135 140 



Asp Glu Ala His Pro Thr Gly Gly Cys Thr Asn Pro Tyr Gly Lys Ser 
145 150 155 160 



Lys Phe Phe lie Glu Glu Met He Arg Asp Leu Cys Gin Ala Asp Lys 
165 170 175 



Thr Trp Asn Ala Val Leu Leu Arg Tyr Phe Asn Pro Thr Gly Ala His 
180 185 190 



Ala Ser Gly Cys He Gly Glu Asp Pro Gin Gly He Pro Asn Asn Leu 
195 200 205 



Met Pro Tyr Val Ser Gin Val Ala He Gly Arg Arg Glu Ala Leu Asn 
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210 215 220 



Val Phe Gly Asn Asp Tyr Asp Thr Glu Asp Gly Thr Gly Val Arg Asp 
225 230 235 240 



Tyr He His Val Val Asp Leu Ala Lys Gly His He Ala Ala Leu Arg 
245 250 255 



Lys Leu Lys Glu Gin Cys Gly Cys Arg Val Gly Arg Glu Gly Arg Ser 
260 265 270 



Glu Gly Gly Glu Gly Pro Asp Pro Gly Arg Ala Ala Gin Arg Arg Gly 
275 280 285 



Gin Ser Ser Pro Leu His Lys Pro Cys Ser Pro Trp Ala Arg Ser Thr 
290 295 300 



Thr Trp Ala Arg Ala Gin Ala He Gin Cys Cys Arg Trp Ser Arg Leu 
305 310 315 320 



Trp Arg Arg Pro Leu Gly Arg Arg Ser Arg Thr Arg Trp Trp His Gly 
325 330 335 



Gly Lys Val Met Trp Gin Pro Val Thr Pro Thr Pro Ala Trp Pro Lys 
340 345 350 



Arg Ser Trp Gly Gly Gin Gin Pro 
355 360 



<210> 167 

<211> 376 

<212> PRT 

<213> Homo sapien 

<400> 167 

Arg Ala Arg Gly Ser Gly Val Gly Gly Gly Ala Ser Ala Ala Ser Val 
15 10 15 



Gly Arg Gly Asn Pro Ser Arg Thr Leu Gin Ser Ser Val Thr Leu Asp 
20 25 30 



Lys Glu Val Trp He Leu Arg Phe His Leu Phe Gin Leu Gin Gly Ala 
35 40 45 



Met Ala Glu Lys Val Leu Val Thr Gly Gly Ala Gly Tyr He Gly Ser 
50 55 60 
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His Thr Val Leu Glu Leu Leu Glu Ala Gly Tyr Leu Pro Val Val lie 
65 70 75 80 



Asp Asn Phe His Asn Ala Phe Arg Gly Gly Gly Ser Leu Pro Glu Ser 
85 90 95 



Leu Arg Arg Val Gin Glu Leu Thr Gly Arg Ser Val Glu Phe Glu Glu 
100 105 110 



Met Asp lie Leu Asp Gin Gly Ala Leu Gin Arg Leu Phe Lys Lys Tyr 
115 120 125 



Ser Phe Met Ala Val lie His Phe Ala Gly Leu Lys Ala Val Gly Glu 
130 135 140 



Ser Val Gin Lys Pro Leu Asp Tyr Tyr Arg Val Asn Leu Thr Gly Thr 
145 150 155 160 



lie Gin Leu Leu Glu lie Met Lys Ala His Gly Val Lys Asn Leu Val 
165 170 175 



Phe Ser Ser Ser Ala Thr Val Tyr Gly Asn Pro Gin Tyr Leu Pro Leu 
180 185 " 190 



Asp Glu Ala His Pro Thr Gly Gly Cys Thr Asn Pro Tyr Gly Lys Ser 
195 200 205 



Lys Phe Phe lie Glu Glu Met lie Arg Asp Leu Cys Gin Ala Asp Lys 
210 215 220 



Thr Trp Asn Ala Val Leu Leu Arg Tyr Phe Asn Pro Thr Gly Ala His 
225 230 235 240 



Ala Ser Gly Cys lie Gly Glu Asp Pro Gin Gly lie Pro Asn Asn Leu 
245 250 255 



Met Pro Tyr Val Ser Gin Val Ala He Gly Arg Arg Glu Ala Leu Asn 
260 265 270 



Val Phe Gly Asn Asp Tyr Asp Thr Glu Asp Gly Thr Gly Val Arg Asp 
275 280 285 



Tyr He His Val Val Asp Leu Ala Lys Gly His He Ala Ala Leu Arg 
290 295 300 
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Lys Leu Lys Glu Gin Cys Gly Cys Arg Val Gly Arg Glu Gly Arg Ser 
305 310 315 320 



Glu Gly Gly Glu Gly Pro Asp Pro Gly Arg Ala Ala Gin Arg Arg Gly 
325 330 335 



Gin Ser Ser Pro Leu His Lys Pro Cys Ser Pro Trp Ala Arg Ser Thr 
340 345 350 



Thr Trp Ala Arg Ala Gin Ala He Gin Cys Cys Arg Trp Ser Arg Leu 
355 360 365 



Trp Arg Arg Pro Leu Gly Arg Arg 
370 375 



<210> 168 

<211> 466 

<212> PRT 

<213> Homo sapien 

<400> 168 

Met Ala Glu Lys Val Leu Val Thr Gly Gly Ala Gly Tyr He Gly Ser 
15 10 15 



His Thr Val Leu Glu Leu Leu Glu Ala Gly Tyr Leu Pro Val Val He 
20 25 30 



Asp Asn Phe His Asn Ala Phe Arg Gly Gly Gly Ser Leu Pro Glu Ser 
35 40 45 



Leu Arg Arg Val Gin Glu Leu Thr Gly Arg Ser Val Glu Phe Glu Glu 
50 55 60 



Met Asp He Leu Asp Gin Gly Ala Leu Gin Arg Leu Phe Lys Lys Tyr 
65 70 75 8 0 



Ser Phe Met Ala Val He His Phe Ala Gly Leu Lys Ala Val Gly Glu 
85 90 95 



Ser Val Gin Lys Pro Leu Asp Tyr Tyr Arg Val Asn Leu Thr Gly Thr 
100 105 110 



He Gin Leu Leu Glu He Met Lys Ala His Gly Val Lys Asn Leu Val 
115 120 125 



Phe Ser Ser Ser Ala Thr Val Tyr Gly Asn Pro Gin Tyr Leu Pro Leu 
130 135 140 
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Asp Glu Ala His Pro Thr Gly Gly Cys Thr Asn Pro Tyr Gly Lys Ser 
145 150 * 155 160 



Lys Phe Phe He Glu Glu Met He Arg Asp Leu Cys Gin Ala Asp Lys 
165 170 175 



Thr Trp Asn Ala Val Leu Leu Arg Tyr Phe Asn Pro Thr Gly Ala His 
180 185 190 



Ala Ser Gly Cys He Gly Glu Asp Pro Gin Gly He Pro Asn Asn Leu 
195 200 205 



Met Pro Tyr Val Ser Gin Val Ala He Gly Arg Arg Glu Ala Leu Asn 
210 215 220 



Val Phe Gly Asn Asp Tyr Asp Thr Glu Asp Gly Thr Gly Val Arg Asp 
225 230 235 240 



Tyr He His Val Val Asp Leu Ala Lys Gly His He Ala Ala Leu Arg 
245 250 255 



Lys Leu Lys Glu Gin Cys Gly Cys Arg Val Gly Arg Glu Gly Arg Ser 
260 265 270 



Glu Gly Gly Glu Gly Pro Asp Pro Gly Arg Ala Ala Gin Arg Arg Gly 
275 280 285 



Gin Ser Ser Pro Leu His Lys Pro Cys Ser Pro Trp Ala Arg Ser Thr 
290 295 300 



Thr Trp Ala Arg Ala Gin Ala He Gin Cys Cys Arg Trp Ser Arg Leu 
305 310 315 320 



Trp Arg Arg Pro Leu Gly Arg Arg Ser Gly Pro Pro Thr Pro Pro Thr 
325 330 335 



Ser Pro Thr Ser Pro His Pro Ala Leu Ser Asn Arg Ala Ala Leu Ala 
340 345 350 



Leu Pro Thr His Leu Ser Gly Gly Tyr Leu Ala Leu Pro Ser Leu Leu 
355 360 365 



Ser Leu Pro Ser Thr Arg Cys Leu Arg Ala Ser Arg Cys Ser Ala Leu 
370 375 380 
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Leu Leu Leu Lys Asp Leu Ala Ser Ser Trp Ala Arg Ala Gly Ser Ala 
385 390 395 400 



Lys Leu Gin Leu Pro Pro Val Leu Gin He Pro Tyr Lys Val Val Ala 
405 410 415 



Arg Arg Glu Gly Asp Val Ala Ala Cys Tyr Ala Asn Pro Ser Leu Ala 
420 425 430 



Gin Glu Glu Leu Gly Trp Thr Ala Ala Leu Gly Leu Asp Arg Met Cys 
435 440 445 



Glu Asp Leu Trp Arg Trp Gin Lys Gin Asn Pro Ser Gly Phe Gly Thr 
450 455 460 



Gin Ala 
465 



<210> 169 

<211> 328 

<212> PRT 

<213> Homo sapien 

<400> 169 

Met Ala Glu Lys Val Leu Val Thr Gly Gly Ala Gly Tyr He Gly Ser 
15 10 15 



His Thr Val Leu Glu Leu Leu Glu Ala Gly Tyr Leu Pro Val Val He 
20 25 30 



Asp Asn Phe His Asn Ala Phe Arg Gly Gly Gly Ser Leu Pro Glu Ser 
35 40 45 



Leu Arg Arg Val Gin Glu Leu Thr Gly Arg Ser Val Glu Phe Glu Glu 
50 55 60 



Met Asp He Leu Asp Gin Gly Ala Leu Gin Arg Leu Phe Lys Lys Tyr 
65 70 75 80 



Ser Phe Met Ala Val He His Phe Ala Gly Leu Lys Ala Val Gly Glu 
85 90 95 



Ser Val Gin Lys Pro Leu Asp Tyr Tyr Arg Val Asn Leu Thr Gly Thr 
100 105 110 



He Gin Leu Leu Glu He Met Lys Ala His Gly Val Lys Asn Leu Val 
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115 120 125 



Phe Ser Ser Ser Ala Thr Val Tyr Gly Asn Pro Gin Tyr Leu Pro Leu 
130 135 140 



Asp Glu Ala His Pro Thr Gly Gly Cys Thr Asn Pro Tyr Gly Lys Ser 
145 150 " 155 ~ " 160 



Lys Phe Phe He Glu Glu Met He Arg Asp Leu Cys Gin Ala Asp Lys 
165 170 175 



Thr Trp Asn Ala Val Leu Leu Arg Tyr Phe Asn Pro Thr Gly Ala His 
180 185 190 



Ala Ser Gly Cys He Gly Glu Asp Pro Gin Gly He Pro Asn Asn Leu 
195 200 205 



Met Pro Tyr Val Ser Gin Val Ala He Gly Arg Arg Glu Ala Leu Asn 
210 215 220 



Val Phe Gly Asn Asp Tyr Asp Thr Glu Asp Gly Thr Gly Val Arg Asp 
225 230 235 240 



Tyr He His Val Val Asp Leu Ala Lys Gly His He Ala Ala Leu Arg 
245 250 .255 



Lys Leu Lys Glu Gin Cys Gly Cys Arg Val Gly Arg Glu Gly Arg Ser 
260 265 270 



Glu Gly Gly Glu Gly Pro Asp Pro Gly Arg Ala Ala Gin Arg Arg Gly 
275 280 285 



Gin Ser Ser Pro Leu His Lys Pro Cys Ser Pro Trp Ala Arg Ser Thr 
290 295 300 



Thr Trp Ala Arg Ala Gin Ala He Gin Cys Cys Arg Trp Ser Arg Leu 
305 310 315 320 



Trp Arg Arg Pro Leu Gly Arg Arg 
325 



<210> 170 

<211> 178 

<212> PRT 

<213> Homo sapien 



<400> 170 
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Met Ala Ser Thr Ser Tyr Asp Tyr Cys Arg Val Pro Met Glu Asp Gly 
1 5 io 15 



Asp Lys Arg Cys Lys Leu Leu Leu Gly lie Gly lie Leu Val Leu Leu 
20 25 30 



lie lie Val lie Leu Gly Val Pro Leu He He Phe Thr He Lys Ala 
35 40 45 



Asn Ser Glu Ala Cys Arg Asp Gly Leu Arg Ala Val Met Glu Cys Arg 
50 55 60 



Asn Val Thr His Leu Leu Gin Gin Glu Leu Thr Glu Ala Gin Lys Gly 
65 70 75 80 



Phe Gin Asp Val Glu Ala Gin Ala Ala Thr Cys Asn His Thr Val Met 
85 90 95 



Ala Leu Met Ala Ser Leu Asp Ala Glu Lys Ala Gin Gly Gin Lys Lys 
100 105 ' 110 



Val Glu Glu Leu Glu Gly Glu He Thr Thr Leu Asn His Lys Leu Gin 
115 120 125 



Asp Ala Ser Ala Glu Val Glu Arg Leu Arg Arg Glu Asn Gin Val Leu 
130 135 140 



Ser Val Arg He Ala Asp Lys Lys Tyr Tyr Pro Ser Ser Gin Asp Ser 
145 150 155 160 



Ser Ser Ala Ala Ala Pro Gin Gin His Asn Gin Gin Leu Gly Arg Arg 
165 170 175 



Ser Cys 



<210> 171 

<211> 141 

<212> PRT 

<213> Homo sapien 

<400> 171 

Leu Gin Ala Arg Leu Leu Ser Ala Lys Gly Glu He Trp Met Ala Ser 
1 5 10 15 



Thr Ser Tyr Asp Tyr Cys Arg Val Pro Met Glu Asp Gly Asp Lys Arg 
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20 25 30 



Cys Lys Leu Leu Leu Gly He Gly He Leu Val Leu Leu He He Val 
35 40 45 



He Leu Gly Val Pro Leu He He Phe Thr He Lys Ala Asn Ser Glu 
50 55 60 



Ala Cys Arg Asp Gly Leu Arg Ala Val Met Glu Cys Arg Asn Val Thr 
65 70 75 80 



His Leu Leu Gin Gin Glu Leu Thr Glu Ala Gin Lys Gly Phe Gin Asp 
85 90 95 



Val Glu Ala Gin Ala Ala Thr Cys Asn His Thr Val Met Ala Leu Met 
100 105 110 



Ala Ser Leu Asp Ala Glu Lys Ala Gin Gly Gin Lys Lys Val Glu Glu 
115 120 125 



Leu Glu Val Thr Thr Leu Asn His Lys Leu Gin Asp Ala 
130 135 140 



<210> 172 

<211> 188 

<212> PRT 

<213> Homo sapien 

<400> 172 

Met Ala Ser Thr Ser Tyr Asp Tyr Cys Arg Val Pro Met Glu Asp Gly 
15 10 15 



Asp Lys Arg Cys Lys Leu Leu Leu Gly He Gly He Leu Val Leu Leu 
20 25 30 



He He Val He Leu Gly Val Pro Leu He He Phe Thr He Lys Ala 
35 40 45 



Asn Ser Glu Ala Cys Arg Asp Gly Leu Arg Ala Val Met Glu Cys Arg 
50 55 60 



Asn Val Thr His Leu Leu Gin Gin Glu Leu Thr Glu Ala Gin Lys Gly 
65 70 75 80 



Phe Gin Asp Val Glu Ala Gin Ala Ala Thr Cys Asn His Thr Val Met 
85 90 95 
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Ala Leu Met Ala Ser Leu Asp Ala Glu Lys Ala Gin Gly Gin Lys Lys 
100 105 110 



Val Glu Glu Leu Glu Val Thr Thr Leu Asn His Lys Leu Gin Asp Ala 
115 120 125 



Ser Arg Pro Gly Phe Leu Phe Ser Val Ala Pro Pro Leu Gin Thr Arg 
130 135 140 



Leu Arg Arg Glu Asn Gin Val Leu Ser Val Arg lie Ala Asp Lys Lys 
145 150 155 * 160 



Tyr Tyr Pro Ser Ser Gin Asp Ser Ser Ser Ala Ala Ala Pro Gin Leu 
165 170 175 



Leu lie Val Leu Leu Gly Leu Ser Ala Leu Leu Gin 
180 185 



<210> 173 

<211> 78 

<212> PRT 

<213> Homo sapien 

<400> 173 

Met Pro Trp lie Gly Gly Gly Leu He Ala Val Trp Gly Gly Ala He 
1 5 10 4 15 



Asn Gly Gly Gly Ser He Asp Gly Gly Glu Gly Leu Met Asp Gly Trp 
20 25 30 



Gly Gly Ser Ser Asp Gly Gly Gly Ala Trp Gly Arg Ala Trp Ser Gly 
35 40 45 



Ala Ser Ala Cys Cys Leu Gin Ser Ala Leu Ser Pro Ser Ser Gly Pro 
50 55 60 



Leu Gly Thr Ser Trp Lys Val Arg Pro Ala Arg Leu Phe Ala 
65 70 75 



<210> 174 

<211> 116 

<212> PRT 

<213> Homo sapien 

<400> 174 

Met Leu Trp Val Trp Phe His He Thr Ala He Lys Leu Gin Arg Glu 
15 10 15 



WO 2004/053079 



PCT/US2003/038855 



215 



Glu Glu Glu Ala Phe Ala Ser Ser Gin Ser Ser Gin Gly Ala Gin Ser 
20 25 30 



Leu He Phe Ser Lys Phe Glu Gly Lys Lys Thr Asn Lys Lys Thr Arg 
35 40 * 45 



Lys Val Thr Thr Val Lys Lys Ser Ser Val Arg Leu Pro Gly Ser Asp 
50 55 60 



Gin Arg Arg He Leu Lys Trp He Pro Gly Val Cys Leu Glu Thr Ser 
65 70 75 80 



Trp Pro Ala Ser Pro Ser Ala Ala Ser Thr Ser Ser Met Pro Ser Arg 
85 90 95 



Ser Pro Arg Thr Ser Trp Arg Gin Gin Met Thr Ser Ser Pro Pro Ser 
100 105 110 



Ser Thr Leu Phe 
115 



<210> 


175 






<211> 


360 






<212> 


PRT 






<213> 


Homo 


sapien 




<400> 


175 






Met Ala Thr 


Lys Gly Gly Thr Val 


Lys Ala Ala Ser Gly Phe Asn 


1 




5 


10 15 



Met Glu Asp Ala Gin Thr Leu Arg Lys Ala Met Lys Gly Leu Ala Gin 
20 25 30 



Thr Thr Arg Lys Gin Lys He His Gin Thr Phe Met Asn Ser Gin Leu 
35 40 45 



Leu Glu Arg Gin Gly Thr Asn Leu Lys Asn Gin Asn Lys Val Ser Leu 
50 55 60 



Leu Lys Leu Leu Gin Glu Thr Gly Thr Asp Glu Asp Ala He He Ser 
65 70 75 8 0 



Val Leu Ala Tyr Arg Asn Thr Ala Gin Arg Gin Glu He Arg Thr Ala 
85 90 95 
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Tyr Lys Ser Thr lie Gly Arg Asp Leu lie Asp Asp Leu Lys Ser Glu 
100 105 110 



Leu Ser Gly Asn Phe Glu Gin Val lie Val Gly Met Met Thr Pro Thr 
115 120 125 



Val Leu Tyr Asp Val Gin Glu Leu Arg Arg Ala Met Lys Gly Ala Gly 
130 135 . 140 



Thr Asp Glu Gly Cys Leu lie Glu lie Leu Ala Ser Arg Thr Pro Glu 
145 150 155 160 



Glu lie Arg Arg He Ser Gin Thr Tyr Gin Gin Gin Tyr Gly Arg Ser 
165 170 175 



Leu Glu Asp Asp He Arg Ser Asp Thr Ser Phe Met Phe Gin Arg Val 
180 185 190 



Leu Val Ser Leu Ser Ala Gly Gly Arg Asp Glu Gly Asn Tyr Leu Asp 
195 200 205 



Asp Ala Leu Val Arg Gin Asp Ala Gin Asp Leu Tyr Glu Ala Gly Glu 
210 215 220 



Lys Lys Trp Gly Thr Asp Glu Val Lys Phe Leu Thr Val Leu Cys Ser 
225 230 235 240 



Arg Asn Arg Asn His Leu Leu His Val Phe Asp Glu Tyr Lys Arg He 
245 250 * 255 



Ser Gin Lys Asp He Glu Gin Ser He Lys Ser Glu Thr Ser Gly Ser 
260 265 270 



Phe Glu Asp Ala Leu Leu Ala He Val Lys Cys Met Arg Asn Lys Ser 
275 280 285 



Ala Tyr Phe Ala Glu Lys Leu Tyr Lys Ser Met Lys Gly Leu Gly Thr 
290 295 300 



Asp Asp Asn Thr Leu He Arg Val Met Val Ser Arg Ala Glu He Asp 
305 310 315 320 



Met Leu Asp He Arg Ala His Phe Lys Arg Leu Tyr Gly Lys Ser Leu 
325 330 " 335 



Tyr Ser Phe He Lys Gly Asp Thr Ser Gly Asp Tyr Arg Lys Val Leu 
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340 345 350 



Leu Val Leu Cys Gly Gly Asp Asp 
355 360 



<210> 176 

<211> 177 

<212> PRT 

<213> Homo sapien 

<400> 176 



Met Tyr Thr Leu Glu Leu Phe Phe He Cys Phe Ser His Pro Gin Gly 
15 10 15 



Gly Arg Asp Glu Gly Asn Tyr Leu Asp Asp Ala Leu Val Arg Gin Asp 
20 25 30 



Ala Gin Asp Leu Tyr Glu Ala Gly Glu Lys Lys Trp Gly Thr Asp Glu 
35 40 45 



Val Lys Phe Leu Thr Val Leu Cys Ser Arg Asn Arg Asn His Leu Leu 
50 55 60 



His Val Phe Asp Glu Tyr Lys Arg He Ser Gin Lys Asp He Glu Gin 
65 70 75 80 



Ser He Lys Ser Glu Thr Ser Gly Ser Phe Glu Asp Ala Leu Leu Ala 
85 90 95 



He Val Lys Cys Met Arg Asn Lys Ser Ala Tyr Phe Ala Glu Lys Leu 
100 105 110 



Tyr Lys Ser Met Lys Gly Leu Gly Thr Asp Asp Asn Thr Leu He Arg 
115 120 125 



Val Met Val Ser Arg Ala Glu He Asp Met Leu Asp He Arg Ala His 
130 135 140 



Phe Lys Arg Leu Tyr Gly Lys Ser Leu Tyr Ser Phe He Lys Gly Asp 
145 150 155 160 



Thr Ser Gly Asp Tyr Arg Lys Val Leu Leu Val Leu Cys Gly Gly Asp 
165 170 * 175 



Asp 
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<210> 177 
<211> 380 
<212> PRT 
<213> Homo sapien 

<400> 177 

Met Tyr Phe Asp Trp Gly Pro Gly Glu Met Leu Val Cys Glu Thr Ser 
1 5 10 15 



Phe Asn Lys Lys Glu Lys Ser Glu Met Val Pro Ser Cys Pro Phe lie 
20 25 30 



Tyr lie lie Arg Lys Asp Val Asp Val Tyr Ser Gin lie Leu Arg Lys 
35 40 45 



Leu Phe Asn Glu Ser His Gly lie Phe Leu Gly Leu Gin Arg He Asp 
50 55 60 



Glu Glu Leu Thr Gly Lys Ser Arg Lys Ser Gin Leu Val Arg Val Ser 
65 70 75 80 



Lys Asn Tyr Arg Ser Val He Arg Ala Cys Met Glu Glu Met His Gin 
85 90 95 



Val Ala He Ala Ala Lys Asp Pro Ala Asn Gly Arg Gin Phe Ser Ser 
100 ** 105 " 110 



Gin Val Ser He Leu Ser Ala Met Glu Leu He Trp Asn Leu Cys Glu 
115 120 125 



He Leu Phe He Glu Val Ala Pro Ala Gly Pro Leu Leu Leu His Leu 
130 135 140 



Leu Asp Trp Val Arg Leu His Val Cys Glu Val Asp Ser Leu Ser Ala 
145 150 155 160 



Asp Val Leu Gly Ser Glu Asn Pro Ser Lys His Asp Ser Phe Trp Asn 
165 170 175 



Leu Val Thr He Leu Val Leu Gin Gly Arg Leu Asp Glu Ala Arg Gin 
180 185 190 



Met Leu Ser Lys Glu Ala Asp Ala Ser Pro Ala Ser Ala Gly He Cys 
195 200 205 



Arg He Met Gly Asp Leu Met Arg Thr Met Pro He Leu Ser Pro Gly 
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210 215 220 



Asn Thr Gin Thr Leu Thr Glu Leu Glu Leu Lys Trp Gin His Trp His 
225 230 235 240 



Glu Glu Cys Glu Arg Tyr Leu Gin Asp Ser Thr Phe Ala Thr Ser Pro 
245 250 255 



His Leu Glu Ser Leu Leu Lys lie Met Leu Gly Asp Glu Ala Ala Leu 
260 265 270 



Leu Glu Gin Lys Glu Leu Leu Ser Asn Trp Tyr His Phe Leu Val Thr 
275 280 285 



Arg Leu Leu Tyr Ser Asn Pro Thr Val Lys Pro lie Asp Leu His Tyr 
290 295 300 



Tyr Ala Gin Ser Ser Leu Asp Leu Phe Leu Gly Gly Glu Ser Ser Pro 
305 310 315 320 



Glu Pro Leu Asp Asn lie Leu Leu Ala Ala Phe Glu Phe Asp lie His 
325 330 335 



Gin Val lie Lys Glu Cys Arg Asn Lys Thr Asp Leu Ser Arg Arg Ser 
340 345 350 



Leu Leu Asp Ala Gly Ser lie Lys Gly Glu Ser lie Leu Leu Phe Pro 
355 360 365 



Val Ala Glu Glu Lys Glu Lys Tyr His Glu Glu Gly 
370 375 380 



<210> 178 

<211> 394 

<212> PRT 

<213> Homo sapien 

<400> 178 

Glu Leu Arg Leu Leu Ser Tyr Phe Arg Leu Val Cys Phe Pro Ser Gly 
15 10 15 



Arg Glu Ala Leu Val Pro Phe Pro Arg Leu Ser Cys His Phe Ser Gly 
20 25 30 



Gly Arg Ser Val Asn Glu Leu He Pro Gly Val Asn Ser Lys Lys Asn 
35 40 45 
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Gin Met Tyr Phe Asp Trp Gly Pro Gly Glu Met Leu Val Cys Glu Thr 
50 55 60 



Ser Phe Asn Lys Lys Glu Lys Ser Glu Met Val Pro Ser Cys Pro Phe 
65 70 75 80 



lie Tyr lie lie Arg Lys Asp Val Asp Val Tyr Ser Gin lie Leu Arg 
85 90 95 



Lys Leu Phe Asn Glu Ser His Gly lie Phe Leu Gly Leu Gin Arg lie 
100 105 110 



Asp Glu Glu Leu Thr Gly Lys Ser Arg Lys Ser Gin Leu Val Arg Val 
115 120 125 



Ser Lys Asn Tyr Arg Ser Val lie Arg Ala Cys Met Glu Glu Met His 
130 135 140 



Gin Val Ala lie Ala Ala Lys Asp Pro Ala Asn Gly Arg Gin Phe Ser 
145 150 ~ 155 160 



Ser Gin Val Ser lie Leu Ser Ala Met Glu Leu lie Trp Asn Leu Cys 
165 170 175 



Glu lie Leu Phe lie Glu Val Ala Pro Ala Gly Pro Leu Leu Leu His 
180 185 190 



Leu Leu Asp Trp Val Arg Leu His Val Cys Glu Val Asp Ser Leu Ser 
195 200 205 



Ala Asp Val Leu Gly Ser Glu Asn Pro Ser Lys His Asp Ser Phe Trp 
210 215 220 



Asn Leu Val Thr lie Leu Val Leu Gin Gly Arg Leu Asp Glu Ala Arg 
225 230 235 240 



Gin Met Leu Ser Lys Glu Ala Asp Ala Ser Pro Ala Ser Ala Gly He 
245 250 255 



Cys Arg He Met Gly Asp Leu Met Arg Thr Met Pro He Leu Ser Pro 
260 265 270 



Gly Asn Thr Gin Thr Leu Thr Glu Leu Glu Leu Lys Trp Gin His Trp 
275 280 285 
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His Glu Glu Cys Glu Arg Tyr Leu Gin Asp Ser Thr Phe Ala Thr Ser 
290 295 300 



Pro His Leu Glu Ser Leu Leu Lys lie Met Leu Gly Asp Glu Ala Ala 
305 310 315 320 



Leu Leu Glu Gin Lys Glu Leu Leu Ser Asn Trp Tyr His Phe Leu Val 
325 330 335 



Thr Arg Leu Leu Tyr Ser Asn Pro Thr Val Lys Pro lie Asp Leu His 
340 345 350 



Tyr Tyr Ala Gin Ser Ser Leu Asp Leu Phe Leu Gly Gly Glu Ser Ser 
355 360 365 



Pro Glu Pro Leu Asp Asn He Leu Leu Ala Ala Phe Glu Phe Asp He 
370 375 380 



His Gin Val He Lys Glu Cys Ser Phe Leu 
385 390 



<210> 179 

<211> 679 

<212> PRT 

<213> Homo sapien 

<400> 179 

Met Tyr Phe Asp Trp Gly Pro Gly Glu Met Leu Val Cys Glu Thr Ser 
15 10 15 



Phe Asn Lys Lys Glu Lys Ser Glu Met Val Pro Ser Cys Pro Phe He 
20 25 30 



Tyr He He Arg Lys Asp Val Asp Val Tyr Ser Gin He Leu Arg Lys 
35 40 45 



Leu Phe Asn Glu Ser His Gly He Phe Leu Gly Leu Gin Arg He Asp 
50 55 60 



Glu Glu Leu Thr Gly Lys Ser Arg Lys Ser Gin Leu Val Arg Val Ser 
65 70 75 80 



Lys Asn Tyr Arg Ser Val He Arg Ala Cys Met Glu Glu Met His Gin 
85 90 95 



Val Ala He Ala Ala Lys Asp Pro Ala Asn Gly Arg Gin Phe Ser Ser 
100 105 110 
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Gin Val Ser lie Leu Ser Ala Met Glu Leu He Trp Asn Leu Cys Glu 
115 120 125 



He Leu Phe He Glu Val Ala Pro Ala Gly Pro Leu Leu Leu His Leu 
130 135 140 



Leu Asp Trp Val Arg Leu His Val Cys Glu Val Asp Ser Leu Ser Ala 
145 150 155 160 



Asp Val Leu Gly Ser Glu Asn Pro Ser Lys His Asp Ser Phe Trp Asn 
165 170 175 



Leu Val Thr He Leu Val Leu Gin Gly Arg Leu Asp Glu Ala Arg Gin 
180 185 190 



Met Leu Ser Lys Glu Ala Asp Ala Ser Pro Ala Ser Ala Gly He Cys 
195 200 205 



Arg He Met Gly Asp Leu Met Arg Thr Met Pro He Leu Ser Pro Gly 
210 215 220 



Asn Thr Gin Thr Leu Thr Glu Leu Glu Leu Lys Trp Gin His Trp His 
225 230 235 240 



Glu Glu Cys Glu Arg Tyr Leu Gin Asp Ser Thr Phe Ala Thr Ser Pro 
245 250 255 



His Leu Glu Ser Leu Leu Lys He Met Leu Gly Asp Glu Ala Ala Leu 
260 265 270 



Leu Glu Gin Lys Glu Leu Leu Ser Asn Trp Tyr His Phe Leu Val Thr 
275 280 285 



Arg Leu Leu Tyr Ser Asn Pro Thr Val Lys Pro He Asp Leu His Tyr 
290 295 300 



Tyr Ala Gin Ser Ser Leu Asp Leu Phe Leu Gly Gly Glu Ser Ser Pro 
305 310 315 320 



Glu Pro Leu Asp Asn He Leu Leu Ala Ala Phe Glu Phe Asp He His 
325 330 335 



Gin Val He Lys Glu Cys Ser Phe Leu Leu Lys Thr Gly Gin Phe Leu 
340 345 350 
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Ala Val Trp Gin Glu Glu Thr Ala Gly Val His Phe Thr Gly Ser Trp 
355 360 365 



Ala Arg Cys Arg Gin Phe Pro Gly Ala Leu Gin Val Leu Gin Lys Tyr 
370 375 " 380 



Arg Ala Lys Ser He Ala Leu Ser Asn Trp Trp Phe Val Ala His Leu 
385 390 395 400 



Thr Asp Leu Leu Asp His Cys Lys Leu Leu Gin Ser His Asn Leu Tyr 
405 410 415 



Phe Gly Ser Asn Met Arg Glu Phe Leu Leu Leu Glu Tyr Ala Ser Gly 
420 425 430 



Leu Phe Ala His Pro Ser Leu Trp Gin Leu Gly Val Asp Tyr Phe Asp 
435 440 445 



Tyr Cys Pro Glu Leu Gly Arg Val Ser Leu Glu Leu His He Glu Arg 
450 455 460 



He Pro Leu Asn Thr Glu Gin Lys Ala Leu Lys Val Leu Arg He Cys 
465 470 475 480 



Glu Gin Arg Gin Met Thr Glu Gin Val Arg Ser He Cys Lys He Leu 
485 490 495 



Ala Met Lys Ala Val Arg Asn Asn Arg Leu Gly Ser Ala Leu Ser Trp 
500 505 510 



Ser He Arg Ala Lys Asp Ala Ala Phe Ala Thr Leu Val Ser Asp Arg 
515 520 525 



Phe Leu Arg Asp Tyr Cys Glu Arg Gly Cys Phe Ser Asp Leu Asp Leu 
530 535 540 



He Asp Asn Leu Gly Pro Ala Met Met Leu Ser Asp Arg Leu Thr Phe 
545 550 555 560 



Leu Gly Lys Tyr Arg Glu Phe His Arg Met Tyr Gly Glu Lys Arg Phe 
565 570 575 



Ala Asp Ala Ala Ser Leu Leu Leu Ser Leu Met Thr Ser Arg He Ala 
580 585 590 
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Pro Arg Ser Phe Trp Met Thr Leu Leu Thr Asp Ala Leu Pro Leu Leu 
595 600 605 



Glu Gin Lys Gin Val lie Phe Ser Ala Glu Gin Thr Tyr Glu Leu Met 
610 615 620 



Arg Cys Leu Glu Asp Leu Thr Ser Arg Arg Pro Val His Gly Glu Ser 
625 630 ~ 635 640 



Asp Thr Glu Gin Leu Gin Asp Asp Asp lie Glu Thr Thr Lys Val Glu 
645 650 655 



Met Leu Arg Leu Ser Leu Ala Arg Asn Leu Ala Arg Ala lie He Arg 
660 665 670 



Glu Gly Ser Leu Glu Gly Ser 
675 



<210> 


180 


<211> 


72 


<212> 


PRT 


<213> 


Homo i 


<220> 




<221> 


MISC ] 


<222> 


(45) . 


<223> 


X=any 


<400> 


180 



Arg Cys Asn Thr Pro Thr Ser Ser Gin He Lys Phe Gin His He Leu 
15 10 15 



Tyr Ala Ser Val Thr Lys Gin Pro His Asn Leu Val Phe He Val Asp 
20 25 30 



Leu Tyr Arg Met Lys Glu Glu Asn Pro Leu Trp His Xaa Asn Glu Ser 
35 40 45 



Phe Trp Trp Gly Gin Leu Thr Arg Pro Arg Gly Gin Arg Ser Arg Ser 
50 55 60 



Glu Ser Arg Pro Thr Arg Pro Trp 
65 70 



<210> 181 

<211> 77 

<212> PRT 

<213> Homo sapien 



WO 2004/053079 



PCT/US2003/038855 



225 



<400> 181 



Arg Cys Asn Thr Pro Thr Ser Ser Gin lie Lys Phe Gin His lie Leu 
15 10 15 



Tyr Ala Ser Val Thr Lys Gin Pro His Asn Leu Val Phe lie Val Asp 
20 25 30 



Leu Tyr Arg Met Lys Glu Glu Asn Pro Leu Trp His Ala Asn Glu lie 
35 40 45 



Phe Leu Val Gly Thr Ala Asp Glu Ala Thr Arg Ala Glu lie Gin lie 
50 55 60 



Arg lie Glu Ala Asn Glu Ala Leu Val Lys Ala Leu Glu 
65 70 75 



<210> 


182 




<211> 


174 




<212> 


PRT 




<213> 


Homo 


sapien 


<400> 


182 




Ser Lys Cys 


His Val 


1 




5 



10 15 



Tyr Phe Arg Lys Phe He Glu Met Gly Phe He Asp Glu Lys Arg He 
20 25 30 



Ala He Trp Gly Trp Ser Tyr Gly Gly Tyr Val Ser Ser Leu Ala Leu 
35 40 45 



Ala Ser Gly Thr Gly Leu Phe Lys Cys Gly He Ala Val Ala Pro Val 
50 55 60 



Ser Ser Trp Glu Tyr Tyr Ala Ser Val Tyr Thr Glu Arg Phe Met Gly 
65 70 75 80 



Leu Pro Thr Lys Asp Asp Asn Leu Glu His Tyr Lys Asn Ser Thr Val 
85 90 95 



Met Ala Arg Ala Glu Tyr Phe Arg Asn Val Asp Tyr Leu Leu He His 
100 " 105 110 



Gly Thr Ala Asp Asp Asn Val His Phe Gin Asn Ser Ala Gin He Ala 
115 120 125 
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Lys Ala Leu Val Asn Ala Gin Val Asp Phe Gin Ala Met Trp Tyr Ser 
130 135 140 



Asp Gin Asn His Gly Leu Ser Gly Leu Ser Thr Asn His Leu Tyr Thr 
145 150 155 160 



His Met Thr His Phe Leu Lys Gin Cys Phe Ser Leu Ser Asp 
165 170 



<210> 183 

<211> 36 

<212> PRT 

<213> Homo sapien 

<400> 183 

Met Gin Glu Arg Asn Gly Cys Cys Glu lie Pro Leu Arg Asn Tyr lie 
15 10 15 



lie Gin Val Met Lys lie Thr Gin Phe Tyr Phe Gin Arg Arg Thr Asp 
20 25 30 



Glu Lys Gly Leu 
35 



<210> 184 

<211> 215 

<212> PRT 

<213> Homo sapien 

<220> 

<221> MIS COFEATURE 

<222> (207) . . (207) 

<223> X=any amino acid 



<220> 

<221> MI SC_FEATURE 

<222> (211) . . (211) 

<223> X=any amino acid 



<400> 184 

Met Leu Pro Ala Val Gly Ser Ala Asp Glu Glu Glu Asp Pro Ala Glu 
15 10 15 



Glu Asp Cys Pro Glu Leu Val Pro lie Glu Thr Thr Gin Ser Glu Glu 
20 25 30 



Glu Glu Lys Ser Gly Leu Gly Ala Lys lie Pro Val Thr lie lie Thr 
35 40 45 
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Gly Tyr Leu Gly Ala Gly Lys Thr Thr Leu Leu Asn Tyr lie Leu Thr 
50 55 60 



Glu Gin His Ser Lys Arg Val Ala Val lie Leu Asn Glu Phe Gly Glu 
65 70 75 80 



Gly Ser Ala Leu Glu Lys Ser Leu Ala Val Ser Gin Gly Gly Glu Leu 
85 90 95 



Tyr Glu Glu Trp Leu Glu Leu Arg Asn Gly Cys Leu Cys Cys Ser Val 
100 105 110 



Lys Asp Ser Gly Leu Arg Ala lie Glu Asn Leu Met Gin Lys Lys Gly 
115 120 125 



Lys Phe Asp Tyr lie Leu Leu Glu Thr Thr Gly Leu Ala Asp Pro Gly 
130 135 140 



Ala Val Ala Ser Met Phe Trp Val Asp Ala Glu Leu Gly Ser Asp He 
145 150 155 160 



Tyr Leu Asp Gly He He Thr He Val Asp Ser Lys Tyr Gly Leu Lys 
165 170 175 



His Leu Thr Glu Glu Lys Pro Asp Gly Leu He Asn Glu Ala Thr Arg 
180 185 190 



Gin Val Ala Leu Ala Glu He Gly Pro Pro Pro Asn Phe Phe Xaa Pro 
195 200 205 



Phe Ser Xaa Lys Phe Phe Phe 
210 215 



<210> 185 

<211> 133 

<212> PRT 

<213> Homo sapien 

<400> 185 

He Leu Cys He Lys Phe Phe Lys Ser Gin Ser Phe Phe Phe Leu He 
15 10 15 



Asn Trp Met Tyr Phe Thr Glu Phe Pro Thr Ala His Val Ser Phe Leu 
20 25 30 
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Pro Phe Arg Val Asp Leu Ser Asn Val Leu Asp Leu His Ala Phe Asp 
35 40 45 



Ser Leu Ser Gly lie Ser Leu Gin Lys Lys Leu Gin His Val Pro Gly 
50 55 60 



Thr Gin Pro His Leu Asp Gin Ser He Val Thr He Thr Phe Asp Val 
65 70 75 80 



Pro Gly Asn Ala Lys Glu Glu His Leu Asn Met Phe He Gin Asn Leu 
85 90 95 



Leu Trp Glu Lys Asn Val Arg Asn Lys Asp Asn His Cys Met Glu Val 
100 105 110 



He Arg Leu Lys Val Gin Phe Thr Val Ala Asp Phe Trp Thr Lys Ser 
115 120 125 



Phe Ser Trp Leu Leu 
130 



<210> 186 

<211> 953 

<212> PRT 

<213> Homo sapien 

<400> 186 

Met Ser His Arg Gin Val His Asp Asp Leu Asn Lys Leu Leu Lys He 
15 10 15 



Met Leu He Asn Ser Phe Gly Ser Val He He Phe Val Phe He Asn 
20 25 30 



He Leu Ser Gin Phe Ser Ser Phe He Phe He Ser Glu He Ser Met 
35 40 45 



Ser Trp Asn Lys Ser Cys Val Leu He Ser Leu Leu Cys Asn Asn Leu 
50 55 60 



Val Cys Leu Thr Phe Leu Thr Phe He Ser Asn He Cys Phe He Lys 
65 70 75 80 



Asn Asn Lys His Ala Val He Asp Phe Ser Tyr Phe Lys Trp Met Ser 
85 90 95 



Glu Gin Val Thr Lys He Phe Cys Glu Phe Phe Ser Val Trp Cys Leu 
100 105 110 
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Pro Met His Leu Arg lie Trp Gly Leu Ser Glu lie Val Leu Pro Cys 
115 120 125 



Tyr Gly Thr Glu Val Gly Leu Glu Ser Phe Ser Met Lya lie Arg Cys 
130 135 140 



Pro Glu Tyr Glu Phe Leu Leu Leu Gly Pro Glu Ser Tyr lie Lys Tyr 
145 150 155 160 



Ser Leu Lys Phe Leu Glu Ala Thr Ala Pro Ser Leu Ser Ser Val lie 
165 170 175 



Phe Trp Ala Tyr Val Lys He He Thr Gin Ser Pro Val Phe He Asn 
180 185 190 



Cys Phe Phe He Phe Lys Pro Asn Leu Met Leu He Val He Cys Tyr 
195 200 205 



Leu Phe Ser Pro Asp Leu Asn His Trp He Gin Leu Asn Glu Phe Glu 
210 215 220 



Leu Ser Leu Asn Asn Ser Lys Arg Asn Asn Val Tyr Ser Asp Gly Gly 
225 230 235 240 



Asn Phe Leu Ser Thr Cys Ser Pro He Leu Asn Glu Val Lys Ser Asn 
245 " 250 255 



His Val Thr He Arg Val Leu Glu Lys Leu Asn He Leu Tyr He Gly 
260 265 270 



Tyr Leu Thr Pro His Phe Tyr He Thr Cys Tyr He Lys Gly Gly Gly 
275 280 285 



He Lys Glu He Gin Lys Leu Gin Arg Tyr Leu Glu Cys Thr Tyr Leu 
290 295 300 



Leu He Leu Phe Val He Ser Leu Phe His Leu Leu Ser Asn Lys Leu 
305 310 315 320 



Leu Glu Lys Phe Leu Phe Phe Ser Cys Phe Phe Ser Tyr Lys Asn Val 
325 330 335 



Phe Glu Lys Leu He Asn Phe Arg He Glu Lys He He Glu Ser Leu 
340 345 350 
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Lys Lys Thr Tyr Phe lie Glu Val lie Thr Lys lie lie Phe Asn Leu 
355 360 365 



Asp Ser Thr Val lie Gin lie Leu His His Leu Pro Thr Ser Met Asn 
370 375 380 



Phe Met Tyr Lys Phe Phe Lys Ser Gin Ser Phe Phe Phe Leu lie Asn 
385 390 395 400 



Trp Met Tyr Phe Thr Glu Phe Pro Thr Ala His Val Ser Phe Leu Pro 
405 410 415 



Phe Arg Val Asp Leu Ser Asn Val Leu Asp Leu His Ala Phe Asp Ser 
420 425 430 



Leu Ser Gly lie Ser Leu Gin Lys Lys Leu Gin His Val Pro Gly Thr 
435 440 445 



Gin Pro His Leu Asp Gin Ser lie Val Thr lie Thr Phe Asp Val Pro 
450 455 460 



Gly Asn Ala Lys Glu Glu His Leu Asn Met Phe lie Gin Asn Leu Leu 
465 470 475 480 



Trp Glu Lys Asn Val Arg Asn Lys Asp Asn His Cys Met Glu Val lie 
485 490 495 



Arg Leu Lys Val Gin Phe Thr Val Ala Asp Phe Trp Thr Lys Ser Phe 
500 505 510 



Ser Trp Leu Leu Glu Lys Leu Tyr Leu Val Leu Asn Arg Asn Thr Gly 
515 520 525 



Phe Ser Thr Asn His Leu Cys Leu Leu Ser Phe Phe Phe He He Phe 
530 535 540 



Met Thr Glu Lys Glu Leu Trp Lys Ser Leu His Lys Ala Gly Phe He 
545 550 555 ~ 560 



Cys Thr Thr Phe Phe Arg Val Ala Ala Arg Thr Asn Leu Cys Ala Leu 
565 570 575 



Lys Cys Tyr Leu Leu Leu Ser Val Pro Lys Tyr Arg Glu He Met Leu 
580 585 590 



WO 2004/053079 



PCT/US2003/038855 



231 

Gin lie Ser Leu Leu Leu Asn lie Met Leu Pro Asp Ala Phe Glu Gin 
595 600 605 



Thr Leu Asn lie Cys Cys Thr Leu Asn Lys Val Gin Arg Thr Arg Arg 
610 615 620 



lie Leu Val Leu Tyr Leu Glu Thr His Ser His Tyr Leu He Phe Gly 
625 630 635 640 



Tyr Leu Ser His Glu Arg Tyr Phe Phe Tyr Gly Ser Ser Asp Ser Gin 
645 650 655 



Ser Val Cys Leu Thr Ser Gin Leu Ser Val Tyr Ser Cys Val Phe Thr 
660 665 670 



Ser Val His Lys Val Phe Gly Glu He Lys Asn He He Ser Asn Glu 
675 680 685 



He Asn Phe He Pro He Gly Ala Ser Leu Ser Asp Asn Ser Phe Leu 
690 695 700 



He Ser Ala Asn Gin Tyr Thr Met Ser Ser Tyr Ser Asp Lys Tyr Asn 
705 710 715 720 



Ser Phe Ser Leu Phe Gin His Cys Ser Leu He Ala Thr His Phe Tyr 
725 730 735 



Asn Lys Leu Phe Asn He Thr Asn Ser Phe Asn Phe Ser Thr Phe Pro 
740 745 750 



Thr Lys Thr Val Lys His Tyr He Lys Ser Leu Ser He Gly Tyr Asp 
755 760 765 



Thr Tyr Phe He He Leu Phe Gin Val Leu Val Val He Asn Asn Thr 
770 775 780 



Glu Lys Pro Ser He He Tyr Val Leu Thr Leu Ser Leu Glu Lys Gly 
785 790 795 800 



He Val Gin Lys Lys He Asn Thr Gin Lys Pro Phe Leu Lys He Lys 
805 810 815 



Asn He Lys Lys Leu Leu Val He His Lys Tyr Leu Glu Leu Ser Asn 
820 825 830 



Phe Leu Ser Phe Lys Ser Leu Tyr Phe Leu Ser Glu Tyr Gin Tyr He 
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835 840 845 



Asn Pro Leu Thr Leu Met Leu He Ser Ala Phe Lys Phe Glu Leu Arg 
850 855 860 



Leu He Asn Val Gin Ser He Leu Leu Gly Ala Gly Leu Val Ser He 
865 870 875 880 



Lys Asp Lys Ser Gin Gin Val He Val Gin Gly Val His Glu Leu Tyr 
885 890 895 



Asp Leu Glu Glu Thr Pro Val Ser Trp Lys Asp Asp Thr Glu Arg Thr 
900 905 910 



Asn Arg Leu Val Leu He Gly Arg Asn Leu Asp Lys Asp He Leu Lys 
915 920 925 



Gin Leu Phe He Ala Thr Val Thr Glu Thr Glu Lys Gin Trp Thr Thr 
930 935 940 



His Phe Lys Glu Asp Gin Val Cys Thr 
945 950 



<210> 


187 




<211> 


194 




<212> 


PRT 




<213> 


Homo 


sapien 


<400> 


187 




He Leu Cys 


He Lys 


1 




5 



10 15 



Asn Trp Met Tyr Phe Thr Glu Phe Pro Thr Ala His Val Ser Phe Leu 
20 25 30 



Pro Phe Arg Val Asp Leu Ser Asn Val Leu Asp Leu His Ala Phe Asp 
35 40 45 



Ser Leu Ser Gly He Ser Leu Gin Lys Lys Leu Gin His Val Pro Gly 
50 55 60 



Thr Gin Pro His Leu Asp Gin Ser He Val Thr He Thr Phe Asp Val 
65 70 75 80 



Pro Gly Asn Ala Lys Glu Glu His Leu Asn Met Phe He Gin Asn Leu 
85 90 95 
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Leu Trp Glu Lys Asn Val Arg Asn Lys Asp Asn His Cys Met Glu Val 
100 105 110 



He Arg Leu Lys Gly Leu Val Ser He Lys Asp Lys Ser Gin Gin Val 
115 120 125 



He Val Gin Gly Val His Glu Leu Tyr Asp Leu Glu Glu Thr Pro Val 
130 135 140 



Ser Trp Lys Asp Asp Thr Glu Arg Thr Asn Arg Leu Val Leu He Gly 
145 150 155 160 



Arg Asn Leu Asp Lys Asp He Leu Lys Gin Leu Phe He Ala Thr Val 
165 170 175 



Thr Glu Thr Glu Lys Gin Trp Thr Thr His Phe Lys Glu Asp Gin Val 
180 185 190 



Cys Thr 



<210> 188 

<211> 728 

<212> PRT 

<213> Homo sapien 

<400> 188 

Met Arg Leu Ser Asn Arg Gin Pro Gly Ala Leu Arg Leu Thr Ala Gly 
15 10 15 



Ser Leu Val Pro Leu Ser Leu Tyr Leu Arg Asn Ser Phe Phe Gly Ser 
20 25 30 



Thr Ala Glu Ala Leu Gly Glu Trp Leu Cys Leu Leu Trp Gin Arg Leu 
35 40 45 



Glu Val Leu Thr Asp Cys His Lys Tyr Tyr Ala Val Thr Ala Ala Ala 
50 55 60 



Ala Tyr Met His Val Asn Ser Trp Gly He Asn Leu Val Cys He Leu 
65 70 75 80 



Arg Ser His Ser Ser Ala Gly Arg Gly Ser Arg Arg Met Pro Phe Ser 
85 90 ~ 95 



Val Ser Pro Leu Gin Pro Tyr Thr Lys Cys Ala Pro Cys Val Ser Asn 
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100 105 110 



Ser He Val Glu Val Ser Asp Asn Leu Thr Tyr Thr Met Ser His Ser 
115 120 125 



Ser Val Ser Val Leu Phe Leu Leu Val Phe Tyr Asn Ser Phe Leu Leu 
130 135 140 



Asn Phe Ser Pro Leu Tyr Lys Met Ser His Arg Gin Val His Asp Thr 
145 150 155 160 



Tyr Asn Lys Leu Leu Lys He Met Leu He Asn Ser Phe Gly Ser Val 
165 170 175 



He He Phe Val Phe He Asn He Leu Ser Gin Phe Ser Ser Phe He 
180 185 190 



Phe He Ser Glu He Ser Met Ser Trp Asn Lys Ser Cys Val Leu He 
195 200 205 



Ser Leu Leu Cys Asn Asn Leu Val Cys Leu Thr Phe Leu Thr Phe He 
210 215 220 



Ser Asn He Cys Phe He He Glu Gin Lys His Ala Val He Asp Phe 
225 230 235 240 



Ser Tyr Phe Lys Trp Met Ser Glu Gin Val Thr Lys He Phe Cys Glu 
245 250 255 



Phe Phe Ser Val Trp Cys Leu Pro Met His Leu Arg He Gin Gly Leu 
260 265 270 



Ser Glu He Val Leu Pro Cys Tyr Gly Thr Glu Val Gly Leu Glu Ser 
275 280 285 



Phe Ser Met Lys He Arg Cys Pro Glu Tyr Glu Phe Leu Leu Leu Gly 
290 295 300 



Pro Glu Ser Tyr He Lys Tyr Ser Leu Lys Phe Leu Glu Ala Thr Ala 
305 310 315 320 



Pro Ser Leu Ser Ser Val He Phe Trp Ala Tyr Val Lys He He Thr 
325 330 335 



Gin Ser Pro Val Phe He Asn Cys Phe Phe He Phe Lys Pro Asn Leu 
340 345 350 
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Met Leu He Val He Cys Tyr Leu Phe Ser Pro Asp Leu Asn His Trp 
355 360 365 



He Gin Leu Asn Glu Phe Glu Leu Ser Leu Asn Asn Ser Lys Arg Asn 
370 375 380 



Asn Val Tyr Ser Asp Gly Gly Asn Phe Leu Ser Thr Cys Ser Pro He 
385 390 395 400 



Leu Asn Glu Val Lys Ser Asn His Val Thr He Arg Val Leu Glu Lys 
405 410 415 



Leu Asn He Leu Tyr He Gly Tyr Leu Thr Pro His Phe Tyr He Thr 
420 425 430 



Cys Tyr He Lys Gly Gly Gly He Lys Glu He Gin Lys Leu Gin Arg 
435 440 445 



Tyr Leu Glu Cys Thr Tyr Leu Leu He Leu Phe Val He Ser Leu Phe 
450 455 460 



His Leu Leu Ser Asn Lys Leu Leu Glu Lys Phe Leu Phe Phe Ser Cys 
465 470 475 480 



Phe Phe Ser Tyr Lys Asn Val Phe Glu Lys Leu He Asn Phe Arg He 
485 490 495 



Glu Lys He He Glu Ser Leu Lys Lys Thr Tyr Phe He Glu Val He 
500 505 510 



Thr Lys He He Phe Asn Leu Asp Ser Thr Val He Gin He Leu His 
515 520 525 



His Leu Pro Thr Ser Met Asn Phe Met Tyr Lys He Phe Lys Ser Gin 
530 535 540 



Ser Phe Phe Phe Leu He Asn Trp Met Tyr Phe Thr Glu Phe Pro Thr 
545 550 555 560 



Ala His Val Ser Phe Leu Pro Phe Arg Val Asp Leu Ser Asn Val Leu 
565 570 575 



Asp Leu His Ala Phe Asp Ser Leu Ser Gly He Ser Leu Gin Lys Lys 
580 585 590 
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Leu Gin His Val Pro Gly Thr Gin Pro His Leu Asp Gin Ser lie Val 
595 600 605 



Thr lie Thr Phe Asp Val Pro Gly Asn Ala Lys Glu Glu His Leu Asn 
610 615 620 



Met Phe lie Gin Asn Leu Leu Trp Glu Lys Asn Val Arg Asn Lys Asp 
625 630 635 640 



Asn His Cys Met Glu Val He Arg Leu Lys Gly Leu Val Ser He Lys 
645 650 655 



Asp Lys Ser Gin Gin Val He Val Gin Gly Val His Glu Leu Tyr Asp 
660 665 670 



Leu Glu Glu Thr Pro Val Ser Trp Lys Asp Asp Thr Glu Arg Thr Asn 
675 680 685 



Arg Leu Val Leu He Gly Arg Asn Leu Asp Lys Asp He Leu Lys Gin 
690 695 700 



Leu Phe He Ala Thr Val Thr Glu Thr Glu Lys Gin Trp Thr Thr His 
705 710 715 720 



Phe Lys Glu Asp Gin Val Cys Thr 
725 



<210> 189 

<211> 312 

<212> PRT 

<213> Homo sapien 

<400> 189 

Met Ala Glu He Ser Asp Leu Asp Arg Gin He Glu Gin Leu Arg Arg 
15 10 15 



Cys Glu Leu He Lys Glu Ser Glu Val Lys Ala Leu Cys Ala Lys Ala 
20 25 30 



Arg Glu He Leu Val Glu Glu Ser Asn Val Gin Arg Val Asp Ser Pro 
35 40 45 



Val Thr Val Cys Gly Asp He His Gly Gin Phe Tyr Asp Leu Lys Glu 
50 55 60 



Leu Phe Arg Val Gly Gly Asp Val Pro Glu Thr Asn Tyr Leu Phe Met 
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65 70 75 80 



Gly Asp Phe Val Asp Arg Gly Phe Tyr Ser Val Glu Thr Phe Leu Leu 
85 90 95 



Leu Leu Ala Leu Lys Val Arg Tyr Pro Asp Arg lie Thr Leu lie Arg 
100 105 110 



Gly Asn His Glu Ser Arg Gin lie Thr Gin Val Tyr Gly Phe Tyr Asp 
115 120 125 



Glu Cys Leu Arg Lys Tyr Gly Ser Val Thr Val Trp Arg Tyr Cys Thr 
130 135 140 



Glu lie Phe Asp Tyr Leu Ser Leu Ser Ala lie lie Asp Gly Lys He 
145 150 155 160 



Phe Cys Val His Gly Gly Leu Ser Pro Ser He Gin Thr Leu Asp Gin 
165 170 175 



He Arg Thr He Asp Arg Lys Gin Glu Val Pro His Asp Gly Pro Met 
180 185 190 



Cys Asp Leu Leu Trp Ser Asp Pro Glu Asp Thr Thr Gly Trp Gly Val 
195 200 205 



Ser Pro Arg Gly Ala Gly Tyr Leu Phe Gly Ser Asp Val Val Ala Gin 
210 215 220 



Phe Asn Ala Ala Asn Asp He Asp Met He Cys Arg Ala His Gin Leu 
225 230 235 240 



Val Met Glu Gly Tyr Lys Trp His Phe Asn Glu Thr Val Leu Thr Val 
245 250 255 



Trp Ser Ala Pro Asn Tyr Cys Tyr Arg Cys Gly Asn Val Ala Ala He 
260 265 270 



Leu Glu Leu Asp Glu His Leu Gin Lys Asp Phe He He Phe Glu Ala 
275 280 285 



Ala Pro Gin Glu Thr Arg Gly Asn Pro Ala Arg Pro Leu Pro Pro Pro 
290 295 300 



Thr Leu Leu Ala Leu Ala Pro Leu 
305 310 
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<210> 190 

<211> 182 

<212> PRT 

<213> Homo sapien 

<400> 190 

Met Gin Pro Leu Leu His Ser His Ser Gly Pro Pro Cys Asp Asn Thr 
15 10 15 



Gly Cys Pro Ser Val Ser Gly Ser Ala Pro Phe Thr Leu Met Cys Cys 
20 25 30 



Leu Asp Gly Asp Cys Met lie Thr Val lie Met Arg Gly Pro Gin Ala 
35 40 45 



Leu Gly Val Leu Ser Pro Leu Glu Leu lie Cys Pro Tyr lie Cys Cys 
50 55 60 



Pro Gly Pro Arg His Pro Thr Asp His lie Gin Ala Pro Cys Ser Gly 
65 70 75 80 



Pro Thr Gly Leu Trp Trp Thr Trp Gly Gly Ala Arg Leu Leu Thr Leu 
85 90 95 



Lys Gly Gin Arg Trp Gin Pro Glu Lys Pro Glu Asp lie Pro Leu His 
100 105 110 



Pro Ser Leu Ser Ala Ser Asp Thr Thr Gly Trp Gly Val Ser Pro Arg 
115 120 125 



Gly Ala Gly Tyr Leu Phe Gly Ser Asp Val Val Ala Gin Phe Asn Ala 
130 135 140 



Ala Asn Asp lie Asp Met lie Cys Arg Ala His Gin Leu Val Met Glu 
145 150 155 160 



Gly Tyr Lys Trp His Phe Asn Glu Thr Val Leu Thr Val Trp Ser Ala 
165 170 175 



Pro Asn Tyr Cys Tyr Arg 
180 



<210> 191 

<211> 293 

<212> PRT 

<213> Homo sapien 
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<400> 191 



Val Pro Ser Gin Ala Leu Gly Ser Gly Ser Arg Arg His Arg Cys Pro 
15 10 15 



Gly Arg Arg Ala Ser Cys Leu Pro Pro Arg Pro Pro Arg Cys Trp Pro 
20 25 30 



Pro Gly Arg Val Ala Ala Met Leu Leu Pro Trp Ala Thr Ser Ala Pro 
35 40 45 



Gly Leu Ala Trp Gly Pro Leu Val Leu Gly Leu Phe Gly Leu Leu Ala 
50 - go 



Ala Ser Gin Pro Gin Ala Val Pro Pro Tyr Ala Ser Glu Asn Gin Thr 
65 70 ' 75 80 



Cys Arg Asp Gin Glu Lys Glu Tyr Tyr Glu Pro Gin His Arg lie Cys 
85 90 95 



Cys Ser Arg Cys Pro Pro Gly Thr Tyr Val Ser Ala Lys Cys Ser Arg 
100 105 110 



lie Arg Asp Thr Val Cys Ala Thr Cys Ala Glu Asn Ser Tyr Asn Glu 
115 120 125 



His Trp Asn Tyr Leu Thr lie Cys Gin Leu Cys Arg Pro Cys Asp Pro 
130 135 140 



Val Met Gly Leu Glu Glu lie Ala Pro Cys Thr Ser Lys Arg Lys Thr 
145 150 155 160 



Gin Cys Arg Cys Gin Pro Gly Met Phe Cys Ala Ala Trp Ala Leu Glu 
165 170 175 



Cys Thr His Cys Glu Leu Leu Ser Asp Cys Pro Pro Gly Thr Glu Ala 
180 185 190 



Glu Leu Lys Asp Glu Val Gly Lys Gly Asn Asn His Cys Val Pro Cys 
195 200 205 



Lys Ala Gly His Phe Gin Asn Thr Ser Ser Pro Ser Ala Arg Cys Gin 
210 215 220 



Pro His Thr Arg Cys Glu Asn Gin Gly Leu Val Glu Ala Ala Pro Gly 
225 230 235 240 
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Thr Ala Gin Ser Asp Thr Thr Cys Lys Asn Pro Leu Glu Pro Leu Pro 
245 250 255 



Pro Glu Met Ser Glu Pro Ala Leu Ser Lys Gly Val Glu Asn Leu Gin 
260 265 270 



Ala Leu Leu Tyr Gin Ala Ala Thr Gly Ser Ser Glu Ala Ser Phe Pro 
275 280 285 



Thr Leu Ser Pro Leu 
290 



<210> 192 

<211> 635 

<212> PRT 

<213> Homo sapien 

<400> 192 

Met Leu Leu Pro Trp Ala Thr Ser Ala Pro Gly Leu Ala Trp Gly Pro 
15 10 15 



Leu Val Leu Gly Leu Phe Gly Leu Leu Ala Ala Ser Gin Pro Gin Ala 
20 25 30 



Val Pro Pro Tyr Ala Ser Glu Asn Gin Thr Cys Arg Asp Gin Glu Lys 
35 40 45 



Glu Tyr Tyr Glu Pro Gin His Arg lie Cys Cys Ser Arg Cys Pro Pro 
50 55 60 



Gly Thr Tyr Val Ser Ala Lys Cys Ser Arg lie Arg Asp Thr Val Cys 
65 70 75 80 



Ala Thr Cys Ala Glu Asn Ser Tyr Asn Glu His Trp Asn Tyr Leu Thr 
85 90 95 



lie Cys Gin Leu Cys Arg Pro Cys Asp Pro Val Met Gly Leu Glu Glu 
100 105 110 



lie Ala Pro Cys Thr Ser Lys Arg Lys Thr Gin Cys Arg Cys Gin Pro 
115 120 125 



Gly Met Phe Cys Ala Ala Trp Ala Leu Glu Cys Thr His Cys Glu Leu 
130 135 140 
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Leu Ser Asp Cys Pro Pro Gly Thr Glu Ala Glu Leu Lys Asp Glu Val 
145 150 155 160 



Gly Lys Gly Asn Asn His Cys Val Pro Cys Lys Ala Gly His Phe Gin 
165 170 175 



Asn Thr Ser Ser Pro Ser Ala Arg Cys Gin Pro His Thr Arg Cys Glu 
180 185 190 



Asn Gin Gly Leu Val Glu Ala Ala Pro Gly Thr Ala Gin Ser Asp Thr 
195 200 205 



Thr Cys Lys Asn Pro Leu Glu Pro Leu Pro Pro Glu Met Ser Glu Pro 
210 215 220 



Ala Leu Ser Lys Gly Val Glu Asn Leu Gin Ala Leu Leu Tyr Gin Ala 
225 230 235 240 



Ala Thr Gly Ser Ser Glu Ala Ser Phe Pro Thr Leu Ser Pro Leu Tyr 
245 250 255 



Thr Pro Pro Gin Val Gin Val Gin Gin Gly Asn Pro Glu Leu Leu Tyr 
260 265 270 



Ser Ser Pro Ser Val Gin Trp Leu Arg Pro Gin Lys Cys Gly Ser Ser 
275 280 285 



Leu Cys Leu Phe Thr Thr Pro Ser Pro Thr Leu Pro Tyr Cys Leu Pro 
290 295 300 



lie Pro Leu Pro Asp Leu Glu Asn Gin Leu Pro Lys Leu Pro Ser Cys 
305 310 315 320 



Thr His Lys Pro Ala Gin Ser Trp Ser Leu Ser Arg Arg Ala Pro Thr 
325 330 335 



Pro Pro Pro Asn Met Pro lie His Asp Thr Val Ser Pro Gly Cys Gin 
340 345 350 



Glu Val Leu Lys Ser Asn Leu Val Pro Leu Leu Tyr Asn Pro Arg Glu 
355 " 360 365 



Val Ser Leu lie Leu Pro Leu Gly Ala Ala Leu Cys Leu Glu Gly Lys 
370 375 380 



Lys Leu Leu Pro Phe Leu Cys Leu Gly Cys Pro Gly lie Trp Lys Ala 
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385 390 395 400 



Leu Pro Ser Pro Pro Pro Ser Ala Leu Leu Gly Ala Val He Thr Leu 
405 410 415 



Leu Ser Ala Val Leu Ala Gly Thr Met Leu Met Leu Ala Val Leu Leu 
420 425 430 



Pro Leu Ala Phe Phe Leu Leu Leu Ala Thr Val Phe Ser Cys He Trp 
435 440 445 



Lys Ser His Pro Ser Leu Cys Arg Lys Leu Gly Ser Leu Leu Lys Arg 
450 455 460 



Arg Pro Gin Gly Glu Gly Pro Asn Pro Val Ala Gly Ser Trp Glu Pro 
465 470 475 480 



Pro Lys Ala His Pro Tyr Phe Pro Asp Leu Val Gin Pro Leu Leu Pro 
485 490 495 



He Ser Gly Asp Val Ser Pro Val Ser Thr Gly Leu Pro Ala Ala Pro 
500 505 510 



Val Leu Glu Ala Gly Val Pro Gin Gin Gin Ser Pro Leu Asp Leu Thr 
515 " 520 525 



Arg Glu Pro Gin Leu Glu Pro Gly Glu Gin Ser Gin Val Ala His Gly 
530 535 540 



Thr Asn Gly He His Val Thr Gly Gly Ser Met Thr He Thr Gly Asn 
545 550 555 560 



He Tyr He Tyr Asn Gly Pro Val Leu Gly Gly Pro Pro Gly Pro Gly 
565 570 575 



Asp Leu Pro Ala Thr Pro Glu Pro Pro Tyr Pro He Pro Glu Glu Gly 
580 585 590 



Asp Pro Gly Pro Pro Gly Leu Ser Thr Pro His Gin Glu Asp Gly Lys 
595 600 605 



Ala Trp His Leu Ala Glu Thr Glu His Cys Gly Ala Thr Pro Ser Asn 
610 615 620 



Arg Gly Pro Arg Asn Gin Phe He Thr His Asp 
625 630 635 
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<210> 193 

<211> 166 

<212> PRT 

<213> Homo sapien 

<400> 193 

Met Leu Leu Pro Trp Ala Thr Ser Ala Pro Gly Leu Ala Trp Gly Pro 
15 10 15 



Leu Val Leu Gly Leu Phe Gly Leu Leu Ala Ala Ser Gin Pro Gin Ala 
20 25 30 



Val Pro Pro Tyr Ala Ser Glu Asn Gin Thr Cys Arg Asp Gin Glu Lys 
35 40 45 



Glu Tyr Tyr Glu Pro Gin His Arg lie Cys Cys Ser Arg Cys Pro Pro 
50 55 * ~ 60 



Gly Thr Tyr Val Ser Ala Lys Cys Ser Arg lie Arg Asp Thr Val Cys 
65 70 75 80 



Ala Thr Cys Ala Glu Asn Ser Tyr Asn Glu His Trp Asn Tyr Leu Thr 
85 90 95 



lie Cys Gin Leu Cys Arg Pro Cys Asp Pro Val Met Gly Leu Glu Glu 
100 ~ 105 110 



lie Ala Pro Cys Thr Ser Lys Arg Lys Thr Gin Cys Arg Cys Gin Pro 
115 120 125 



Gly Met Phe Cys Ala Ala Trp Ala Leu Glu Cys Thr His Cys Glu Leu 
130 135 140 



Leu Ser Asp Cys Pro Pro Gly Thr Glu Ala Glu Leu Lys Gly Gin Arg 
145 150 155 160 



Ser Leu Arg Gly Trp Met 
165 



<210> 194 

<211> 305 

<212> PRT 

<213> Homo sapien 

<400> 194 



Gly Leu Lys Glu Thr His Arg Pro Ala Lys Gly Pro Ser Leu Leu Pro 
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10 15 



lie His Pro Gly Trp Pro Ala Phe Leu Leu Pro Asp Glu Val Gly Lys 
20 25 30 



Gly Asn Asn His Cys Val Pro Cys Lys Ala Gly His Phe Gin Asn Thr 
35 40 45 



Ser Ser Pro Ser Ala Arg Cys Gin Pro His Thr Arg Cys Glu Asn Gin 
50 55 60 



Gly Leu Val Glu Ala Ala Pro Gly Thr Ala Gin Ser Asp Thr Thr Cys 
65 70 75 80 



Lys Asn Pro Leu Glu Pro Leu Pro Pro Glu Met Ser Gly Thr Met Leu 
85 90 95 



Met Leu Ala Val Leu Leu Pro Leu Ala Phe Phe Leu Leu Leu Ala Thr 
100 105 110 



Val Phe Ser Cys lie Trp Lys Ser His Pro Ser Leu Cys Arg Lys Leu 
115 120 125 



Gly Ser Leu Leu Lys Arg Arg Pro Gin Gly Glu Gly Pro Asn Pro Val 
130 135 140 



Ala Gly Ser Trp Glu Pro Pro Lys Ala His Pro Tyr Phe Pro Asp Leu 
145 150 155 160 



Val Gin Pro Leu Leu Pro He Ser Gly Asp Val Ser Pro Val Ser Thr 
165 170 175 



Gly Leu Pro Ala Ala Pro Val Leu Glu Ala Gly Val Pro Gin Gin Gin 
180 185 190 



Ser Pro Leu Asp Leu Thr Arg Glu Pro Gin Leu Glu Pro Gly Glu Gin 
195 200 205 



Ser Gin Val Ala His Gly Thr Asn Gly He His Val Thr Gly Gly Ser 
210 215 220 



Met Thr He Thr Gly Asn He Tyr He Tyr Asn Gly Pro Val Leu Gly 
225 230 235 240 



Gly Pro Pro Gly Pro Gly Asp Leu Pro Ala Thr Pro Glu Pro Pro Tyr 
245 250 255 
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245 



PCT/US2003/038855 



Pro lie Pro Glu Glu Gly Asp Pro Gly Pro Pro Gly Leu Ser Thr Pro 
260 265 270 



His Gin Glu Asp Gly Lys Ala Trp His Leu Ala Glu Thr Glu His Cys 
275 280 285 



Gly Ala Thr Pro Ser Asn Arg Gly Pro Arg Asn Gin Phe lie Thr His 
290 295 300 



Asp 
305 



<210> 195 

<211> 194 

<212> PRT 

<213> Homo sapien 

<400> 195 

Lys Lys Arg Glu Gly Gly Arg Glu Lys Lys Gly Ser Gly Ala Leu lie 
1 5 10 15 



lie Val Trp Val Ser lie Ser Phe Leu Gin Gly Glu Gly Pro Asn Pro 
20 25 " 30 



Val Ala Gly Ser Trp Glu Pro Pro Lys Ala His Pro Tyr Phe Pro Asp 
35 40 45 



Leu Val Gin Pro Leu Leu Pro lie Ser Gly Asp Val Ser Pro Val Ser 
50 55 60 



Thr Gly Leu Pro Ala Ala Pro Val Leu Glu Ala Gly Val Pro Gin Gin 
65 70 75 80 



Gin Ser Pro Leu Asp Leu Thr Arg Glu Pro Gin Leu Glu Pro Gly Glu 
85 90 95 



Gin Ser Gin Val Ala His Gly Thr Asn Gly He His Val Thr Gly Gly 
100 105 110 



Ser Met Thr He Thr Gly Asn He Tyr He Tyr Asn Gly Pro Val Leu 
115 120 125 



Gly Gly Pro Pro Gly Pro Gly Asp Leu Pro Ala Thr Pro Glu Pro Pro 
130 135 140 
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Tyr Pro He Pro Glu Glu Gly Asp Pro Gly Pro Pro Gly Leu Ser Thr 
145 150 ' 155 160 



Pro His Gin Glu Asp Gly Lys Ala Trp His Leu Ala Glu Thr Glu His 
165 170 175 



Cys Gly Ala Thr Pro Ser Asn Arg Gly Pro Arg Asn Gin Phe He Thr 
180 185 190 



His Asp 



<210> 196 

<211> 241 

<212> PRT 

<213> Homo sapien 

<400> 196 

Met Ala Thr Gly Leu Ser Glu His His Asn Met Val Trp Glu Val Lys 
15 10 15 



Thr Asn Gin Met Pro Asn Ala Val Gin Lys Leu Leu Leu Val Met Asp 
20 25 30 



Lys Arg Ala Ser Gly Met Asn Asp Ser Leu Glu Leu Leu Gin Cys Asn 
35 40 45 



Glu Asn Leu Pro Ser Ser Pro Gly Tyr Asn Ser Cys Asp Glu His Met 
50 55 60 



Glu Leu Asp Asp Leu Pro Glu Leu Gin Ala Val Gin Ser Asp Pro Thr 
65 70 75 80 



Gin Ser Gly Met Tyr Gin Leu Ser Ser Asp Val Ser His Gin Glu Tyr 
85 90 95 



Pro Arg Ser Ser Trp Asn Gin Asn Thr Ser Asp He Pro Glu Thr Thr 
100 105 110 



Tyr Arg Glu Asn Glu Val Asp Trp Leu Thr Glu Leu Ala Asn He Ala 
115 120 125 



Thr Ser Pro Gin Ser Pro Leu Met Gin Cys Ser Phe Tyr Asn Arg Ser 
13 0 135 140 



Ser Pro Val His He He Ala Thr Ser Lys Ser Leu His Ser Tyr Ala 
145 150 155 160 
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Arg Pro Pro Pro Val Ser Ser Ser Ser Lys Ser Glu Pro Ala Phe Pro 
165 170 175 



His His His Trp Lys Glu Glu Thr Pro Val Arg His Glu Arg Ala Asn 
180 185 190 



Ser Glu Ser Glu Ser Gly lie Phe Cys Met Ser Ser Leu Ser Asp Asp 
195 200 205 



Asp Asp Leu Gly Trp Cys Asn Ser Trp Pro Ser Thr Val Trp His Cys 
210 215 220 



Phe Leu Lys Ala Met Thr Ser His Leu Trp lie Leu Leu Gin Phe Met 
225 230 235 240 



Cys 



<210> 197 

<211> 261 

<212> PRT 

<213> Homo sapien 

<400> 197 

Met Thr Gly Leu Ala Leu Leu Tyr Ser Gly Val Phe Val Ala Phe Trp 
1 5 10 15 



Ala Cys Ala Leu Ala Val Gly Val Cys Tyr Thr lie Phe Asp Leu Gly 
20 25 30 



Phe Arg Phe Asp Val Ala Trp Phe Leu Thr Glu Thr Ser Pro Phe Met 
35 40 45 



Trp Ser Asn Leu Gly He Gly Leu Ala He Ser Leu Ser Val Val Gly 
50 55 60 



Ala Ala Trp Gly He Tyr He Thr Gly Ser Ser He He Gly Gly Gly 
65 70 75 ~ 80 



Val Lys Ala Pro Arg He Lys Thr Lys Asn Leu Val Ser He He Phe 
85 90 95 



Cys Glu Ala Val Ala He Tyr Gly He He Met Ala He Val He Ser 
100 105 110 
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Asn Met Ala Glu Pro Phe Ser Ala Thr Asp Pro Lys Ala lie Gly His 
115 120 125 



Arg Asn Tyr His Ala Gly Tyr Ser Met Phe Gly Ala Gly Leu Thr Val 
130 135 140 



Gly Leu Ser Asn Leu Phe Cys Gly Val Cys Val Gly lie Val Gly Ser 
145 150 155 160 



Gly Ala Ala Leu Ala Asp Ala Gin Asn Pro Ser Leu Phe Val Lys lie 
165 170 175 



Leu lie Val Glu lie Phe Gly Ser Ala lie Gly Leu Phe Gly Val lie 
180 185 190 



Val Ala lie Leu Gin Val Met Asn Pro Leu Gly Lys Pro Leu Cys Pro 
195 200 205 



Cys Pro Gin Pro Ser Leu Thr Leu Leu Leu Glu Lys Leu Lys Cys Ser 
210 215 220 



Pro Ser Leu Pro lie Thr lie Asp Ser Pro Lys Gin Leu Pro Pro Pro 
225 230 235 240 



His Phe His Leu Leu Val Phe Ser Tyr Arg Gly Ser Leu Phe Leu Ser 
245 250 255 



Leu lie Trp Cys His 
260 



<210> 198 

<211> 499 

<212> PRT 

<213> Homo sapien 

<400> 198 

Met Ala Pro Ala Arg Thr Met Ala Arg Ala Arg Leu Ala Pro Ala Gly 
15 10 15 



lie Pro Ala Val Ala Leu Trp Leu Leu Cys Thr Leu Gly Leu Gin Gly 
20 25 30 



Thr Gin Ala Gly Pro Pro Pro Ala Pro Pro Gly Leu Pro Ala Gly Ala 
35 40 45 



Asp Cys Leu Asn Ser Phe Thr Ala Gly Val Pro Gly Phe Val Leu Asp 
50 55 * 60 
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Thr Asn Ala Ser Val Ser Asn Gly Ala Thr Phe Leu Glu Ser Pro Thr 
65 70 75 80 



Val Arg Arg Gly Trp Asp Cys Val Arg Ala Cys Cys Thr Thr Gin Asn 
85 90 95 



Cys Asn Leu Ala Leu Val Glu Leu Gin Pro Asp Arg Gly Glu Asp Ala 
100 105 110 



lie Ala Ala Cys Phe Leu lie Asn Cys Leu Tyr Glu Gin Asn Phe Val 
115 120 125 



Cys Lys Phe Ala Pro Arg Glu Gly Phe He Asn Tyr Leu Thr Arg Glu 
130 135 140 



Val Tyr Arg Ser Tyr Arg Gin Leu Arg Thr Gin Gly Phe Gly Gly Ser 
145 150 155 160 



Gly He Pro Lys Ala Trp Ala Gly He Asp Leu Lys Val Gin Pro Gin 
165 170 175 



Glu Pro Leu Val Leu Lys Asp Val Glu Asn Thr Asp Trp Arg Leu Leu 
180 185 190 



Arg Gly Asp Thr Asp Val Arg Val Glu Arg Lys Asp Pro Asn Gin Val 
195 200 205 



Glu Leu Trp Gly Leu Lys Glu Gly Thr Tyr Leu Phe Gin Leu Thr Val 
210 215 220 



Thr Ser Ser Asp His Pro Glu Asp Thr Ala Asn Val Thr Val Thr Val 
225 230 235 240 



Leu Ser Thr Lys Gin Thr Glu Asp Tyr Cys Leu Ala Ser Asn Lys Val 
245 250 255 



Gly Arg Cys Arg Gly Ser Phe Pro Arg Trp Tyr Tyr Asp Pro Thr Glu 
260 265 270 



Gin He Cys Lys Ser Phe Val Tyr Gly Gly Cys Leu Gly Asn Lys Asn 
275 280 285 



Asn Tyr Leu Arg Glu Glu Glu Cys He Leu Ala Cys Arg Gly Val Gin 
290 295 300 
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Gly Gly Pro Leu Arg Gly Ser Ser Gly Ala Gin Ala Thr Phe Pro Gin 
305 310 315 320 



Gly Pro Ser Met Glu Arg Arg His Pro Val Cys Ser Gly Thr Cys Gin 
325 330 335 



Pro Thr Gin Phe Arg Cys Ser Asn Gly Cys Cys He Asp Ser Phe Leu 
340 345 350 



Glu Cys Asp Asp Thr Pro Asn Cys Pro Asp Ala Ser Asp Glu Ala Ala 
355 360 365 



Cys Glu Lys Tyr Thr Ser Gly Phe Asp Glu Leu Gin Arg He His Phe 
370 375 380 



Pro Ser Asp Lys Gly His Cys Val Asp Leu Pro Asp Thr Gly Leu Cys 
385 390 395 400 



Lys Glu Ser He Pro Arg Trp Tyr Tyr Asn Pro Phe Ser Glu His Cys 
405 410 415 



Ala Arg Phe Thr Tyr Gly Gly Cys Tyr Gly Asn Lys Asn Asn Phe Glu 
420 425 430 



Glu Glu Gin Gin Cys Leu Glu Ser Cys Arg Gly He Ser Ser Glu Trp 
435 440 445 



Ala Ser Glu Arg Val Gly Met Tyr Gly Gly Arg Leu Ser Gin Trp Pro 
450 455 460 



Pro Leu Cys Pro Gin Ala Phe Gly Ser His Pro Ser He Leu Arg Ala 
465 470 475 480 



Pro Gly Val Gly Val Gly Glu Asp Ala Ser Val Arg Ser Gly Ala Leu 
485 490 495 



Gly Ser Ser 



<210> 199 

<211> 344 

<212> PRT 

<213> Homo sapien 

<400> 199 



Met Ala Pro Ala Arg Thr Met Ala Arg Ala Arg Leu Ala Pro Ala Gly 
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10 15 



lie Pro Ala Val Ala Leu Trp Leu Leu Cys Thr Leu Gly Leu Gin Gly 
20 25 30 



Thr Gin Ala Gly Pro Pro Pro Ala Pro Pro Gly Leu Pro Ala Gly Ala 
35 40 45 



Asp Cys Leu Asn Ser Phe Thr Ala Gly Val Pro Gly Phe Val Leu Asp 
50 55 60 



Thr Asn Ala Ser Val Ser Asn Gly Ala Thr Phe Leu Glu Ser Pro Thr 
65 70 75 80 



Val Arg Arg Gly Trp Asp Cys Val Arg Ala Cys Cys Thr Thr Gin Asn 
85 90 95 



Cys Asn Leu Ala Leu Val Glu Leu Gin Pro Asp Arg Gly Glu Asp Ala 
100 105 110 



lie Ala Ala Cys Phe Leu lie Asn Cys Leu Tyr Glu Gin Asn Phe Val 
115 120 125 



Cys Lys Phe Ala Pro Arg Glu Gly Phe lie Asn Tyr Leu Thr Arg Glu 
130 135 140 



Val Tyr Arg Ser Tyr Arg Gin Leu Arg Thr Gin Gly Phe Gly Gly Ser 
145 150 155 ~ 160 



Gly lie Pro Lys Ala Trp Ala Gly lie Asp Leu Lys Val Gin Pro Gin 
165 170 175 



Glu Pro Leu Val Leu Lys Asp Val Glu Asn Thr Asp Trp Arg Leu Leu 
180 185 190 



Arg Gly Asp Thr Asp Val Arg Val Glu Arg Lys Asp Pro Asn Gin Val 
195 200 205 



Glu Leu Trp Gly Leu Lys Glu Gly Thr Tyr Leu Phe Gin Leu Thr Val 
210 215 220 



Thr Ser Ser Asp His Pro Glu Asp Thr Ala Asn Val Thr Val Thr Val 
225 230 235 240 



Leu Ser Thr Lys Gin Thr Glu Asp Tyr Cys Leu Ala Ser Asn Lys Val 
245 250 255 
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Gly Arg Cys Arg Gly Ser Phe Pro Arg Trp Tyr Tyr Asp Pro Thr Glu 
260 265 270 



Gin lie Cys Lys Ser Phe Val Tyr Gly Gly Cys Leu Gly Asn Lys Asn 
275 280 285 



Asn Tyr Leu Arg Glu Glu Glu Cys lie Leu Ala Cys Arg Gly Val Gin 
290 295 300 



Gly Gly Pro Leu Arg Gly Ser Ser Gly Ala Gin Ala Thr Phe Pro Gin 
305 310 ^ 315 320 



Gly Pro Ser Met Glu Arg Arg His Pro Gly Gly Leu Tyr Ser Pro Pro 
325 330 335 



His Pro Pro Ser Pro Pro His Leu 
340 



<210> 200 

<211> 479 

<212> PRT 

<213> Homo sapien 

<400> 200 

Arg Asn Gin Gly Glu Lys Ala Ala Glu Pro Gin Leu Ser Glu His Arg 
15 10 15 



Val Gly Ser Arg Asp Pro Ser Arg Ala Gly Ser Trp Asp Arg Asn Leu 
20 25 30 



Gly Gly Pro Gly Pro Thr Gin Leu Thr Cys Ala Gly His Gin His Pro 
35 40 45 



Arg Asn Pro Glu Ala Arg Ala Leu Lys Val Thr Pro Leu Gly Arg Lys 
50 55 60 



Ala Met Ala Pro Ala Arg Thr Met Ala Arg Ala Arg Leu Ala Pro Ala 
65 70 75 80 



Gly lie Pro Ala Val Ala Leu Trp Leu Leu Cys Thr Leu Gly Leu Gin 
85 90 95 



Gly Thr Gin Ala Gly Pro Pro Pro Ala Pro Pro Gly Leu Pro Ala Gly 
100 105 110 
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Ala Asp Cys Leu Asn Ser Phe Thr Ala Gly Val Pro Gly Phe Val Leu 
115 120 " 125 

Asp Thr Asn Ala Ser Val Ser Asn Gly Ala Thr Phe Leu Glu Ser Pro 
130 135 140 

Thr Val Arg Arg Gly Trp Asp Cys Val Arg Ala Cys Cys Thr Thr Gin 
145 150 155 160 

Asn Cys Asn Leu Ala Leu Val Glu Leu Gin Pro Asp Arg Gly Glu Asp 
165 170 175 

Ala lie Ala Ala Cys Phe Leu lie Asn Cys Leu Tyr Glu Gin Asn Phe 
180 185 190 

Val Cys Lys Phe Ala Pro Arg Glu Gly Phe lie Asn Tyr Leu Thr Arg 
195 200 205 

Glu Val Tyr Arg Ser Tyr Arg Gin Leu Arg Thr Gin Gly Phe Gly Gly 
210 215 220 

Ser Gly lie Pro Lys Ala Trp Ala Gly lie Asp Leu Lys Val Gin Pro 
225 230 235 240 

Gin Glu Pro Leu Val Leu Lys Asp Val Glu Asn Thr Asp Trp Arg Leu 
245 250 255 

Leu Arg Gly Asp Thr Asp Val Arg Val Glu Arg Lys Asp Pro Asn Gin 
260 265 270 

Val Glu Leu Trp Gly Leu Lys Glu Gly Thr Tyr Leu Phe Gin Leu Thr 
275 280 285 

Val Thr Ser Ser Asp His Pro Glu Asp Thr Ala Asn Val Thr Val Thr 
290 295 300 

Val Leu Ser Thr Lys Gin Thr Glu Asp Tyr Cys Leu Ala Ser Asn Lys 
305 310 315 320 

Val Gly Arg Cys Arg Gly Ser Phe Pro Arg Trp Tyr Tyr Asp Pro Thr 
325 330 335 

Glu Gin lie Cys Lys Ser Phe Val Tyr Gly Gly Cys Leu Gly Asn Lys 
340 345 " 350 



Asn Asn Tyr Leu Arg Glu Glu Glu Cys lie Leu Ala Cys Arg Gly Val 
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355 360 365 



Gin Gly Gly Pro Leu Arg Gly Ser Ser Gly Ala Gin Ala Thr Phe Pro 
370 375 380 



Gin Gly Pro Ser Met Glu Arg Arg His Pro Val Cys Ser Gly Thr Cys 
385 390 395 400 



Gin Pro Thr Gin Phe Arg Cys Ser Asn Gly Cys Cys lie Asp Ser Phe 
405 410 415 



Leu Glu Cys Asp Asp Thr Pro Asn Cys Pro Asp Ala Ser Asp Glu Ala 
420 425 430 



Ala Cys Glu Lys Tyr Thr Ser Gly Phe Asp Glu Leu Gin Arg lie His 
435 440 445 



Phe Pro Ser Asp Lys Gly Glu lie Leu Pro Arg Cys Pro Gly Ser Gly 
450 455 460 



Gin Thr Leu Thr Leu Pro Ser Ser Leu Phe Pro Ser Ser Ser Ala 
465 470 475 



<210> 


201 






<211> 


121 






<212> 


PRT 






<213> 


Homo 


sap i en 




<400> 


201 






Met Val Arg 


lie Leu Ala Asn Gly Glu 


He 


1 




5 


10 



15 



Arg Val Arg Thr Thr Thr Gin Pro Pro Arg Gly Ser He Pro Arg Gin 
20 25 30 



Ser Phe Phe Asn Arg Gly His Gly Ala Pro Pro Gly Gly Pro Gly Pro 
35 40 45 



Arg Gin Gin Gin Ala Gly Ala Arg Leu Gly Ala Ala Gin Ser Pro Phe 
50 55 60 



Asn Asp Leu Asn Arg Gin Leu Val Asn Met Gly Phe Pro Gin Trp His 
65 70 75 " 80 



Leu Gly Asn His Ala Val Glu Pro Val Thr Ser He Leu Leu Leu Phe 
85 90 95 
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Leu Leu Met Met Leu Gly Val Arg Gly Leu Leu Leu Val Gly Leu Val 
100 105 110 



Tyr Leu Val Ser His Leu Ser Gin Arg 





115 




120 




<210> 
<211> 
<212> 
<213> 


202 
149 
PRT 
Homo 


sapien 






<400> 


202 








Glu Gin Ala 
1 


Tyr Leu Glu Gly 
5 


lie Trp Trp 
10 


Cys Leu Glu Gly Met 
15 



Arg Glu Gly Thr Thr Gly Val Cys Phe Pro Phe Val Leu Ser Val Arg 
20 25 30 



Gin Arg Glu Thr Leu Val Gin His Phe Gin Ser Val Gly Gly Ser Val 
35 40 45 



Gly Ser Arg Asp Thr Phe Arg Trp Tyr Gly Ala Cys lie Lys Trp His 
50 55 60 



Lys lie Arg Ala Arg Lys Arg Cys Pro Ser Gin Phe Ser Gin Ser Phe 
65 70 75 80 



Tyr Ala Glu Lys lie Ser Ala Gly Cys Gin His Val Pro Met Pro Val 
85 90 95 



Glu Asp Met Pro Thr Ser Pro Leu Pro Arg Glu Gin Asp Leu Gly Leu 
100 105 110 



Gly Gin Val Glu Lys lie Pro Asp Phe Phe Ser Thr Val Phe Val Leu 
115 120 125 



Met Val Tyr Phe Tyr Trp Leu Leu Tyr Cys Leu Gly Gin Val Val Val 
130 135 140 



Ala Phe Tyr Leu Leu 
145 



<210> 203 

<211> 121 

<212> PRT 

<213> Homo sapien 
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<400> 203 

Met Val Arg lie Leu Ala Asn Gly Glu lie Val Gin Asp Asp Asp Pro 
15 10 15 



Arg Val Arg Thr Thr Thr Gin Pro Pro Arg Gly Ser lie Pro Arg Gin 
20 25 30 



Ser Phe Phe Asn Arg Gly His Gly Ala Pro Pro Gly Gly Pro Gly Pro 
35 40 45 



Arg Gin Gin Gin Ala Gly Ala Arg Leu Gly Ala Ala Gin Ser Pro Phe 
50 55 60 



Asn Asp Leu Asn Arg Gin Leu Val Asn Met Gly Phe Pro Gin Trp His 
65 70 75 80 



Leu Gly Asn His Ala Val Glu Pro Val Thr Ser lie Leu Leu Leu Phe 
85 90 95 



Leu Leu Met Met Leu Gly Val Arg Gly Leu Leu Leu Val Gly Leu Val 
100 105 110 



Tyr Leu Val Ser His Leu Ser Gin Arg 
115 120 



<210> 204 

<211> 149 

<212> PRT 

<213> Homo sapien 

<400> 204 

Glu Gin Ala Tyr Leu Glu Gly He Trp Trp Cys Leu Glu Gly Met He 
15 10 15 



Arg Glu Gly Thr Thr Gly Val Cys Phe Pro Phe Val Leu Ser Val Arg 
20 25 30 



Gin Arg Glu Thr Leu Val Gin His Phe Gin Ser Val Gly Gly Ser Val 
35 40 45 



Gly Ser Arg Asp Thr Phe Arg Trp Tyr Gly Ala Cys He Lys Trp His 
50 55 60 



Lys He Arg Ala Arg Lys Arg Cys Pro Ser Gin Phe Ser Gin Ser Phe 
65 ~ 70 75 80 
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Tyr Ala Glu Lys He Ser Ala Gly Cys Gin His Val Pro Met Pro Val 
85 90 95 



Glu Asp Met Pro Thr Ser Pro Leu Pro Arg Glu Gin Asp Leu Gly Leu 
100 105 HO 



Gly Gin Val Glu Lys He Pro Asp Phe Phe Ser Thr Val Phe Val Leu 
115 120 125 



Met Val Tyr Phe Tyr Trp Leu Leu Tyr Cys Leu Gly Gin Val Val Val 
130 135 140 



Ala Phe Tyr Leu Leu 
145 



<210> 


205 




<211> 


101 




<212> 


PRT 




<213> 


Homo 


sapien 


<400> 


205 




Met He His 


Ser Ser 


1 




5 



10 15 



Arg Gly His Gly Ala Pro Pro Gly Gly Pro Gly Pro Arg Gin Gin Gin 
20 25 30 



Ala Gly Ala Arg Leu Gly Ala Ala Gin Ser Pro Phe Asn Asp Leu Asn 
35 40 45 



Arg Gin Leu Val Asn Met Gly Phe Pro Gin Trp His Leu Gly Asn His 
50 55 60 



Ala Val Glu Pro Val Thr Ser He Leu Leu Leu Phe Leu Leu Met Met 
65 70 75 80 



Leu Gly Val Arg Gly Leu Leu Leu Val Gly Leu Val Tyr Leu Val Ser 
85 90 95 



His Leu Ser Gin Arg 
100 



<210> 206 

<211> 95 

<212> PRT 

<213> Homo sapien 



<400> 



206 
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Trp He Ala Arg Ala Gly Thr Gin Leu Gin Asn Phe Thr Leu Asp Arg 
15 10 15 



Ser Ser Val Leu Val Asp Gly Tyr Ser Pro Asn Arg Asn Glu Pro Leu 
20 25 30 



Thr Gly Asn Ser Asp Leu Pro Phe Trp Ala Val He Leu He Gly Leu 
35 40 45 



Ala Gly Leu Leu Gly Leu He Thr Cys Leu He Cys Gly Val Leu Val 
50 55 60 



Thr Thr Arg Arg Arg Lys Lys Glu Gly Glu Tyr Asn Val Gin Gin Gin 
65 70 75 80 



Cys Pro Gly Tyr Tyr Gin Ser His Leu Asp Leu Glu Asp Leu Gin 
85 90 95 



<210> 207 

<211> 109 

<212> PRT 

< 2 1 3 > Homo sap i en 

<400> 207 

Met His Ala Arg Ala Ala Gin Cys Asp Gly Ser Val Val Ala Ala Asp 
15 10 15 



Pro Gly Asp Gly Thr Gin Leu Gin Asn Phe Thr Leu Asp Arg Ser Ser 
20 25 30 



Val Leu Val Asp Gly Tyr Ser Pro Asn Arg Asn Glu Pro Leu Thr Gly 
35 40 45 



Asn Ser Asp Leu Pro Phe Trp Ala Val He Leu He Gly Leu Ala Gly 
50 55 60 



Leu Leu Gly Leu He Thr Cys Leu He Cys Gly Val Leu Val Thr Thr 
65 70 75 80 



Arg Arg Arg Lys Lys Glu Gly Glu Tyr Asn Val Gin Gin Gin Cys Pro 
85 90 95 



Gly Tyr Tyr Gin Ser His Leu Asp Leu Glu Asp Leu Gin 
100 105 



<210> 208 
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<211> 1485 

<212> PRT 

<213> Homo sapien 

<400> 208 

Met Gin His Pro Gly Ser Arg Lys Phe Asn Thr Thr Glu Arg Val Leu 
15 10 15 



Gin Gly Leu Leu Lys Pro Leu Phe Lys Ser Thr Ser Val Gly Pro Leu 
20 25 30 



Tyr Ser Gly Cys Arg Leu Thr Leu Leu Arg Pro Glu Lys His Gly Ala 
35 "* 40 45 



Ala Thr Gly Val Asp Ala lie Cys Thr Leu Arg Leu Asp Pro Thr Gly 
50 55 60 



Pro Gly Leu Asp Arg Glu Arg Leu Tyr Trp Glu Leu Ser Gin Leu Thr 
65 70 75 80 



Asn Ser Val Thr Glu Leu Gly Pro Tyr Thr Leu Asp Arg Asp Ser Leu 
85 90 95 



Tyr Val Asn Gly Phe Thr His Arg Ser Ser Val Pro Thr Thr Ser He 
100 105 110 



Pro Gly Thr Ser Ala Val His Leu Glu Thr Ser Gly Th'r Pro Ala Ser 
115 120 125 



Leu Pro Gly His Thr Ala Pro Gly Pro Leu Leu Val Pro Phe Thr Leu 
130 135 140 



Asn Phe Thr He Thr Asn Leu Gin Tyr Glu Glu Asp Met Arg His Pro 
145 150 155 160 



Gly Ser Arg Lys Phe Asn Thr Thr Glu Arg Val Leu Gin Gly Leu Leu 
165 170 175 



Lys Pro Leu Phe Lys Ser Thr Ser Val Gly Pro Leu Tyr Ser Gly Cys 
180 185 190 



Arg Leu Thr Leu Leu Arg Pro Glu Lys Arg Gly Ala Ala Thr Gly Val 
195 200 205 



Asp Thr He Cys Thr His Arg Leu Asp Pro Leu Asn Pro Gly Leu Asp 
210 215 220 
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Arg Glu Gin Leu Tyr Trp Glu Leu Ser Lys Leu Thr Arg Gly lie lie 
225 230 235 240 



Glu Leu Gly Pro Tyr Leu Leu Asp Arg Gly Ser Leu Tyr Val Asn Gly 
245 250 255 



Phe Thr His Arg Asn Phe Val Pro lie Thr Ser Thr Pro Gly Thr Ser 
260 265 270 



Thr Val His Leu Gly Thr Ser Glu Thr Pro Ser Ser Leu Pro Arg Pro 
275 280 285 



lie Val Pro Gly Pro Leu Leu Val Pro Phe Thr Leu Asn Phe Thr lie 
290 295 300 



Thr Asn Leu Gin Tyr Glu Glu Ala Met Arg His Pro Gly Ser Arg Lys 
305 310 315 320 



Phe Asn Thr Thr Glu Arg Val Leu Gin Gly Leu Leu Arg Pro Leu Phe 
325 330 335 



Lys Asn Thr Ser lie Gly Pro Leu Tyr Ser Ser Cys Arg Leu Thr Leu 
340 345 350 



Leu Arg Pro Glu Lys Asp Lys Ala Ala Thr Arg Val Asp Ala lie Cys 
355 360 365 



Thr His His Pro Asp Pro Gin Ser Pro Gly Leu Asn Arg Glu Gin Leu 
370 375 380 



Tyr Trp Glu Leu Ser Gin Leu Thr His Gly lie Thr Glu Leu Gly Pro 
385 390 395 400 



Tyr Thr Leu Asp Arg Asp Ser Leu Tyr Val Asp Gly Phe Thr His Trp 
405 410 415 



Ser Pro lie Pro Thr Thr Ser Thr Pro Gly Thr Ser lie Val Asn Leu 
420 425 430 



Gly Thr Ser Gly lie Pro Pro Ser Leu Pro Glu Thr Thr Ala Thr Gly 
435 440 445 



Pro Leu Leu Val Pro Phe Thr Leu Asn Phe Thr lie Thr Asn Leu Gin 
450 455 460 
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Tyr Glu Glu Asn Met Gly His Pro Gly Ser Arg Lys Phe Asn He Thr 
465 470 ' 475 480 



Glu Ser Val Leu Gin Gly Leu Leu Lys Pro Leu Phe Lys Ser Thr Ser 
485 490 495 



Val Gly Pro Leu Tyr Ser Gly Cys Arg Leu Thr Leu Leu Arg Pro Glu 
500 505 510 



Lys Asp Gly Val Ala Thr Arg Val Asp Ala He Cys Thr His Arg Pro 
515 520 525 



Asp Pro Lys He Pro Gly Leu Asp Arg Gin Gin Leu Tyr Trp Glu Leu 
530 535 540 



Ser Gin Leu Thr His Ser He Thr Glu Leu Gly Pro Tyr Thr Leu Asp 
545 550 555 560 



Arg Asp Ser Leu Tyr Val Asn Gly Phe Thr Gin Arg Ser Ser Val Pro 
565 570 575 



Thr Thr Ser Thr Pro Gly Thr Phe Thr Val Gin Pro Glu Thr Ser Glu 
580 585 590 



Thr Pro Ser Ser Leu Pro Gly Pro Thr Ala Thr Gly Pro Val Leu Leu 
595 600 * 605 



Pro Phe Thr Leu Asn Phe Thr He He Asn Leu Gin Tyr Glu Glu Asp 
610 615 620 



Met His Arg Pro Gly Ser Arg Lys Phe Asn Thr Thr Glu Arg Val Leu 
625 630 635 640 



Gin Gly Leu Leu Met Pro Leu Phe Lys Asn Thr Ser Val Ser Ser Leu 
645 650 655 



Tyr Ser Gly Cys Arg Leu Thr Leu Leu Arg Pro Glu Lys Asp Gly Ala 
660 665 670 



Ala Thr Arg Val Asp Ala Val Cys Thr His Arg Pro Asp Pro Lys Ser 
675 680 685 



Pro Gly Leu Asp Arg Glu Arg Leu Tyr Trp Lys Leu Ser Gin Leu Thr 
690 695 700 



His Gly He Thr Glu Leu Gly Pro Tyr Thr Leu Asp Arg His Ser Leu 
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705 710 715 720 



Tyr Val Asn Gly Phe Thr His Gin Ser Ser Met Thr Thr Thr Arg Thr 
725 730 735 



Pro Asp Thr Ser Thr Met His Leu Ala Thr Ser Arg Thr Pro Ala Ser 
740 745 750 



Leu Ser Gly Pro Thr Thr Ala Ser Pro Leu Leu Val Leu Phe Thr lie 
755 760 765 



Asn Phe Thr lie Thr Asn Leu Arg Tyr Glu Glu Asn Met His His Pro 
770 775 760 



Gly Ser Arg Lys Phe Asn Thr Thr Glu Arg Val Leu Gin Gly Leu Leu 
785 790 795 800 



Arg Pro Val Phe Lys Asn Thr Ser Val Gly Pro Leu Tyr Ser Gly Cys 
805 810 815 



Arg Leu Thr Leu Leu Arg Pro Lys Lys Asp Gly Ala Ala Thr Lys Val 
820 825 830 



Asp Ala lie Cys Thr Tyr Arg Pro Asp Pro Lys Ser Pro Gly Leu Asp 
835 840 845 



Arg Glu Gin Leu Tyr Trp Glu Leu Ser Gin Leu Thr His Ser lie Thr 
850 855 860 



Glu Leu Gly Pro Tyr Thr Leu Asp Arg Asp Ser Leu Tyr Val Asn Gly 
865 870 875 880 



Phe Thr Gin Arg Ser Ser Val Pro Thr Thr Ser lie Pro Gly Thr Pro 
885 890 895 



Thr Val Asp Leu Gly Thr Ser Gly Thr Pro Val Ser Lys Pro Gly Pro 
900 905 910 



Ser Ala Ala Ser Pro Leu Leu Val Leu Phe Thr Leu Asn Phe Thr lie 
915 920 925 



Thr Asn Leu Arg Tyr Glu Glu Asn Met Gin His Pro Gly Ser Arg Lys 
930 935 940 



Phe Asn Thr Thr Glu Arg Val Leu Gin Gly Leu Leu Arg Ser Leu Phe 
945 950 955 ~ 960 
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Lys Ser Thr Ser Val Gly Pro Leu Tyr Ser Gly Cys Arg Leu Thr Leu 
965 970 975 



Leu Arg Pro Glu Lys Asp Gly Thr Ala Thr Gly Val Asp Ala lie Cys 
980 985 990 



Thr His His Pro Asp Pro Lys Ser Pro Arg Leu Asp Arg Glu Gin Leu 
995 1000 1005 



Tyr Trp Glu Leu Ser Gin Leu Thr His Asn lie Thr Glu Leu Gly 
1010 1015 1020 



Pro Tyr Ala Leu Asp Asn Asp Ser Leu Phe Val Asn Gly Phe Thr 
1025 1030 1035 



His Arg Ser Ser Val Ser Thr Thr Ser Thr Pro Gly Thr Pro Thr 
1040 1045 1050 



Val Tyr Leu Gly Ala Ser Lys Thr Pro Ala Ser lie Phe Gly Pro 
1055 1060 1065 



Ser Ala Ala Ser His Leu Leu lie Leu Phe Thr Leu Asn Phe Thr 
1070 1075 1080 



He Thr Asn Leu Arg Tyr Glu Glu Asn Met Trp Pro Gly Ser Arg 
1085 1090 1095 



Lys Phe Asn Thr Thr Glu Arg Val Leu Gin Gly Leu Leu Arg Pro 
1100 1105 1110 



Leu Phe Lys Asn Thr Ser Val Gly Pro Leu Tyr Ser Gly Cys Arg 
1115 1120 1125 



Leu Thr Leu Leu Arg Pro Glu Lys Asp Gly Glu Ala Thr Gly Val 
1130 1135 1140 



Asp Ala He Cys Thr His Arg Pro Asp Pro Thr Gly Pro Gly Leu 
1145 1150 1155 



Asp Arg Glu Gin Leu Tyr Leu Glu Leu Ser Gin Leu Thr His Ser 
1160 1165 1170 



He Thr Glu Leu Gly Pro Tyr Thr Leu Asp Arg Asp Ser Leu Tyr 
1175 1180 1185 
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Val Asn Gly Phe Thr His Arg Ser Ser Val Pro Thr Thr Ser Thr 
1190 1195 1200 



Gly Val Val Ser Glu Glu Pro Phe Thr Leu Asn Phe Thr lie Asn 
1205 1210 1215 



Asn Leu Arg Tyr Met Ala Asp Met Gly Gin Pro Gly Ser Leu Lys 
1220 1225 1230 



Phe Asn lie Thr Asp Asn Val Met Lys His Leu Leu Ser Pro Leu 
1235 1240 1245 



Phe Gin Arg Ser Ser Leu Gly Ala Arg Tyr Thr Gly Cys Arg Val 
1250 1255 1260 



He Ala Leu Arg Ser Val Lys Asn Gly Ala Glu Thr Arg Val Asp 
1265 1270 1275 



Leu Leu Cys Thr Tyr Leu Gin Pro Leu Ser Gly Pro Gly Leu Pro 
1280 1285 1290 



He Lys Gin Val Phe His Glu Leu Ser Gin Gin Thr His Gly He 
1295 1300 1305 



Thr Arg Leu Gly Pro Tyr Ser Leu Asp Lys Asp Ser Leu Tyr Leu 
1310 1315 1320 



Asn Gly Tyr Asn Glu Pro Gly Pro Asp Glu Pro Pro Thr Thr Pro 
1325 1330 1335 



Lys Pro Ala Thr Thr Phe Leu Pro Pro Leu Ser Glu Ala Thr Thr 
1340 1345 1350 



Ala Met Gly Tyr His Leu Lys Thr Leu Thr Leu Asn Phe Thr He 
1355 1360 1365 



Ser Asn Leu Gin Tyr Ser Pro Asp Met Gly Lys Gly Ser Ala Thr 
1370 1375 - 1380 



Phe Asn Ser Thr Glu Gly Val Leu Gin His Leu Leu Arg Pro Leu 
1385 1390 1395 



Phe Gin Lys Ser Ser Met Gly Pro Phe Tyr Leu Gly Cys Gin Leu 
1400 1405 1410 
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lie Ser Leu Arg Pro Glu Lys Asp Gly Ala Ala Thr Gly Val Asp 
1415 1420 " 1425 



Thr Thr Cys Thr Tyr His Pro Asp Pro Val Gly Pro Gly Leu Asp 
1430 1435 1440 



lie Gin Gin Leu Tyr Trp Glu Leu Ser Gin Leu Thr His Gly Val 
1445 " 1450 1455 



Thr Gin Leu Gly Phe Tyr Val Leu Asp Arg Asp Ser Leu Phe lie 
1460 1465 1470 



Asn Gly His His Thr Leu Gin Arg Gin Ser Thr Thr 
1475 1480 1485 



<210> 


209 


<211> 


111 


<212> 


PRT 


<213> 


Homo sap i en 


<220> 




<221> 


MISC FEATURE 


<222> 


(11) . . (12) 


<223> 


X=any amino acid 


<400> 


209 



Lys Lys Arg Lys Glu Arg Lys Arg Glu Asn Xaa Xaa Thr lie Gly Thr 
15 10 15 



Gly Ser Leu Met His Ala Arg Ala Ala Gin Cys Asp Gly Ser Pro Gly 
20 25 3 0 



Arg Cys Val Leu Val Asp Gly Tyr Ser Pro Asn Arg Asn Glu Pro Leu 
35 40 45 



Thr Gly Asn Ser Asp Leu Pro Phe Trp Ala Val lie Leu lie Gly Leu 
50 55 60 



Ala Gly Leu Leu Gly Leu lie Thr Cys Leu He Cys Gly Val Leu Val 
65 70 75 80 



Thr Thr Arg Arg Arg Lys Lys Glu Gly Glu Tyr Asn Val Gin Gin Gin 
85 90 95 



Cys Pro Gly Tyr Tyr Gin Ser His Leu Asp Leu Glu Asp Leu Gin 
100 105 110 
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<210> 210 

<211> 87 

<212> PRT 

<213> Homo sapien 

<400> 210 

Met Arg Gly Arg Gly Arg Pro Gly Arg Cys Val Leu Val Asp Gly Tyr 
15 10 15 



Ser Pro Asn Arg Asn Glu Pro Leu Thr Gly Asn Ser Asp Leu Pro Phe 
20 25 30 



Trp Ala Val lie Leu lie Gly Leu Ala Gly Leu Leu Gly Leu lie Thr 
35 40 45 



Cys Leu lie Cys Gly Val Leu Val Thr Thr Arg Arg Arg Lys Lys Glu 
50 55 60 



Gly Glu Tyr Asn Val Gin Gin Gin Cys Pro Gly Tyr Tyr Gin Ser His 
65 70 75 80 



Leu Asp Leu Glu Asp Leu Gin 
85 



<210> 211 

<211> 92 

<212> PRT 

<213> Homo sapien 

<400> 211 

Pro Ser Leu Leu Gly Cys His Pro His Arg Leu Gly Arg Thr Pro Gly 
1 5. 10 15 



Thr His His Met Pro Asp Leu Arg Cys Pro Gly Asp His Pro Pro Ala 
20 25 30 



Glu Glu Gly Arg Arg lie Gin Arg Pro Ala Thr Val Pro Arg Leu Leu 
35 40 45 



Pro Val Thr Pro Arg Pro Gly Gly Ser Ala Met Thr Gly Thr Cys Arg 
50 55 60 



Cys Leu Gly Cys Leu Ser Pro Ser Gin Gly Pro Lys Lys Leu Gly Trp 
65 70 75 80 



Gly Arg Asn Lys Pro Tyr Trp Ser Val Lys Lys Leu 
85 90 
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<210> 212 

<211> 83 

<212> PRT 

<213> Homo sapien 

<400> 212 

Met His Pro Pro Gly Phe Leu Ser Phe Leu Gly Tyr Ser Pro Asn Arg 
1 5 10 15 



Asn Glu Pro Leu Thr Gly Asn Ser Asp Leu Pro Phe Trp Ala Val lie 
20 25 30 



Leu lie Gly Leu Ala Gly Leu Leu Gly Leu lie Thr Cys Leu lie Cys 
35 40 45 



Gly Val Leu Val Thr Thr Arg Arg Arg Lys Lys Glu Gly Glu Tyr Asn 
50 55 60 



Val Gin Gin Gin Cys Pro Gly Tyr Tyr Gin Ser His Leu Asp Leu Glu 
65 70 75 80 



Asp Leu Gin 



<210> 213 

<211> 225 

<212> PRT 

<213> Homo sapien 

<400> 213 



Met Ala Thr His His Thr Leu Trp Met Gly Leu Ala Leu Leu Gly Val 
15 10 15 



Leu Gly Asp Leu Gin Ala Ala Pro Glu Ala Gin Val Ser Val Gin Pro 
20 25 30 



Asn Phe Gin Gin Asp Lys Phe Leu Gly Arg Trp Phe Ser Ala Gly Leu 
35 40 45 



Ala Ser Asn Ser Ser Trp Leu Arg Glu Lys Lys Ala Ala Leu Ser Met 
50 55 60 



Cys Lys Ser Val Val Ala Pro Ala Thr Asp Gly Gly Leu Asn Leu Thr 
65 70 75 80 



Ser Thr Phe Leu Arg Lys Asn Gin Cys Glu Thr Arg Thr Met Leu Leu 
85 90 95 
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Gin Pro Ala Gly Ser Leu Gly Ser Tyr Ser Tyr Arg Ser Pro Arg Glu 
100 105 110 



Trp Gly Leu His Arg Pro Pro Gly Pro Ser Leu Gly Ala Thr Leu Ala 
115 120 125 



Gly Thr Thr Leu Gly Gin Pro Pro Ala Ala Glu He His Gly Val Gly 
130 135 140 



Gly Asp Trp Gly Ser Thr Tyr Ser Val Ser Val Val Glu Thr Asp Tyr 
145 150 155 160 



Asp Gin Tyr Ala Leu Leu Tyr Ser Gin Gly Ser Lys Gly Pro Gly Glu 
165 170 175 



Asp Phe Arg Met Ala Thr Leu Tyr Ser Arg Thr Gin Thr Pro Arg Ala 
180 185 190 



Glu Leu Lys Glu Lys Phe Thr Ala Phe Cys Lys Ala Gin Gly Phe Thr 
195 200 205 



Glu Asp Thr He Val Phe Leu Pro Gin Thr Asp Lys Cys Met Thr Glu 
210 215 220 



Gin 
225 



<210> 214 

<211> 349 

<212> PRT 

<213> Homo sapien 

<400> 214 

Arg Arg His Ser Ser Arg Ser Ser Cys Ser Gly Pro Pro Arg Pro Gly 
15 10 15 



His Leu Pro Arg Ser Pro Thr Pro Leu Ala Pro Gly Pro Gly His Pro 
20 25 30 



Leu Cys Cys Arg Arg Met Ala Thr His His Thr Leu Trp Met Gly Leu 
35 40 45 



Ala Leu Leu Gly Val Leu Gly Asp Leu Gin Ala Ala Pro Glu Ala Gin 
50 55 60 
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Val Ser Val Gin Pro Asn Phe Gin Gin Asp Lys Val Arg Gly Phe Pro 
65 70 75 80 



Ala Ser Ser Pro Arg Ala Thr Gly Pro Cys Gin Gly Lys Gly Thr Phe 
85 90 95 



Arg Leu Gly Leu Pro Pro Gly Arg Ser Glu Arg Ser Pro Ala Val Pro 
100 105 110 



Gly Ser Ala Gly Gin Gly Leu Ser Gly Arg Ala Gly Arg Arg Leu Gly 
115 120 125 



Ser Arg Pro Arg Arg Leu Pro Ala Arg Ser Pro Pro Trp Ala Pro Arg 
130 135 " 140 



Pro Val Ser Pro Asp Gly Pro Arg Arg His Arg Ala Thr His Ala Pro 
145 150 155 160 



Thr Pro Ala Arg His Val His Pro Cys Gly His Ala Thr Pro Arg Gly 
165 170 175 



His Thr Ser Ala Arg Ser Thr Pro Gly Cys Gin Asp Thr Gly Gly Trp 
180 185 190 



Gly Thr Gly Met Ala Thr Asn Thr Pro Cys Ala Val Gly Val Gly Arg 
195 200 205 



Asp Ala His Arg Thr Asp Ser Arg Arg Arg Ala Leu Ser Pro Gly Ser 
210 215 220 



Cys Ser Gly Lys Arg Arg Ser Ala Gly Pro Arg Ala Ala Arg Pro Ser 
225 230 235 240 



Leu Ala Ser Arg Arg Thr Pro Ala Val Arg Arg Ala Glu Pro Lys Thr 
245 250 255 



Arg Pro Asp Pro Arg Gin Glu Cys Asp Val Leu Cys Arg Pro Leu Tyr 
260 265 270 



Gly Pro Gly Ala Gin Pro Gly His Arg lie Gly Thr Gly Gly Gly Gly 
275 280 285 



Ala Glu Ala Gly Trp Trp Ala Ala Cys Glu Val Pro Gly Ala Leu Val 
290 295 300 



Gin Arg Gly Pro Arg Leu Gin Leu Glu Leu Ala Pro Gly Glu Glu Gly 
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305 310 315 320 



Gly Val Val His Val Gin Val Cys Gly Gly Pro Cys His Gly Trp Trp 
325 330 335 



Pro Gin Pro Asp Leu His Leu Pro Gin Glu Lys Pro Val 
340 345 



<210> 215 

<211> 413 

<212> PRT 

<213> Homo sapien 

<400> 215 

Met Ala Thr His His Thr Leu Trp Met Gly Leu Ala Leu Leu Gly Val 
15 10 15 



Leu Gly Asp Leu Gin Ala Ala Pro Glu Ala Gin Val Ser Val Gin Pro 
20 25 30 



Asn Phe Gin Gin Asp Lys Val Arg Gly Phe Pro Ala Ser Ser Pro Arg 
35 40 45 



Ala Thr Gly Pro Cys Gin Gly Lys Gly Thr Phe Arg Leu Gly Leu Pro 
50 55 60 



Pro Gly Arg Ser Glu Arg Ser Pro Ala Val Pro Gly Ser Ala Gly Gin 
65 70 75 80 



Gly Leu Ser Gly Arg Ala Gly Arg Arg Leu Gly Ser Arg Pro Arg Arg 
85 90 95 



Leu Pro Ala Arg Ala Leu Pro Gly His Arg Val Pro Ser Pro Leu Met 
100 105 110 



Gly His Ala Asp Thr Gly Pro His Thr Arg Pro Arg Gin Pro Asp Thr 
115 120 125 



Ser Thr Pro Val Gly Thr Arg Pro Pro Glu Asp Thr Arg Ala His Val 
130 135 140 



Pro His Leu Gly Ala Arg Thr Arg Ala Gly Gly Ala Gin Gly Trp Arg 
145 150 155 160 



Gin Thr Leu Arg Ala Arg Trp Gly Leu Gly Gly Thr Arg Thr Ala Gin 
165 ~ 170 175 
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Thr Ala Gly Asp Ala Arg Ser Arg Pro Gly Ala Ala Arg Gly Ser Ala 
180 185 190 



Gly Ala Arg Val Pro Ala Pro Arg Ala Pro Pro Trp Arg Arg Gly Glu 
195 200 205 



Pro Gin Arg Ser Ala Glu Leu Ser Arg Arg Pro Ala Pro lie Pro Ala 
210 215 220 



Arg Asn Ala Thr Ser Ser Ala Ala Arg Cys Met Gly Gin Ala Leu Ser 
225 230 235 240 



Gin Gly Thr Glu Ser Gly Pro Gly Ala Glu Gly Pro Lys Leu Ala Gly 
245 250 255 



Gly Arg Arg Ala Arg Phe Leu Gly Arg Trp Phe Ser Ala Gly Leu Ala 
260 265 270 



Ser Asn Ser Ser Trp Leu Arg Glu Lys Lys Ala Ala Leu Ser Met Cys 
275 280 285 



Lys Ser Val Val Ala Pro Ala Thr Asp Gly Gly Leu Asn Leu Thr Ser 
290 295 300 



Thr Phe Leu Arg Lys Asn Gin Cys Glu Thr Arg Thr Met Leu Leu Gin 
305 310 315 320 



Pro Ala Gly Ser Leu Gly Ser Tyr Ser Tyr Arg Ser Pro His Trp Gly 
325 330 " 335 



Ser Thr Tyr Ser Val Ser Val Val Glu Thr Asp Tyr Asp Gin Tyr Ala 
340 345 350 



Leu Leu Tyr Ser Gin Gly Ser Lys Gly Pro Gly Glu Asp Phe Arg Met 
355 360 365 



Ala Thr Leu Tyr Ser Arg Thr Gin Thr Pro Arg Ala Glu Leu Lys Glu 
370 375 380 



Lys Phe Thr Ala Phe Cys Lys Ala Gin Gly Phe Thr Glu Asp Thr lie 
385 390 395 400 



Val Phe Leu Pro Gin Thr Asp Lys Cys Met Thr Glu Gin 
405 410 
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<210> 216 
<211> 410 
<212> PRT 
<213> Homo sapien 

<400> 216 

Met Ala Thr His His Thr Leu Trp Met Gly Leu Ala Leu Leu Gly Val 
1 5 10 15 



Leu Gly Asp Leu Gin Ala Ala Pro Glu Ala Gin Val Ser Val Gin Pro 
20 25 30 



Asn Phe Gin Gin Asp Lys Val Arg Gly Phe Pro Ala Ser Ser Pro Arg 
35 40 45 



Ala Thr Gly Pro Cys Gin Gly Lys Gly Thr Phe Arg Leu Gly Leu Pro 
50 55 60 



Pro Gly Arg Ser Glu Arg Ser Pro Ala Val Pro Gly Ser Ala Gly Gin 
65 70 75 80 



Gly Leu Ser Gly Arg Ala Gly Arg Arg Leu Gly Ser Arg Pro Arg Arg 
85 90 95 



Leu Pro Ala Arg Ser Pro Pro Trp Ala Pro Arg Pro Val Ser Pro Asp 
100 105 110 



Gly Pro Arg Arg His Arg Ala Thr His Ala Pro Thr Pro Ala Arg His 
115 120 125 



Val His Pro Cys Gly His Ala Thr Pro Arg Gly His Thr Ser Ala Arg 
130 135 140 



Ser Thr Pro Gly Cys Gin Asp Thr Gly Gly Trp Gly Thr Gly Met Ala 
145 150 155 160 



Thr Asn Thr Pro Cys Ala Val Gly Val Gly Arg Asp Ala His Arg Thr 
165 170 175 



Asp Ser Arg Arg Arg Ala Leu Ser Pro Gly Ser Cys Ser Gly Lys Arg 
180 185 190 



Arg Ser Ala Gly Pro Arg Ala Ala Arg Pro Ser Leu Ala Ser Arg Arg 
195 200 205 



Thr Pro Ala Val Arg Arg Ala Glu Pro Lys Thr Arg Pro Asp Pro Arg 
210 215 220 
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Gin Glu Cys Asp Val Leu Cys Arg Pro Leu Tyr Gly Pro Gly Ala Gin 
225 230 235 240 



Pro Gly His Arg He Gly Thr Gly Gly Gly Gly Ala Glu Ala Gly Trp 
245 250 255 



Trp Ala Ala Cys Glu Gly Glu Gly Leu Ser Ser Gly Gly Ala Trp Pro 
260 265 270 



Asp Gly Gly Ala Gly Cys Gin Gly Arg Gly Gin Leu Leu Gly Arg Arg 
275 280 285 



Cys Glu Gly Arg Gly His Leu Leu Gly Arg Gly Leu Arg Gly Gly Gly 
290 295 300 



Gin Phe Leu Gly Arg Gly Val Arg Gly Val Ala Ala Arg Gly He Gly 
305 310 315 320 



Arg Gly Gly Gly Ala Gly Leu Glu Thr Gly Gly Val Asp Gly Arg Gly 
325 330 335 



Ala Pro Ala Gly Arg Arg Arg Trp Val Arg Arg Val Leu Ala Asp Ala 
340 345 350 



Gly Gly Gly Arg Ser Pro Gin Phe Pro Gly Ala Leu Val Gin Arg Gly 
355 360 365 



Pro Arg Leu Gin Leu Glu Leu Ala Pro Gly Glu Glu Gly Gly Val Val 
370 375 380 



His Val Gin Val Cys Gly Gly Pro Cys His Gly Trp Trp Pro Gin Pro 
385 390 395 400 



Asp Leu His Leu Pro Gin Glu Lys Pro Val 
405 410 



<210> 217 

<211> 135 

<212> PRT 

<213> Homo sapien 

<400> 217 

Met Ala Ala Gly Pro Met Ala Ala Glu Pro Cys Gly Pro His Ala Leu 
15 10 15 



WO 2004/053079 



PCT/US2003/038855 



274 

Val Ala Leu Ala Gly Leu Val Thr Gly lie Pro Thr His His Pro Arg 
20 25 30 



Val Tyr Asn lie His Ser Arg Thr Val Thr Arg Tyr Pro Ala Asn Ser 
35 40 45 



lie Val Val Val Gly Gly Cys Pro Val Cys Arg Val Gly Val Leu Glu 
50 55 60 



Asp Cys Phe Thr Phe Leu Gly lie Phe Leu Ala He He Leu Phe Arg 
65 70 75 80 



lie Gly Pro Ala Ala He Gly Gin Trp Gin Pro Pro Asn Gly Ser Arg 
85 90 95 



Thr Gin Thr Pro Arg Ala Glu Leu Lys Glu Lys Phe Thr Ala Phe Cys 
100 105 110 



Lys Ala Gin Gly Phe Thr Glu Asp Thr He Val Phe Leu Pro Gin Thr 
115 120 125 



Asp Lys Cys Met Thr Glu Gin 
130 135 



<210> 218 

<211> 150 

<212> PRT 

<213> Homo sapien 

<400> 218 

Ala Leu Leu Glu Ala Trp Ala Arg Asp Arg Gly Val Ser Val Gin Val 
15 10 15 



Arg Thr Ser Leu Pro Gin Pro Leu His Glu Glu Pro Pro Pro Trp Gly 
20 25 30 



Thr Trp Arg Pro Gly Ala His Ser Val Pro Gly Pro Ser Ser Ser Gin 
35 40 45 



Asp Val Gly Leu Gin Pro Gly Gly Gly His Arg Val Glu Gly Ala His 
50 55 60 



Gly Gly Tyr Arg Gly Thr Asn His Thr Gly Leu Arg His Ser Leu Leu 
65 70 75 80 



Gly Val Asp Ser Leu Leu Leu Ala Glu Val Glu Lys Asp Pro Leu Phe 
85 90 *" 95 
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Val Ser Ser Ala Gin Gly Glu Val Gly Gly Asp Gly Gly Ser Val Gin 
100 105 110 



Phe Gly Gly Ser Val Lys Thr Ser Ser Ala Leu Arg Glu Glu Gin Glu 
115 120 125 



Ala Gin Trp Glu Asn Trp Pro Lys Ser Gly Val Leu Thr Thr Ala Pro 
130 135 140 



Gly Phe Phe Leu Gly Arg 
145 150 



<210> 219 

<211> 224 

<212> PRT 

<213> Homo sapien 

<400> 219 

Met Ala Thr His His Thr Leu Trp Met Gly Leu Ala Leu Leu Gly Val 
15 10 15 



Leu Gly Asp Leu Gin Ala Ala Pro Glu Ala Gin Val Ser Val Gin Pro 
20 25 30 



Asn Phe Gin Gin Asp Lys Phe Leu Gly Arg Trp Phe Ser Ala Gly Leu 
35 40 45 



Ala Ser Asn Ser Ser Trp Leu Arg Glu Lys Lys Ala Ala Leu Ser Met 
50 55 60 



Cys Lys Ser Val Val Ala Pro Ala Thr Asp Gly Gly Leu Asn Leu Thr 
65 70 75 80 



Ser Thr Phe Leu Arg Lys Asn Gin Cys Glu Thr Arg Thr Met Leu Leu 
85 90 95 



Gin Pro Ala Gly Ser Leu Gly Ser Tyr Ser Tyr Arg Ser Pro Arg Glu 
100 105 ~ 110 



Trp Gly Leu His Arg Pro Pro Gly Pro Ser Leu Gly Ala Thr Leu Ala 
115 120 125 



Gly Thr Thr Leu Gly Gin Pro Pro Ala Ala Glu lie His Gly Val Gly 
130 135 140 
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Asp Trp Gly Ser Thr Tyr Ser Val Ser Val Val Glu Thr Asp Tyr Asp 
145 150 155 160 



Gin Tyr Ala Leu Leu Tyr Ser Gin Gly Ser Lys Gly Pro Gly Glu Asp 
165 170 175 



Phe Arg Met Ala Thr Leu Tyr Ser Arg Thr Gin Thr Pro Arg Ala Glu 
180 185 190 



Leu Lys Glu Lys Phe Thr Ala Phe Cys Lys Ala Gin Gly Phe Thr Glu 
195 200 205 



Asp Thr He Val Phe Leu Pro Gin Thr Asp Lys Cys Met Thr Glu Gin 
210 215 220 



<210> 220 

<211> 481 

<212> PRT 

<213> Homo sapien 

<400> 220 

Met Ala Thr His His Thr Leu Trp Met Gly Leu Ala Leu Leu Gly Val 
15 10 15 



Leu Gly Asp Leu Gin Ala Ala Pro Glu Ala Gin Val Ser Val Gin Pro 
20 25 30 



Asn Phe Gin Gin Asp Lys Val Arg Gly Phe Pro Ala Ser Ser Pro Arg 
35 40 45 



Ala Thr Gly Pro Cys Gin Gly Lys Gly Thr Phe Arg Leu Gly Leu Pro 
50 55 60 



Pro Gly Arg Ser Glu Arg Ser Pro Ala Val Pro Gly Ser Ala Gly Gin 
65 70 75 80 



Gly Leu Ser Gly Arg Ala Gly Arg Arg Leu Gly Ser Arg Pro Arg Arg 
85 90 95 



Leu Pro Ala Arg Ser Pro Pro Trp Ala Pro Arg Pro Val Ser Pro Asp 
100 105 110 



Gly Pro Arg Arg His Arg Ala Thr His Ala Pro Thr Pro Ala Arg His 
115 ~ 120 125 



Val His Pro Cys Gly His Ala Thr Pro Arg Gly His Thr Ser Ala Arg 
130 135 140 
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Ser Thr Pro Gly Cys Gin Asp Thr Gly Gly Trp Gly Thr Gly Met Ala 
145 150 155 160 



Thr Asn Thr Pro Cys Ala Val Gly Val Gly Arg Asp Ala His Arg Thr 
165 170 175 



Asp Ser Arg Arg Arg Ala Leu Ser Pro Gly Ser Cys Ser Gly Lys Arg 
180 185 190 



Arg Ser Ala Gly Pro Arg Ala Ala Arg Pro Ser Leu Ala Ser Arg Arg 
195 200 205 



Thr Pro Ala Val Arg Arg Ala Glu Pro Lys Thr Arg Pro Asp Pro Arg 
210 215 220 



Gin Glu Cys Asp Val Leu Cys Arg Pro Leu Tyr Gly Pro Gly Ala Gin 
225 230 235 240 



Pro Gly His Arg lie Gly Thr Gly Gly Gly Gly Ala Glu Ala Gly Trp 
245 250 255 



Trp Ala Ala Cys Glu Gly Glu Gly Leu Ser Ser Gly Gly Ala Trp Pro 
260 265 270 



Asp Gly Gly Ala Gly Cys Gin Gly Arg Gly Gin Leu Leu Gly Arg Arg 
275 280 285 



Cys Glu Gly Arg Gly His Leu Leu Gly Arg Gly Leu Arg Gly Gly Gly 
290 295 300 



Gin Phe Leu Gly Arg Gly Val Arg Gly Val Ala Ala Arg Gly lie Gly 
305 310 315 320 



Arg Gly Gly Gly Ala Gly Leu Glu Thr Gly Gly Val Asp Gly Arg Gly 
325 330 335 



Ala Pro Ala Gly Arg Arg Arg Trp Val Arg Arg Val Leu Ala Asp Ala 
340 345 350 



Gly Gly Gly Arg Ser Pro Gin Phe Leu Gly Arg Trp Phe Ser Ala Gly 
355 360 365 



Leu Ala Ser Asn Ser Ser Trp Leu Arg Glu Lys Lys Ala Ala Leu Ser 
370 375 380 
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Met Cys Lys Ser Val Val Ala Pro Ala Thr Asp Gly Gly Leu Asn Leu 
385 390 395 400 



Thr Ser Thr Phe Leu Arg Lys Asn Gin Cys Glu Thr Arg Thr Met Leu 
405 410 415 



Leu Gin Pro Ala Gly Ser Leu Gly Ser Tyr Ser Tyr Arg Ser Pro Arg 
420 425 430 



Glu Trp Gly Leu His Arg Pro Pro Gly Pro Ser Leu Gly Ala Thr Leu 
435 440 445 



Ala Gly Thr Thr Leu Gly Gin Pro Pro Ala Ala Glu lie His Gly Val 
450 455 460 



Gly Gly Asp Gly Cys Pro Thr Ser Val Arg Gly Lys Gly Gin Ala Trp 
465 470 475 480 



Ala 



<210> 221 

<211> 1088 

<212> PRT 

<213> Homo sapien 

<400> 221 

Met Asp lie Tyr Asp Thr Gin Thr Leu Gly Val Val Val Phe Gly Gly 
15 10 15 



Phe Met Val Val Ser Ala He Gly He Phe Leu Val Ser Thr Phe Ser 
20 25 30 



Met Lys Glu Thr Ser Tyr Glu Glu Ala Leu Ala Asn Gin Arg Lys Glu 
35 40 45 



Met Ala Lys Thr His His Gin Lys Val Glu Lys Lys Lys Lys Glu Lys 
50 55 60 



Thr Val Glu Lys Lys Gly Lys Thr Lys Lys Lys Glu Glu Lys Pro Asn 
65 70 75 80 



Gly Lys He Pro Asp His Asp Pro Ala Pro Asn Val Thr Val Leu Leu 
85 90 95 



Arg Glu Pro Val Arg Ala Pro Ala Val Ala Val Ala Pro Thr Pro Val 
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100 105 110 



Gin Pro Pro lie lie Val Ala Pro Val Ala Thr Val Pro Ala Met Pro 
115 120 125 



Gin Glu Lys Leu Ala Ser Ser Pro Lys Asp Lys Lys Lys Lys Glu Lys 
130 135 140 



Lys Val Ala Lys Val Glu Pro Ala Val Ser Ser Val Val Asn Ser lie 
145 150 155 160 



Gin Val Leu Thr Ser Lys Ala Ala lie Leu Glu Thr Ala Pro Lys Glu 
165 170 175 



Val Pro Met Val Val Val Pro Pro Val Gly Ala Lys Gly Asn Thr Pro 
180 185 190 



Ala Thr Gly Thr Thr Gin Gly Lys Lys Ala Glu Gly Thr Gin Asn Gin 
195 200 205 



Ser Lys Lys Ala Glu Gly Ala Pro Asn Gin Gly Arg Lys Ala Glu Gly 
210 215 220 



Thr Pro Asn Gin Gly Lys Lys Thr Glu Gly Thr Pro Asn Gin Gly Lys 
225 230 235 240 



Lys Ala Glu Gly Thr Pro Asn Gin Gly Lys Lys Ala Glu Gly Thr Pro 
245 250 255 



Asn Gin Gly Lys Lys Ala Glu Gly Ala Gin Asn Gin Gly Lys Lys Val 
260 265 ~ 270 



Asp Thr Thr Pro Asn Gin Gly Lys Lys Val Glu Gly Ala Pro Thr Gin 
275 280 285 



Gly Arg Lys Ala Glu Gly Ala Gin Asn Gin Ala Lys Lys Val Glu Gly 
290 295 300 



Ala Gin Asn Gin Gly Lys Lys Ala Glu Gly Ala Gin Asn Gin Gly Lys 
305 310 315 320 



Lys Gly Glu Gly Ala Gin Asn Gin Gly Lys Lys Ala Glu Gly Ala Gin 
325 330 335 



Asn Gin Gly Lys Lys Ala Glu Gly Ala Gin Asn Gin Gly Lys Lys Ala 
340 345 350 
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Glu Gly Ala Gin Asn Gin Gly Gin Lys Gly Glu Gly Ala Gin Asn Gin 
355 360 365 



Gly Lys Lys Thr Glu Gly Ala Gin Gly LyB Lys Ala Glu Arg Ser Pro 
370 375 380 



Asn Gin Gly Lys Lys Gly Glu Gly Ala Pro lie Gin Gly Lys Lys Ala 
385 390 395 400 



Asp Ser Val Ala Asn Gin Gly Thr Lys Val Glu Gly lie Thr Asn Gin 
405 410 415 



Gly Lys Lys Ala Glu Gly Ser Pro Ser Glu Gly Lys Lys Ala Glu Gly 
420 425 430 



Ser Pro Asn Gin Gly Lys Lys Ala Asp Ala Ala Ala Asn Gin Gly Lys 
435 440 445 



Lys Thr Glu Ser Ala Ser Val Gin Gly Arg Asn Thr Asp Val Ala Gin 
450 455 460 



Ser Pro Glu Ala Pro Lys Gin Glu Ala Pro Ala Lys Lys Lys Ser Gly 
465 470 475 480 



Ser Lys Lys Lys Gly Glu Pro Gly Pro Pro Asp Ala Asp Gly Pro Leu 
485 490 495 



Tyr Leu Pro Tyr Lys Thr Leu Val Ser Thr Val Gly Ser Met Val Phe 
500 505 510 



Asn Glu Gly Glu Ala Gin Arg Leu lie Glu lie Leu Ser Glu Lys Ala 
515 520 525 



Gly lie lie Gin Asp Thr Trp His Lys Ala Thr Gin Lys Gly Asp Pro 
53 0 535 " 540 



Val Ala lie Leu Lys Arg Gin Leu Glu Glu Lys Glu Lys Leu Leu Ala 
545 550 555 560 



Thr Glu Gin Glu Asp Ala Ala Val Ala Lys Ser Lys Leu Arg Glu Leu 
565 570 575 



Asn Lys Glu Met Ala Ala Glu Lys Ala Lys Ala Ala Ala Gly Glu Ala 
580 585 590 
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Lys Val Lys Lys Gin Leu Val Ala Arg Glu Gin Glu lie Thr Ala Val 
595 600 605 



Gin Ala Arg Met Gin Ala Ser Tyr Arg Glu Hie Val Lys Glu Val Gin 
610 615 620 



Gin Leu Gin Gly Lys lie Arg Thr Leu Gin Glu Gin Leu Glu Asn Gly 
625 630 635 640 



Pro Asn Thr Gin Leu Ala Arg Leu Gin Gin Glu Asn Ser lie Leu Arg 
645 650 655 



Asp Ala Leu Asn Gin Ala Thr Ser Gin Val Glu Ser Lys Gin Asn Ala 
660 665 670 



Glu Leu Ala Lys Leu Arg Gin Glu Leu Ser Lys Val Ser Lys Glu Leu 
675 680 685 



Val Glu Lys Ser Glu Ala Val Arg Gin Asp Glu Gin Gin Arg Lys Ala 
690 695 700 



Leu Glu Ala Lys Ala Ala Ala Phe Glu Lys Gin Val Leu Gin Leu Gin 
705 710 715 720 



Ala Ser His Arg Glu Ser Glu Glu Ala Leu Gin Lys Arg Leu Asp Glu 
725 730 735 



Val Ser Arg Glu Leu Cys His Thr Gin Ser Ser His Ala Ser Leu Arg 
740 745 750 



Ala Asp Ala Glu Lys Ala Gin Glu Gin Gin Gin Gin Met Ala Glu Leu 
755 760 765 



His Ser Lys Leu Gin Ser Ser Glu Ala Glu Val Arg Ser Lys Cys Glu 
770 775 780 



Glu Leu Ser Gly Leu His Gly Gin Leu Gin Glu Ala Arg Ala Glu Asn 
785 790 795 800 



Ser Gin Leu Thr Glu Arg lie Arg Ser He Glu Ala Leu Leu Glu Ala 
805 810 815 



Gly Gin Ala Arg Asp Ala Gin Asp Val Gin Ala Ser Gin Ala Glu Ala 
820 825 830 
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Asp Gin Gin Gin Thr Arg Leu Lys Glu Leu Glu Ser Gin Val Ser Gly 
835 840 845 



Leu Glu Lys Glu Ala lie Glu Leu Arg Glu Ala Val Glu Gin Gin Lys 
850 855 860 



Val Lys Asn Asn Asp Leu Arg Glu Lys Asn Trp Lys Ala Met Glu Ala 
865 870 875 880 



Leu Ala Thr Ala Glu Gin Ala Cys Lys Glu Lys Leu His Ser Leu Thr 
885 890 895 



Gin Ala Lys Glu Glu Ser Glu Lys Gin Leu Cys Leu lie Glu Ala Gin 
900 905 910 



Thr Met Glu Ala Leu Leu Ala Leu Leu Pro Glu Leu Ser Val Leu Ala 
915 920 925 



Gin Gin Asn Tyr Thr Glu Trp Leu Gin Asp Leu Lys Glu Lys Gly Pro 
930 935 940 



Thr Leu Leu Lys His Pro Pro Ala Pro Ala Glu Pro Ser Ser Asp Leu 
945 950 955 960 



Ala Ser Lys Leu Arg Glu Ala Glu Glu Thr Gin Ser Thr Leu Gin Ala 
965 970 975 



Glu Cys Asp Gin Tyr Arg Ser lie Leu Ala Glu Thr Glu Gly Met Leu 
980 985 990 



Arg Asp Leu Gin Lys Ser Val Glu Glu Glu Glu Gin Val Trp Arg Ala 
995 1000 1005 



Lys Val Gly Ala Ala Glu Glu Glu Leu Gin Lys Val Tyr Ala Ala 
1010 1015 1020 



Leu Pro Ala Ser Arg Arg Arg Gly Ala His Glu Ala Gin Gly Arg 
1025 " 1030 1035 



Val Asp Arg lie Val Ser Val Thr Cys Glu Thr Arg Val Ser Arg 
1040 1045 1050 



Trp Gly Phe Ser Thr Thr Pro Tyr Glu Ala Gin Leu Arg Asp Asp 
1055 1060 1065 



Ser Ser Val Arg Pro Pro Gly Gly Pro Arg Leu Gly Arg His Cys 
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1070 1075 1080 



Gin Met Ala Pro Gly 
1085 



<210> 222 

<211> 440 

<212> PRT 

<213> Homo sapien 

<400> 222 

Arg Val Gly Lys Ala Gly Gly Gly Asp Pro Gly Gly Gly Gly Arg Ser 
15 10 15 



Pro Ala Leu Arg Gin Lys Val Pro Arg Leu His Thr Arg Ala Arg Ser 
20 25 30 



Gin Arg Ala Ala Gly Ala Asp Gly Arg Arg Gly Gly Arg Arg Gin Gly 
35 40 45 



Arg Ser Val Tyr Ser Cys Ser Gly Ala Val Ser Trp Arg Arg Leu Gly 
50 55 60 



Arg Leu Leu Ser Pro Gly Ser Ala Ala Ala Ala Lys Ala Ala Ala Pro 
65 70 75 80 



Ala Leu Ser Leu Ser Leu Ser Arg Leu Trp Leu Gin Val Lys Gly Lys 
85 90 95 



Gin Ala Arg Met Asp lie Tyr Asp Thr Gin Thr Leu Gly Val Val Val 
100 105 110 



Phe Gly Gly Phe Met Val Val Ser Ala lie Gly lie Phe Leu Val Ser 
115 120 125 



Thr Phe Ser Met Lys Glu Thr Ser Tyr Glu Glu Ala Leu Ala Asn Gin 
130 135 140 



Arg Lys Glu Met Ala Lys Thr His His Gin Lys Val Glu Lys Lys Lys 
145 150 155 160 



Lys Glu Lys Thr Val Glu Lys Lys Gly Lys Thr Lys Lys Lys Glu Glu 
165 170 175 



Lys Pro Asn Gly Lys He Pro Asp His Asp Pro Ala Pro Asn Val Thr 
180 185 190 
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Val Leu Leu Arg Glu Pro Val Arg Ala Pro Ala Val Ala Val Ala Pro 
195 200 205 



Thr Pro Val Gin Pro Pro lie lie Val Ala Pro Val Ala Thr Val Pro 
210 215 220 



Ala Met Pro Gin Glu Lys Leu Ala Ser Ser Pro Lys Asp Lys Lys Lys 
225 230 235 240 



Lys Glu Lys Lys Val Ala Lys Val Glu Pro Ala Val Ser Ser Val Val 
245 250 255 



Asn Ser lie Gin Val Leu Thr Ser Lys Ala Ala lie Leu Glu Thr Ala 
260 265 270 



Pro Lys Glu Val Pro Met Val Val Val Pro Pro Val Gly Ala Lys Gly 
275 280 285 



Asn Thr Pro Ala Thr Gly Thr Thr Gin Gly Lys Lys Ala Glu Gly Thr 
290 295 300 



Gin Asn Gin Ser Lys Lys Ala Glu Gly Ala Pro Asn Gin Gly Arg Lys 
305 310 315 320 



Ala Glu Gly Thr Pro Asn Gin Gly Lys Lys Thr Glu Gly Thr Pro Asn 
325 330 335 



Gin Gly Lys Lys Ala Glu Gly Thr Pro Asn Gin Gly Lys Lys Ala Glu 
340 345 350 . 



Gly Thr Pro Asn Gin Gly Lys Lys Ala Glu Gly Ala Gin Asn Gin Gly 
355 360 365 



Lys Lys Val Asp Thr Thr Pro Asn Gin Gly Lys Lys Val Glu Gly Ala 
370 375 380 



Pro Thr Gin Gly Arg Lys Ala Glu Gly Ala Gin Asn Gin Ala Lys Lys 
385 390 395 400 



Val Glu Gly Ala Gin Asn Gin Gly Lys Lys Ala Glu Gly Ala Gin ABn 
405 410 ~ 415 



Gin Gly Lys Lys Gly Glu Gly Ala Gin Asn Gin Gly Lys Lys Ala Glu 
420 425 430 
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Gly Ala Gin Asn Gin Pro Pro Met 
435 440 



<210> 223 

<211> 521 

<212> PRT 

<213> Homo sapien 

<400> 223 



Met Asp lie Tyr Asp Thr Gin Thr Leu Gly Val Val Val Phe Gly Gly 
15 10 15 



Phe Met Val Val Ser Ala He Gly He Phe Leu Val Ser Thr Phe Ser 
20 25 30 



Met Lys Glu Thr Ser Tyr Glu Glu Ala Leu Ala Asn Gin Arg Lys Glu 
35 40 45 



Met Ala Lys Thr His His Gin Lys Val Glu Lys Lys Lys Lys Glu Lys 
50 55 60 



Thr Val Glu Lys Lys Gly Lys Thr Lys Lys Lys Glu Glu Lys Pro Asn 
65 70 75 80 



Gly Lys He Pro Asp His Asp Pro Ala Pro Asn Val Thr Val Leu Leu 
85 90 95 



Arg Glu Pro Val Arg Ala Pro Ala Val Ala Val Ala Pro Thr Pro Val 
100 105 110 



Gin Pro Pro He He Val Ala Pro Val Ala Thr Val Pro Ala Met Pro 
115 120 125 



Gin Glu Lys Leu Ala Ser Ser Pro Lys Asp Lys Lys Lys Lys Glu Lys 
130 135 140 



Lys Val Ala Lys Val Glu Pro Ala Val Ser Ser Val Val Asn Ser He 
145 150 155 160 



Gin Val Leu Thr Ser Lys Ala Ala He Leu Glu Thr Ala Pro Lys Glu 
165 170 175 



Val Pro Met Val Val Val Pro Pro Val Gly Ala Lys Gly Asn Thr Pro 
180 185 190 



Ala Thr Gly Thr Thr Gin Gly Lys Lys Ala Glu Gly Thr Gin Asn Gin 
195 200 205 
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Ser Lys Lys Ala Glu Gly Ala Pro Asn Gin Gly Arg Lys Ala Glu Gly 
210 215 220 



Thr Pro Asn Gin Gly Lys Lye Thr Glu Gly Thr Pro Asn Gin Gly Lys 
225 230 235 240 



Lys Ala Glu Gly Thr Pro Asn Gin Gly Lys Lys Ala Glu Gly Thr Pro 
245 250 " 255 



Asn Gin Gly Lys Lys Ala Glu Gly Ala Gin Asn Gin Gly Lys Lys Val 
260 265 270 



Asp Thr Thr Pro Asn Gin Gly Lys Lys Val Glu Gly Ala Pro Thr Gin 
275 280 285 



Gly Arg Lys Ala Glu Gly Ala Gin Asn Gin Ala Lys Lys Val Glu Gly 
290 295 300 



Ala Gin Asn Gin Gly Lys Lys Ala Glu Gly Ala Gin Asn Gin Gly Lys 
305 310 * 315 320 



Lys Gly Glu Gly Ala Gin Asn Gin Gly Lys Lys Ala Glu Gly Ala Gin 
325 330 335 



Asn Gin Pro Pro Asp Val Thr Val Leu Leu Arg Glu Pro Val Arg Ala 
340 345 350 



Pro Ala Val Ala Val Ala Pro Thr Pro Val Gin Pro Pro lie lie Val 
355 360 365 



Ala Pro Val Ala Thr Val Pro Ala Met Pro Gin Glu Lys Leu Ala Ser 
370 375 380 



Ser Pro Lys Asp Lys Lys Lys Lys Glu Lys Asn Val Ala Lys Val Glu 
385 390 395 400 



Pro Ala Val Ser Ser Val Val Asn Ser lie Gin Ser Ser His Phe Glu 
405 410 415 



Gly Cys Gin Val Gly Ser Met Val Phe Asn Glu Gly Glu Ala Gin Arg 
420 425 430 



Leu lie Glu lie Leu Ser Glu Lys Ala Gly lie lie Gin Asp Thr Trp 
435 440 445 



WO 2004/053079 



PCT/US2003/038855 



287 

His Lys Ala Thr Gin Lys Gly Asp Pro Val Ala lie Leu Lys Arg Gin 
450 455 460 



Leu Glu Glu Lys Glu Lys Leu Leu Ala Thr Glu Gin Glu Asp Ala Ala 
465 470 475 480 



Val Ala Lys Ser Lys Leu Arg Glu Leu Asn Lys Glu Met Ala Ala Glu 
485 490 495 



Lys Ala Lys Ala Ala Ala Gly Glu Ala Lys Val Lys Lys Gin Leu Val 
500 505 510 



Ala Arg Glu Gin Glu He Thr Ala Arg 
515 520 



<210> 224 

<211> 165 

<212> PRT 

<213> Homo sapien 

<400> 224 

Gly Arg Ser Gin Arg Ser Ser Pro Cys Ser Ala Pro Leu Gin Gly Pro 
1 5 10 15 



Gly Ala Leu Gly Leu Arg Thr Gin Leu Leu Leu Pro Pro Trp Ser Ser 
20 25 30 



Thr Trp Glu Gin Val Ser Ser Trp Gly Val Trp Thr Gly Gly Ala Gly 
35 40 45 



Gly Arg Thr Gin Ala Gin Lys Leu Pro Ala Pro Thr Thr Gin Leu Leu 
50 55 60 



Ser Thr Ala Leu Glu Pro Thr Ser Gin Lys Pro Gly Val Gly Ala Gly 
65 70 75 80 



His Gly Gly Asp Pro Lys Leu Ser Pro His Lys Val Gin Gly Arg Ser 
85 90 95 



Glu Ala Gly Ala Gly Pro Gly Pro Lys Gin Gly His His Ser Ser Ser 
100 105 110 



Asp Ser Ser Ser Ser Ser Ser Asp Ser Asp Thr Asp Val Lys Ser His 
115 120 125 



Ala Ala Gly Ser Lys Gin His Glu Ser He Pro Gly Lys Ala Lys Lys 
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130 135 140 



Pro Lys Val Lys Lys Lys Glu Lys Gly Lys Lys Glu Lys Gly Lys Lys 
145 150 155 160 



Lys Glu Ala Pro His 
165 



<210> 225 

<211> 262 

<212> PRT 

<213> Homo sapien 

<400> 225 



Gly Arg Ser Gin Arg Ser Ser Pro Cys Ser Ala Pro Leu Gin Gly Pro 
15 10 15 



Gly Ala Leu Gly Leu Arg Thr Gin Leu Leu Leu Pro Pro Trp Ser Ser 
20 25 30 



Thr Trp Glu Gin Val Ser Ser Trp Gly Val Trp Thr Gly Gly Ala Gly 
35 40 45 



Gly Arg Thr Gin Ala Gin Lys Leu Pro Ala Pro Thr Thr Gin Leu Leu 
50 55 60 



Ser Thr Ala Leu Glu Pro Thr Ser Gin Lys Pro Gly Val Gly Ala Gly 
65 70 75 80 



His Gly Gly Asp Pro Lys Leu Ser Pro His Lys Val Gin Gly Arg Ser 
85 90 95 



Glu Ala Gly Ala Gly Pro Gly Pro Lys Val Ser Arg Leu lie Thr Gly 
100 105 110 



Cys Gly Gly Ala Gly Arg Leu Gly Leu Pro Leu Thr Pro Gly Ser Cys 
115 120 125 



Leu Arg Pro Pro Thr Ser Gly Gly Trp Val Arg Gly Ala Ala Ser Leu 
130 135 140 



Pro His Leu His Pro Ala Arg Thr Pro Gin Leu Phe Arg Leu Gin Gin 
145 150 155 160 



Gin Leu Gin Arg Phe Gly His Gly Cys Glu Gly Lys Gly Leu Ser Pro 
165 170 175 
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Ala Ser Pro Ser Thr Cys Pro Ala Pro Gin Arg Gly Val Pro Ala Leu 
180 185 190 



Gly Leu Ala Gly Arg Val Arg Gly Val Val Pro Leu Ser Arg Phe Gin 
195 200 205 



Pro Arg Thr lie Ser Ser Leu Pro Ser Leu Pro Ser Ala Pro Gin Ser 
210 215 220 



His Ala Ala Gly Ser Lys Gin His Glu Ser He Pro Gly Lys Ala Lys 
225 230 235 240 



Lys Pro Lys Val Lys Lys Lys Glu Lys Gly Lys Lys Glu Lys Gly Lys 
245 250 255 



Lys Lys Glu Ala Pro His 
260 



<210> 226 

<211> 231 

<212> PRT 

< 2 1 3 > Homo sap i en 

<220> 

<221> MI S COFEATURE 

<222> (206) . . (206) 

<223> X=any amino acid 



<220> 

<221> MIS C_FEATURE 

<222> (210) . . (210) 

<223> X=any amino acid 



<400> 226 

Ser Arg Asp Pro Asn Gly Trp Trp Arg Arg Leu Arg Val Ser Ala Glu 
1 ~ 5 10 15 



Leu Ala Met Ala Gin Leu Cys Gly Leu Arg Arg Ser Arg Ala Phe Leu 
20 25 30 



Ala Leu Leu Gly Ser Leu Leu Leu Ser Gly Val Leu Ala Ala Asp Arg 
35 40 45 



Glu Arg Ser He His Asp Phe Cys Leu Val Ser Lys Val Val Gly Arg 
50 55 60 



Cys Arg Ala Ser Met Pro Arg Trp Trp Tyr Asn Val Thr Asp Gly Ser 
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65 70 75 80 



Cys Gin Leu Phe Val Tyr Gly Gly Cys Asp Gly Asn Ser Asn Asn Tyr 
85 90 95 



Leu Thr Lys Glu Glu Cys Leu Lys Lys Cys Ala Thr Val Thr Glu Asn 
100 105 110 



Ala Thr Gly Asp Leu Ala Thr Ser Arg Asn Ala Ala Asp Ser Ser Val 
115 120 125 



Pro Ser Ala Pro Arg Arg Gin Asp Ser Glu Asp His Ser Ser Asp Met 
130 135 140 



Phe Asn Tyr Glu Glu Tyr Cys Thr Ala Asn Ala Val Thr Gly Pro Cys 
145 150 155 160 



Arg Ala Ser Phe Pro Arg Trp Tyr Phe Asp Val Glu Arg Asn Ser Cys 
165 170 175 



Asn Asn Phe lie Tyr Gly Gly Cys Arg Gly Asn Lys Asn Ser Tyr Arg 
180 185 190 



Ser Glu Glu Ala Cys Met Leu Arg Cys Phe Gin Gly Asn Xaa Pro Ala 
195 200 205 



Leu Xaa Gin Gly Gly Pro Gly Gly Gly Pro Arg Gly Asp Pro Ser Gly 
210 215 220 



Arg Pro Gly Asp Arg Thr Gly 
225 230 



<210> 227 

<211> 213 

<212> PRT 

<213> Homo sapien 

<400> 227 

Met Ala Gin Leu Cys Gly Leu Arg Arg Ser Arg Ala Phe Leu Ala Leu 
15 10 15 



Leu Gly Ser Leu Leu Leu Ser Gly Val Leu Ala Ala Asp Arg Glu Arg 
20 25 30 



Ser lie His Asp Phe Cys Leu Val Ser Lys Val Val Gly Arg Cys Arg 
35 40 45 
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Ala Ser Met Pro Arg Trp Trp Tyr Asn Val Thr Asp Gly Ser Cys Gin 
50 55 60 



Leu Phe Val Tyr Gly Gly Cys Asp Gly Asn Ser Asn Asn Tyr Leu Thr 
65 70 75 80 



Lys Glu Glu Cys Leu Lys Lys Cys Ala Thr Val Thr Glu Asn Ala Thr 
85 90 95 



Gly Asp Leu Ala Thr Ser Arg Asn Ala Ala Asp Ser Ser Val Pro Ser 
100 105 110 



Ala Pro Arg Arg Gin Asp Ser Glu Asp His Ser Ser Asp Met Phe Asn 
115 120 125 



Tyr Glu Glu Tyr Cys Thr Ala Asn Ala Val Thr Gly Pro Cys Arg Ala 
130 135 140 



Ser Phe Pro Arg Trp Tyr Phe Asp Val Glu Arg Asn Ser Cys Asn Asn 
145 150 155 160 



Phe lie Tyr Gly Gly Cys Arg Gly Asn Lys Asn Ser Tyr Arg Ser Glu 
165 170 175 



Glu Ala Cys Met Leu Arg Cys Phe Gin Arg Glu Leu Pro Trp Pro Trp 
180 185 190 



Ala Lys Gly Gly Arg Gly Ala Ala Arg Gly Gly Thr Pro Arg Gly Ala 
195 200 205 



Gin Gly Thr Glu Pro 
210 



<210> 228 

<211> 242 

<212> PRT 

<213> Homo sapien 

<400> 228 

Met Ala Gin Leu Cys Gly Leu Arg Arg Ser Arg Ala Phe Leu Ala Leu 
1 5 10 15 



Leu Gly Ser Leu Leu Leu Ser Gly Val Leu Ala Ala Asp Arg Glu Arg 
20 25 30 



Ser lie His Asp Phe Cys Leu Val Ser Lys Val Val Gly Arg Cys Arg 
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35 40 45 



Ala Ser Met Pro Arg Trp Trp Tyr Asn Val Thr Asp Gly Ser Cys Gin 
50 55 60 



Leu Phe Val Tyr Gly Gly Cys Asp Gly Asn Ser Asn Asn Tyr Leu Thr 
65 70 75 80 



Lys Glu Glu Cys Leu Lys Lys Cys Ala Thr Val Thr Glu Asn Ala Thr 
85 90 95 



Gly Asp Leu Ala Thr Ser Arg Asn Ala Ala Asp Ser Ser Val Pro Ser 
100 105 110 



Ala Pro Arg Arg Gin Asp Ser Glu Asp His Ser Ser Asp Met Phe Asn 
115 120 125 



Tyr Glu Glu Tyr Cys Thr Ala Asn Ala Val Thr Gly Pro Cys Arg Ala 
130 * "* 135 140 



Ser Phe Pro Arg Trp Tyr Phe Asp Val Glu Arg Asn Ser Cys Asn Asn 
145 150 155 160 



Phe He Tyr Gly Gly Cys Arg Gly Asn Lys Asn Ser Tyr Arg Ser Glu 
165 170 175 



Glu Ala Cys Met Leu Arg Cys Phe Arg Gin Gin Glu Asn Pro Pro Leu 
180 185 190 



Pro Leu Gly Ser Lys Gly Lys Trp Pro Leu Thr Leu Leu Leu Pro Ser 
195 200 205 



Ala Cys Leu Leu Pro Ser Leu Thr Glu Leu Ser Pro Ala Gin Leu Trp 
210 215 220 



Phe Thr Leu Ser Phe Thr Val Asn He He Leu Ala Glu Ser HiB Val 
225 230 235 240 



Ser Ala 



<210> 229 

<211> 53 

<212> PRT 

<213> Homo sapien 



<400> 229 
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Arg Phe Trp Leu Ala lie Gly Cys Trp Pro Ser Arg Gin Ser Arg Glu 
1 5 ^10 15 



Gin His lie Ser Ser Arg Arg Lys Met Glu lie Leu Lys Thr Glu Cys 
20 25 30 



Gin Glu Lys Glu Ser Arg Thr lie His Ser Met Arg Arg Lys Met Glu 
35 40 45 



Lys Lys Asn Phe lie 
50 



<210> 230 

<211> 43 

<212> PRT 

<213> Homo sapien 

<400> 230 

Met Asp Arg Pro Pro Gly Gin Val Pro Gly His Leu Gly Gin Cys Asp 
15 10 15 



Val Ser Gly Trp Gin Ser Asp Ala Gly Pro Ala Gly Ser Gin Glu Asn 
20 25 30 



Ser Thr Leu Val Pro Glu Glu Arg Trp Lys Phe 

40 





35 


<210> 


231 


<211> 


66 


<212> 


PRT 


<213> 


Homo 


<400> 


231 


Val Ala Ala 


1 





10 15 



Trp Gin Ser Asp Ala Gly Pro Ala Gly Ser Gin Glu Asn Ser Thr Leu 
20 25 30 



Val Pro Glu Glu Arg Trp Glu lie Leu Lys Thr Glu Cys Gin Glu Lys 
35 40 45 



Glu Ser Arg Thr lie His Ser Met Arg Arg Lys Met Glu Lys Lys Asn 
50 55 60 



Phe He 
65 
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<210> 232 

<211> 34 

<212> PRT 

<213> Homo sapien 

<400> 232 

Met Asp Arg Ser Arg Pro Arg Tyr Leu Ala lie Leu Gly Ser Val Thr 
1 5 10 15 



Phe Leu Ala Gly Asn Arg Met Leu Ala Gin Gin Ala Val Lys Arg Thr 
20 25 30 



Ala His 



<210> 233 

<211> 116 

<212> PRT 

<213> Homo sapien 

<220> 

< 2 2 1 > MIS COFEATURE 

<222> (3) . . (4) 

<223> X=any amino acid 



<220> 

<221> MIS C_FEATURE 

<222> (10) . . (11) 

<223> X=any amino acid 



<220> 

<221> MISC__FEATURE 

<222> (31) . . (31) 

<223> X=any amino acid 



<220> 

<221> MISC_FEATURE 

<222> (34) . . (34) 

<223> X=any amino acid 



<220> 

<221> MIS COFEATURE 

<222> (39) . . (39) 

<223> X=any amino acid 



<220> 

<221> MIS C_FE ATURE 

<222> (41) . . (41) 

<223> X=any amino acid 
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<220> 

<221> MIS COFEATURE 

<222> (44).. (44) 

<223> X=any amino acid 



<220> 

<221> MIS COFEATURE 

<222> (57) . . (57) 

<223> X=any amino acid 



<220> 

<221> MIS C_FEATURE 

<222> (59) . . (60) 

<223> X=any amino acid 



<220> 

< 2 2 1 > MI SC_FEATURE 

<222> (65) . . (66) 

<223> X=any amino acid 



<220> 

< 2 2 1 > MI SC_FEATURE 

<222> (69) . . (69) 

<223> X=any amino acid 



<220> 

<221> MIS COFEATURE 

<222> (71) . . (71) 

<223> X=any amino acid 



<220> 

< 2 2 1 > MIS C_FEATURE 

<222> (75) . . (76) 

<223> X=any amino acid 



<220> 

<221> MIS COFEATURE 

<222> (80) . . (81) 

<223> X=any amino acid 



<220> 

< 2 2 1 > MI S COFEATURE 

<222> (83).. (83) 

<223> X=any amino acid 



<220> 

< 2 2 1 > MI S COFEATURE 

<222> (97) . . (97) 

<223> X=any amino acid 
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<220> 

<221> MIS COFEATURE 

<222> (115) . . (115) 

<223> X=any amino acid 



<400> 233 



Met Val Xaa Xaa Arg Pro Ser Pro Leu Xaa Xaa Asp Leu Asn Ala Pro 
15 10 15 



Ser Asp Trp Asp Ser Arg Gly Lys Asp Ser Tyr Glu Thr Arg Xaa Leu 
20 25 30 



Asp Xaa Lys Ser Ala Glu Xaa Lys Xaa Lys Lys Xaa Ser Arg Leu Tyr 
35 40 45 



Lys Arg Lys Ala Asn Asp Glu Ser Xaa Glu Xaa Xaa Asp Val lie Asp 
50 55 60 



Xaa Xaa Glu Leu Xaa Lys Xaa Ser Arg Glu Xaa Xaa Ser His Glu Xaa 
65 70 75 80 



Xaa Ser Xaa Glu Asp Met Leu Val Val Asp Ala Lys Ser Lys Glu Glu 
85 90 95 



Xaa Lys His Leu Lys Phe Arg lie Ser His Glu Leu Asp Ser Ala Ser 
100 105 110 



Ser Glu Xaa Asn 
115 



<210> 234 

<211> 122 

<212> PRT 

<213> Homo sapien 

<220> 

<221> MIS C_FEATURE 

<222> (9).. (10) 

<223> X=any amino acid 



<220> 

<221> MIS COFEATURE 

<222> (16).. (17) 

<223> X=any amino acid 



<220> 

<221> MIS COFEATURE 

<222> (37).. (37) 

<223> X=any amino acid 
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<220> 

<221> MIS COFEATURE 

<222> (40) . . (40) 

<223> X=any amino acid 



<220> 

<221> MIS C_FEATURE 

<222> (45) . . (45) 

<223> X=any amino acid 



<220> 

<221> MIS COFEATURE 

<222> (47).. (47) 

<223> X«any amino acid 



<220> 

<221> MIS COFEATURE 

<222> (87) . . (87) 

<223> X=any amino acid 



<400> 234 

Met Glu Ser Glu Glu Leu Asn Gly Xaa Xaa Lys Ala lie Pro Val Xaa 
1 5 10 15 



Xaa Asp Leu Asn Ala Pro Ser Asp Trp Asp Ser Arg Gly Lys Asp Ser 
20 25 30 



Tyr Glu Thr Arg Xaa Leu Asp Xaa Lys Ser Ala Glu Xaa Lys Xaa Lys 
35 40 45 



Lys Lys Ser Arg Leu Tyr Lys Arg Lys Ala Asn Asp Glu Ser Lys Glu 
50 " 55 60 



Gin Ala Asp Val lie Asp Arg Lys Glu Leu Ala Lys Asp Ser Arg Glu 
65 " 70 75 80 



Ala Asn Ser His Glu Phe Xaa Ser Lys Glu Asp Met Leu Val Val Asp 
85 90 95 



Ala Lys Ser Lys Glu Glu Glu Lys His Leu Lys Phe Arg lie Ser His 
100 105 110 



Glu Leu Asp Ser Ala Ser Ser Glu Phe Asn 
115 120 



<210> 235 
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<211> 86 

<212> PRT 

<213> Homo sapien 

<400> 235 

Leu Ser Gly Leu Phe Arg Ser Leu Glu Val He Phe Val He Phe Phe 
15 10 15 



Leu Asn Tyr Phe Arg Glu Leu Gly Met Gin Met Phe Ser Val Arg Lys 
20 25 30 



Pro Leu Phe Thr Leu Trp Lys Leu Asn Lys Lys Cys lie Cys Leu Arg 
35 40 45 



Asn Trp Arg Leu Leu Met Leu Gly Asn Thr Cys Asn Gly Ser Arg Gly 
50 55 60 



Asn Cys Val Ser Val Phe Gly Asn Glu He Tyr Gly Lys Pro Phe Phe 
65 70 75 80 



Lys Leu Val Met Leu Leu 
85 



<210> 236 

<211> 30 

<212> PRT 

<213> Homo sapien 

<400> 236 

Lys Ser Gly He Asn Ala Glu Gly Pro Leu Arg Pro Gly Ala Ala He 
15 10 15 



Leu Gly Leu Leu Gly Leu Ala Ser Val Gly Asp Ser Arg Thr 
20 25 30 



<210> 237 

<211> 125 

<212> PRT 

<213> Homo sapien 

<220> 

<221> MISC_FEATURE 

<222> (70) . . (70) 

<223> Xs=any amino acid 



<220> 

<221> MI SC_ FEATURE 

<222> (84) . . (84) 

<223> X=any amino acid 
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<220> 

<2 2 1 > MISC__FEATURE 

<222> (92) . . (92) 

<223> X=any amino acid 



<400> 237 



Gin Arg Leu Gin Arg Val Ala Gly lie Thr Gly Thr Cys His His Thr 
15 10 15 



Gin Leu lie Phe lie Phe Leu Val Glu Thr Gly Phe His His Val Gly 
20 25 30 



Gin Ala Gly Phe Glu Leu Leu lie Trp Trp Ser Ala Cys Leu Gly Leu 
35 40 45 



Pro Glu Cys Trp Asp Tyr Arg Arg Lys Pro Pro Arg Leu Ala Lys Lys 
50 55 60 



lie Lys lie Tyr Leu Xaa Tyr Val Leu Thr Ser Tyr Thr Gin Arg lie 
65 70 75 80 



Leu Asp Phe Xaa Leu Lys lie lie lie Lys Pro Xaa lie Ser Pro Val 
85 90 95 



Glu Lys Glu lie Leu Arg Phe Leu Cys Phe Phe Phe Gin His Asn Ser 
100 105 110 



Val Thr Tyr Gly Trp Glu Lys lie Cys Arg Glu He He 
115 120 125 



<210> 238 

<211> 104 

<212> PRT 

<213> Homo sapien 

<400> 238 

Thr Arg Thr Gin Arg Gly Thr He Gly Gin Asn He Ser His Thr His 
15 10 15 



Gin Arg His Thr Lys Pro Pro Thr His Ala He Thr Arg Pro Leu He 
20 25 30 



Arg Thr Leu Ala Glu Pro Asp Trp Lys Ser Thr Arg Ser Thr Lys Tyr 
35 40 45 



He Gly Asn Pro Pro His Arg Asn Pro Lys Leu Asp Lys Ala Lys He 
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50 55 60 



Thr Ala Thr Thr Pro lie Asn Lys Lys Pro Asn Thr Arg His Thr Arg 
65 70 75 80 



Asn Pro Pro Pro Asn Arg Arg Pro Met Pro lie His Gin Gin Thr His 
85 90 95 



Thr Lys Asp Lys Lys Arg His Glu 
100 



<210> 239 

<211> 61 

<212> PRT 

<213> Homo sapien 

<400> 239 

Met His Gin Gly Arg Glu His Ser Ala Gin Thr lie Asp Ser Asp Tyr 
1 5 10 15 



Leu Leu Thr Val Cys Arg Arg His Ala Gly Gly Leu Lys Arg Gly Cys 
20 25 30 



lie Leu Leu Pro Ser Leu Ala Gly Tyr Gly lie Ser Ser Phe Pro Phe 
35 40 45 



He Gly Tyr Glu Val Tyr Ser Ser He Tyr Gin Asn Leu 
50 55 60 



<210> 240 

<211> 193 

<212> PRT 

<213> Homo sapien 

<400> 240 

Ser Gly Gly Phe Thr Leu Arg Ser Thr Gly Ser Ala Ala Gly Arg Gly 
1 5 10 15 



Leu Arg Lys Leu Arg Pro Thr Leu Ser Arg Gly Ala Cys Asp Val Gly 
20 25 30 



Arg Ser Val Trp Lys Leu Arg Pro Ser His Cys Arg Val Gly Arg Gly 
35 40 45 



Ala Arg Gly He Phe His Ala Pro Pro Leu Cys Arg Leu Lys Cys Val 
50 55 60 
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Gly Gly Lys Arg Trp Ala Gly Cys His Leu Ala Pro Pro Phe Ser Cys 
65 70 75 80 



Gly Val Gly Gin Ala Ala Ala Ser Ser Ser Cys Ser Ser His Arg Leu 
85 90 95 



His Ser Asp Pro Ser Pro Ala Ala Trp He Leu Leu Pro Arg Arg Gly 
100 105 110 



Ser Phe Ser Arg Asn Leu Arg Ala Arg Pro Gin Ser Val Pro Ala Ala 
115 120 125 



Ser Arg Arg Thr Arg Trp Leu Gin Ala Ser Leu Pro Gin Val Ser Trp 
130 135 140 



Leu Arg Glu Arg Gin Arg Glu Arg Gly Gly Lys Thr Arg Glu Gin Ala 
145 ~ 150 ~ * 155 160 



Met Gly Gly Asp Gly Glu Ser Leu Leu Glu Gin Thr Arg Gly Arg Lys 
165 170 175 



Pro Thr Phe Leu His Ser Pro Ser He His Leu Trp Pro Tyr Val Phe 
180 185 190 



His 



<210> 241 

<211> 163 

<212> PRT 

<213> Homo sapien 

<400> 241 

Ser Gly Gly Phe Thr Leu Arg Ser Thr Gly Ser Ala Ala Gly Arg Gly 
15 10 15 



Leu Arg Lys Leu Arg Pro Thr Leu Ser Arg Gly Ala Cys Asp Val Gly 
20 25 30 



Arg Ser Val Trp Lys Leu Arg Pro Ser His Cys Arg Val Gly Arg Gly 
35 40 45 



Ala Arg Gly He Phe His Ala Pro Pro Leu Cys Arg Leu Lys Cys Val 
50 55 60 



Gly Gly Lys Arg Trp Ala Gly Cys His Leu Ala Pro Pro Phe Ser Cys 
65 70 75 80 
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Gly Val Gly Gin Ala Ala Ala Ser Ser Ser Cys Ser Ser His Arg Leu 
85 90 95 



His Ser Asp Pro Ser Pro Ala Ala Trp He Leu Leu Pro Arg Arg Gly 
100 105 HO 



Ser Phe Ser Arg Asn Leu Arg Ala Arg Pro Gin Ser Val Pro Ala Ala 
115 ~ 120 ~ 125 



Ser Arg Arg Thr Arg Trp Leu Gin Ala Ser Leu Thr Pro Gly Phe Leu 
130 135 140 



Ala Lys Arg Glu Thr Glu Gly Glu Arg Gly Glu Asp Glu Arg Thr Gly 
145 150 155 160 



Asn Gly Arg 



<210> 


242 


<211> 


227 


<212> 


PRT 


<213> 


Homo sap i en 


<220> 




<221> 


MISC FEATURE 


<222> 


(3) . - (4) 


<223> 


X=any amino ; 


<400> 


242 



Phe Phe Xaa Xaa Lys Glu Ala Gly Pro Pro Gly Leu Lys Thr His Ala 
15 10 15 



Gly Val Gly Pro Phe Trp Pro Val Gly Phe Leu Lys Pro Gin Trp Arg 
20 25 30 



Ala Leu Ser Ser Ser Phe Ser Gin Asn Pro Pro Gly Gly Leu Pro Leu 
35 40 45 



His Ser Phe Pro Asn Ser Gly Leu Pro Arg Arg His Arg Glu Thr Leu 
50 55 "* 60 



Phe Gly Leu Pro Ser Lys Ser Arg Ala Met Leu Lys His Pro Trp Gly 
65 70 75 * 80 



Pro Gin Pro Phe Ser Pro Ser Val Pro Ala Lys Glu Pro Gin Gly Pro 
85 90 95 
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Gly Gly His Gly Ala Arg Phe Arg Val Ala Lys Lys Ser Leu Val Pro 
100 105 110 



Asn Gin Gly Ala Ser Gin Gly Ala Leu Leu Lys Thr Leu Ser Pro Thr 
115 120 125 



Val lie Trp Arg Gly Val Asn Ala Gly Gly Lys Pro Pro Arg Pro His 
130 135 140 



Gin Arg Gly Phe Gin Lys Glu Gin Pro Ala Arg Gly Pro Arg Leu Arg 
145 150 155 160 



Asn Asn Arg Arg Glu Thr Thr Gly Trp Ala Glu Pro Arg Val Lys Tyr 
165 170 175 



Pro Trp Leu Pro Ala Arg Asp Gly Asp Arg Arg Arg Ala Trp Cys Cys 
180 185 190 



Thr Trp Cys Tyr Trp Cys Ala Arg Lys Lys Tyr Pro Gly Leu Val Leu 
195 200 ' ~ 205 



Glu Val Pro Arg Asp Lys Leu Thr Ala Ala Gly Met Lys Thr Asp Glu 
210 215 220 



Gly Pro His 
225 



<210> 


243 




<211> 


198 




<212> 


PRT 




<213> 


Homo 


sapien 


<400> 


243 




Met Ala Cys 


Pro Phe 


1 




5 



10 15 



Ser Pro Pro Leu Leu Pro Lys Phe Trp Ser Pro Gin Lys Thr Gin Gly 
20 25 30 



Asn lie Val Trp Ser Ala Gin Gin lie Lys Gly Asn Ala Gin Thr Pro 
35 40 45 



Met Gly Ala Pro Thr Leu Gin Pro Val Arg Ala Arg Gin Arg Thr Pro 
50 55 60 
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Arg Pro Trp Gly Thr Trp Gly Ser Leu Gin Ser Cys Gin Lys Lys Pro 
65 70 75 80 



Cys Ala Lys Ser Gly Gly Leu Pro Arg Gly Ser Val Glu Asn lie Val 
85 90 95 



Pro Tyr Gly Asp Met Glu Gly Gly Gin Cys Arg Gly Glu Ala Thr Lys 
100 105 110 



Ala Thr lie Asn Gly Asp Ser Arg Arg Ser Ser Gin Gin Gly Ala His 
115 120 125 



Gly Tyr Glu lie Thr Ala Glu Lys Pro Pro Val Gly Arg Asn Arg Val 
13 0 135 14 0, 



Ser Asn Thr Leu Gly Cys Pro Gin Gly Thr Gly Thr Gly Ala Glu His 
145 150 155 160 



Gly Ala Val Leu Gly Val Thr Gly Val Leu Arg Lys Lys Tyr Pro Gly 
165 " 170 175 



Leu Val Leu Glu Val Pro Arg Asp Lys Leu Thr Ala Ala Gly Met Lys 
180 185 190 



Thr Asp Glu Gly Pro His 
195 



<210> 


244 




<211> 


103 




<212> 


PRT 




<213> 


Homo sap i en 




<400> 


244 




Pro Lys Asp Ala Pro Glu Lys 


Leu Glu Asn 


1 


5 


10 



15 



Arg Val Gly Asp Thr Lys lie Thr Leu Leu Tyr Arg Thr Leu Gin Leu 
20 25 30 



Ser Met Gin Glu He Pro Phe Ser Leu Ser Ala Pro Gly Lys Thr Gin 
35 40 45 



Gin Pro Thr Glu Ala He Gly Asp Ser Leu Ser Thr Arg Gly Met Phe 
50 55 60 



Ser Lys Gin Gly Val Pro Cys Leu Ser Asn Lys Cys Pro Pro Ser Leu 
65 70 75 80 
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Leu Gly Phe Leu Phe Leu Gin Leu Val Val Ser Lys Pro Leu Pro Gly 
85 90 95 



lie Val Lys Ala Leu Pro Lys 
100 



<210> 245 

<211> 65 

<212> PRT 

<213> Homo sapien 

<400> 245 

Met Leu Pro Pro Ala Thr Ala Gin Leu Cys Leu Phe Asp Pro Arg Ala 
15 10 15 



Val Ala Gly Leu Tyr lie Ser Leu Tyr Asp His Lys Leu Pro Ala Asn 
20 25 30 



Glu Ser lie Cys Val Asp Asn Leu Thr Tyr Asn lie Leu Ser Lys He 
35 40 45 



Met His Phe Arg Gin Thr Asp He Ser Leu Phe Ser He Tyr Ser Phe 
50 55 60 



Phe 
65 



<210> 246 

<211> 103 

<212> PRT 

<213> Homo sapien 

<400> 246 

Pro Lys Asp Ala Pro Glu Lys Leu Glu Asn Leu Phe Gin Val Gly Arg 
15 10 15 



Arg Val Gly Asp Thr Lys He Thr Leu Leu Tyr Arg Thr Leu Gin Leu 
20 25 30 



Ser Met Gin Glu He Pro Phe Ser Leu Ser Ala Pro Gly Lys Thr Gin 
35 40 45 



Gin Pro Thr Glu Ala He Gly Asp Ser Leu Ser Thr Arg Gly Met Phe 
50 55 60 



Ser Lys Gin Gly Val Pro Cys Leu Ser Asn Lys Cys Pro Pro Ser Leu 
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65 70 75 80 



Leu Gly Phe Leu Phe Leu Gin Leu Val Val Ser Lys Pro Leu Pro Gly 
85 90 95 



lie Val Lys Ala Leu Pro Lys 
100 



<210> 247 

<211> 27 

<212> PRT 

<213> Homo sapien 

<400> 247 



Met Lys Leu Leu Thr Pro Pro Gly Ala Asp Ser His Leu Asn Ser Thr 
15 10 15 



Pro Ser Lys Leu Arg Arg Ser Pro Ala Lys Asn 
20 25 



<210> '248 

<211> 154 

<212> PRT 

<213> Homo sapien 

<400> 248 

Met Ala Ala Met Ala Ser Leu Gly Ala Leu Ala Leu Leu Leu Leu Ser 
1 5 10 15 



Ser Leu Ser Arg Cys Ser Ala Glu Ala Cys Leu Glu Pro Gin lie Thr 
20 25 30 



Pro Ser Tyr Tyr Thr Thr Ser Asp Ala Val lie Ser Thr Glu Thr Val 
35 40 45 



Phe lie Val Glu lie Ser Leu Thr Cys Lys Asn Arg Val Gin Asn Met 
50 55 60 



Ala Leu Tyr Ala Asp Val Gly Gly Lys Gin Phe Pro Val Thr Arg Gly 
65 70 75 80 



Gin Asp Val Gly Arg Tyr Gin Val Ser Trp Ser Leu Abp His Lys Ser 
85 90 " 95 



Ala His Ala Gly Thr Tyr Glu Val Arg Phe Phe Asp Glu Glu Ser Tyr 
100 105 110 
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Ser Leu Leu Arg Lys Ala Gin Arg Asn Asn Glu Asp lie Ser lie lie 
115 120 125 



Pro Pro Leu Phe Thr Val Ser Val Asp His Arg Val Ser Gly Leu Val 
130 135 140 



Pro Pro Pro Phe Trp Gly Cys Trp Ala Glu 
145 150 



<210> 249 

<211> 176 

<212> PRT 

<213> Homo sapien 

<400> 249 

Leu Val Gin Ala Val Cys Gly Ser Glu Leu Arg Leu Ala Trp Pro Pro 
15 10 15 



Gly Leu Arg Val lie Gly Pro Ser Val Ala Glu Ala Cys Leu Glu Pro 
20 25 30 



Gin lie Thr Pro Ser Tyr Tyr Thr Thr Ser Asp Ala Val lie Ser Thr 
35 40 45 



Glu Thr Val Phe lie Val Glu lie Ser Leu Thr Cys Lys Asn Arg Val 
50 55 60 



Gin Asn Met Ala Leu Tyr Ala Asp Val Gly Gly Lys Gin Phe Pro Val 
65 70 75 80 



Thr Arg Gly Gin Asp Val Gly Arg Tyr Gin Val Ser Trp Ser Leu Asp 
85 90 95 



His Lys Ser Ala His Ala Gly Thr Tyr Glu Val Arg Phe Phe Asp Glu 
100 105 110 



Glu Ser Tyr Ser Leu Leu Arg Lys Ala Gin Arg Asn Asn Glu Asp lie 
115 120 125 



Ser lie He Pro Pro Leu Phe Thr Val Ser Val Asp His Arg Gly Thr 
130 135 140 



Trp Asn Gly Pro Trp Val Ser Thr Glu Val Leu Ala Ala Ala He Gly 
145 150 155 160 



Leu Val He Tyr Tyr Leu Ala Phe Ser Ala Lys Ser His He Gin Ala 
165 170 175 



WO 2004/053079 



PCT/US2003/038855 



308 



<210> 250 

<211> 271 

<212> PRT 

<213> Homo sapien 

<400> 250 

Ala Thr Tyr Ala Ser Leu Phe Leu Val Cys Pro Ser Cys Ser Trp Glu 
15 10 15 



Leu Val Phe Phe Ser Ser Arg Gin Arg Arg Gly Asp Gly Gly Asp Gly 
20 25 30 



lie Ser Arg Arg Pro Gly Ala Ala Pro Ala Val Gin Pro Leu Pro Leu 
35 40 45 



Leu Arg Lys Arg Trp Gly Gin Ser Ser Pro Ser Val Asn Trp Pro Gly 
50 55 60 



Ala Glu Thr Leu Ser Leu He Leu Lys Ala Pro Val His Cys Leu Pro 
65 70 75 80 



Ala Ala Pro Thr Pro Asp Val Ser Ala Glu Asp Ala Phe Ser Asn Ser 
85 90 95 



Ser Arg Pro Phe Val Ala Leu Asn Val Arg Leu Ala Trp Pro Pro Gly 
100 105 110 



Leu Arg Val He Gly Pro Ser Val Ala Glu Ala Cys Leu Glu Pro Gin 
115 120 125 



He Thr Pro Ser Tyr Tyr Thr Thr Ser Asp Ala Val He Ser Thr Glu 
130 135 140 



Thr Val Phe He Val Glu He Ser Leu Thr Cys Lys Asn Arg Val Gin 
145 150 155 160 



Asn Met Ala Leu Tyr Ala Asp Val Gly Gly Lys Gin Phe Pro Val Thr 
165 170 175 



Arg Gly Gin Asp Val Gly Arg Tyr Gin Val Ser Trp Ser Leu Asp His 
180 185 190 



Lys Ser Ala His Ala Gly Thr Tyr Glu Val Arg Phe Phe Asp Glu Glu 
195 200 205 
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Ser Tyr Ser Leu Leu Arg Lys Ala Gin Arg Asn Asn Glu Asp He Ser 
210 215 220 



He He Pro Pro Leu Phe Thr Val Ser Val Asp His Arg Gly Thr Trp 
225 230 235 240 



Asn Gly Pro Trp Val Ser Thr Glu Val Leu Ala Ala Ala He Gly Leu 
245 250 255 



Val He Tyr Tyr Leu Ala Phe Ser Ala Lys Ser His He Gin Ala 
260 265 270 



<210> 251 

<211> 268 

<212> PRT 

<213> Homo sapien 

<400> 251 

Met Lys Ser Val He Phe Gin Phe Gly He Lys Val Ser Phe Ser Val 
1^5 10 15 



Ala Ala Lys Cys Leu Val Met Lys Ala Glu Met Asn Gly Ser Lys Leu 
20 25 30 



Gly Arg Arg Ala Lys Pro Glu Gly Ala Leu Gin Asn Asn Asp Gly Leu 
35 40 45 



Tyr Asp Pro Asp Cys Asp Glu Ser Gly Leu Phe Lys Ala Lys Gin Cys 
50 55 60 



Asn Gly Thr Ser Met Cys Trp Cys Val Asn Thr Ala Gly Val Arg Arg 
65 70 75 80 



Thr Asp Lys Asp Thr Glu He Thr Cys Ser Glu Arg Val Arg Thr Tyr 
85 90 95 



Trp He He He Glu Leu Lys His Lys Ala Arg Glu Lys Pro Tyr Asp 
100 105 110 



Ser Lys Ser Leu Arg Thr Ala Leu Gin Lys Glu He Thr Thr Arg Tyr 
115 120 125 



Gin Leu Asp Pro Lys Phe He Thr Ser He Leu Tyr Glu Asn Asn Val 
130 135 140 



He Thr He Asp Leu Val Gin Asn Ser Ser Gin Lys Thr Gin Asn Asp 
145 150 155 160 
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Val Asp lie Ala Asp Val Ala Tyr Tyr Phe Glu Lys Asp Val Lys Gly 
165 170 175 



Glu Ser Leu Phe His Ser Lys Lys Met Asp Leu Thr Val Asn Gly Glu 
180 185 190 



Gin Leu Asp Leu Asp Pro Gly Gin Thr Leu lie Tyr Tyr Val Asp Glu 
195 200 205 



Lys Ala Pro Glu Phe Ser Met Gin Gly Leu Lys Ala Gly Val lie Ala 
210 215 220 



Val lie Val Val Val Val lie Ala Val Val Ala Gly lie Val Val Leu 
225 230 235 240 



Val lie Ser Arg Lys Lys Arg Met Ala Lys Tyr Glu Lys Ala Glu lie 
245 250 255 



Lys Glu Met Gly Glu Met His Arg Glu Leu Asn Ala 
260 265 



<210> 252 

<211> 342 

<212> PRT 

< 2 1 3 > Homo s ap i en • 

<400> 252 

Met Glu Thr Lys His Leu Gly Arg Gly Gly Ala Gly Arg Ala Gly Pro 
1 5 ^10 15 



His Leu Trp Arg Gly Pro Arg Pro Asn Cys Ser Ala Gly Ala Gly Gly 
20 25 30 



Gly Glu Pro Thr His Ser Pro Asn Ser Arg Ala Val Thr His Gin Arg 
35 40 45 



Ala Pro Ala Ala Arg Glu Cys Val Cys Glu Asn Tyr Lys Leu Ala Val 
50 55 60 



Asn Cys Phe Val Asn Asn Asn Arg Gin Cys Gin Cys Thr Ser Val Gly 
65 70 75 80 



Ala Gin Asn Thr Val lie Cys Ser Lys Leu Ala Ala Lys Cys Leu Val 
85 90 95 
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Met Lys Ala Glu Met Asn Gly Ser Lys Leu Gly Arg Arg Ala Lys Pro 
100 105 HO 



Glu Gly Ala Leu Gin Asn Asn Asp Gly Leu Tyr Asp Pro Asp Cys Asp 
115 120 125 



Glu Ser Gly Leu Phe Lys Ala Lys Gin Cys Asn Gly Thr Ser Met Cys 
130 135 140 



Trp Cys Val Asn Thr Ala Gly Val Arg Arg Thr Asp Lys Asp Thr Glu 
145 150 155 160 



lie Thr Cys Ser Glu Arg Val Arg Thr Tyr Trp lie lie He Glu Leu 
165 170 175 



Lys His Lys Ala Arg Glu Lys Pro Tyr Asp Ser Lys Ser Leu Arg Thr 
180 185 190 



Ala Leu Gin Lys Glu He Thr Thr Arg Tyr Gin Leu Asp Pro Lys Phe 
195 200 205 



He Thr Ser He Leu Tyr Glu Asn Asn Val He Thr He Asp Leu Val 
210 215 220 



Gin Asn Ser Ser Gin Lys Thr Gin Asn Asp Val Asp He Ala Asp Val 
225 230 235 240 



Ala Tyr Tyr Phe Glu Lys Asp Val Lys Gly Glu Ser Leu Phe His Ser 
245 250 255 



Lys Lys Met Asp Leu Thr Val Asn Gly Glu Gin Leu Asp Leu Asp Pro 
260 265 270 



Gly Gin Thr Leu He Tyr Tyr Val Asp Glu Lys Ala Pro Glu Phe Ser 
275 280 285 



Met Gin Gly Leu Lys Ala Gly Val He Ala Val He Val Val Val Val 
290 295 300 



He Ala Val Val Ala Gly He Val Val Leu Val He Ser Arg Lys Lys 
305 310 315 320 



Arg Met Ala Lys Tyr Glu Lys Ala Glu He Lys Glu Met Gly Glu Met 
325 330 335 



His Arg Glu Leu Asn Ala 
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340 



<210> 253 

<211> 240 

<212> PRT 

<213> Homo sapien 

<400> 253 

Met Ala Pro Pro Gin Val Leu Ala Phe Gly Leu Leu Leu Ala Ala Ala 
15 10 15 



Thr Ala Thr Phe Ala Ala Ala Gin Glu Glu Cys Val Cys Glu Asn Tyr 
20 25 30 



Lys Leu Ala Val Asn Cys Phe Val Asn Asn Asn Arg Gin Cys Gin Cys 
35 40 45 



Thr Ser Val Gly Ala Gin Asn Thr Val He Cys .Ser Lys Leu Ala Ala 
50 55 60 



Lys Cys Leu Val Met Lys Ala Glu Met Asn Gly Ser Lys Leu Gly Arg 
65 70 75 80 



Arg Ala Lys Pro Glu Gly Ala Leu Gin Asn Asn Asp Gly Leu Tyr Asp 
85 90 95 



Pro Asp Cys Asp Glu Ser Gly Leu Phe Lys Ala Lys Gin Cys Asn Gly 
100 105 110 



Thr Ser Met Cys Trp Cys Val Asn Thr Ala Gly Val Arg Arg Thr Asp 
115 120 125 



Lys Asp Thr Glu He Thr Cys Ser Glu Arg Val Arg Thr Tyr Trp He 
130 135 140 



He He Glu Leu Lys His Lys Ala Arg Glu Lys Pro Tyr Asp Ser Lys 
145 150 155 160 



Ser Leu Arg Thr Ala Leu Gin Lys Glu He Thr Thr Arg Tyr Gin Leu 
165 170 175 



Asp Pro Lys Phe He Thr Ser He Leu Tyr Glu Asn Asn Val He Thr 
180 185 190 



He Asp Leu Val Gin Asn Ser Ser Gin Lys Thr Gin Asn Asp Val Asp 
195 200 205 
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lie Ala Asp Val Ala Tyr Tyr Phe Glu Lys Asp Asp Val Ser lie He 
210 215 220 



Phe Phe He Pro Val Phe Arg Asn Val Val Tyr His Ala Ser Met Asn 
225 230 235 240 



<210> 254 

<211> 390 

<212> PRT 

<213> Homo sapien 

<400> 254 

Met Ala Pro Pro Gin Val Leu Ala Phe Gly Leu Leu Leu Ala Ala Ala 
15 10 15 



Thr Ala Thr Phe Ala Ala Ala Gin Glu Gly Glu Ala Arg He Gly Ala 
20 25 30 



Glu Leu Trp Ser Trp Ala Gly Leu Gly Gly Ser Gly Pro Arg Pro Ser 
35 40 45 



Ala Pro Glu Thr Gly He He Gly Arg Gly Pro Arg Gly Arg Ala Phe 
50 55 60 



Gin Arg Gly Asp Arg Thr Val Arg Pro Cys Ser Gly Ser Gly Pro Pro 
65 70 75 80 



Arg Gly Arg Lys Arg Arg Gly Pro Ser Arg Gly Ala Ala Ser Leu Arg 
85 90 95 



Ser Phe Ala Arg Leu Glu Cys Val Cys Glu Asn Tyr Lys Leu Ala Val 
100 105 110 



Asn Cys Phe Val Asn Asn Asn Arg Gin Cys Gin Cys Thr Ser Val Gly 
115 120 125 



Ala Gin Asn Thr Val He CyB Ser Lys Leu Ala Ala Lys Cys Leu Val 
130 135 140 



Met Lys Ala Glu Met Asn Gly Ser Lys Leu Gly Arg Arg Ala Lys Pro 
145 150 155 160 



Glu Gly Ala Leu Gin Asn Asn Asp Gly Leu Tyr Asp Pro Asp Cys Asp 
165 170 175 



Glu Ser Gly Leu Phe Lys Ala Lys Gin Cys Asn Gly Thr Ser Met Cys 
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180 185 190 



Trp Cys Val Asn Thr Ala Gly Val Arg Arg Thr Asp Lys Asp Thr Glu 
195 200 205 



lie Thr Cys Ser Glu Arg Val Arg Thr Tyr Trp lie lie lie Glu Leu 
210 215 220 



Lys His Lys Ala Arg Glu Lys Pro Tyr Asp Ser Lys Ser Leu Arg Thr 
225 230 235 240 



Ala Leu Gin Lys Glu lie Thr Thr Arg Tyr Gin Leu Asp Pro Lys Phe 
245 250 255 



He Thr Ser He Leu Tyr Glu Asn Asn Val He Thr He Asp Leu Val 
260 265 270 



Gin Asn Ser Ser Gin Lys Thr Gin Asn Asp Val Asp He Ala Asp Val 
275 280 285 



Ala Tyr Tyr Phe Glu Lys Asp Val Lys Gly Glu Ser Leu Phe His Ser 
290 295 300 



Lys Lys Met Asp Leu Thr Val Asn Gly Glu Gin Leu Asp Leu Asp Pro 
305 310 315 320 



Gly Gin Thr Leu He Tyr Tyr Val Asp Glu Lys Ala Pro Glu Phe Ser 
325 330 335 



Met Gin Gly Leu Lys Ala Gly Val He Ala Val He Val Val Val Val 
340 345 350 



He Ala Val Val Ala Gly He Val Val Leu Val He Ser Arg Lys Lys 
355 360 365 



Arg Met Ala Lys Tyr Glu Lys Ala Glu He Lys Glu Met Gly Glu Met 
370 375 380 



His Arg Glu Leu Asn Ala 
385 390 



<210> 255 

<211> 314 

<212> PRT 

<213> Homo sapien 



<400> 



255 
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Met Ala Pro Pro Gin Val Leu Ala Phe Gly Leu Leu Leu Ala Ala Ala 
15 10 15 



Thr Ala Thr Phe Ala Ala Ala Gin Glu Glu Cys Val Cys Glu Asn Tyr 
20 25 30 



Lys Leu Ala Val Asn Cys Phe Val Asn Asn Asn Arg Gin Cys Gin Cys 
35 . 40 45 



Thr Ser Val Gly Ala Gin Asn Thr Val lie Cys Ser Lys Leu Ala Ala 
50 55 60 



Lys Cys Leu Val Met Lys Ala Glu Met Asn Gly Ser Lys Leu Gly Arg 
65 70 75 80 



Arg Ala Lys Pro Glu Gly Ala Leu Gin Asn Asn Asp Gly Leu Tyr Asp 
85 90 95 



Pro Asp Cys Asp Glu Ser Gly Leu Phe Lys Ala Lys Gin Cys Asn Gly 
100 105 110 



Thr Ser Thr Cys Trp Cys Val Asn Thr Ala Gly Val Arg Arg Thr Asp 
115 120 125 



Lys Asp Thr Glu lie Thr Cys Ser Glu Arg Val Arg Thr Tyr Trp He 
130 135 140 



He He Glu Leu Lys His Lys Ala Arg Glu Lys Pro Tyr Asp Ser Lys 
145 150 155 160 



Ser Leu Arg Thr Ala Leu Gin Lys Glu He Thr Thr Arg Tyr Gin Leu 
165 170 175 



Asp Pro Lys Phe He Thr Ser He Leu Tyr Glu Asn Asn Val He Thr 
180 185 190 



He Asp Leu Val Gin Asn Ser Ser Gin Lys Thr Gin Asn Asp Val Asp 
195 200 205 



He Ala Asp Val Ala Tyr Tyr Phe Glu Lys Asp Val Lys Gly Glu Ser 
210 . 215 220 



Leu Phe His Ser Lys Lys Met Asp Leu Thr Val Asn Gly Glu Gin Leu 
225 230 235 240 
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Asp Leu Asp Pro Gly Gin Thr Leu lie Tyr Tyr Val Asp Glu Lys Ala 
245 250 255 



Pro Glu Phe Ser Met Gin Gly Leu Lys Ala Gly Val lie Ala Val lie 
260 265 270 



Val Val Val Val He Ala Val Val Ala Gly He Val Val Leu Val He 
275 280 285 



Ser Arg Lys Lys Arg Met Ala Lys Tyr Glu Lys Ala Glu He Lys Glu 
290 295 300 



Met Gly Glu Met His Arg Glu Leu Asn Ala 
305 310 



<210> 256 

<211> 122 

<212> PRT 

<213> Homo sapien 

<400> 256 

Gin Asn Leu Thr Cys Ala Glu Asn Lys Met Arg Leu Ala Trp Leu Tyr 
15 10 15 



Leu Phe Phe Leu Phe Cys Phe Gly Phe Phe Phe Phe Phe Gly Leu Thr 
20 25 30 



Gin Asp Leu Lys Thr Gly Thr Val Lys Val Thr Ala Val Gly Trp Ser 
35 40 45 



Glu His Pro Pro Lys Phe Thr Met Trp Pro Arg Thr Leu He Ala His 
50 55 60 



Cys Cys Phe Phe Asn Ser His Ser Lys Tyr Glu Met Arg Cys Tyr Arg 
65 70 75 80 



Lys Ser Leu Ala He Leu Lys Ala Thr Pro Leu Leu Ser Lys Glu Asn 
85 90 95 



Gly Pro Val Leu Ser Gin Val His Thr Gly Glu Val He Ala Leu Leu 
100 105 110 



Ser Cys Lys Leu Cys Asn Ala Lys Phe Phe 
115 120 



<210> 257 
<211> 48 
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<212> PRT 

<213> Homo sapien 

<400> 257 

Ala Leu Ser Ser Gly Arg Pro Gly Arg Tyr Ser Val Trp lie Gly Gly 
15 10 15 



Ser He Leu Ala Ser Leu Ser Thr Phe Gin Gin Met Trp He Ser Lys 
20 25 30 



Gin Glu Tyr Asp Glu Ser Gly Pro Ser He Val His Arg Lys Cys Phe 
35 40 45 



<210> 258 

<211> 596 

<212> PRT 

<213> Homo sapien 

<400> 258 

Met Asn Arg Thr Trp Pro Arg Arg He Trp Gly Ser Ser Gin Asp Glu 
15 10 15 



Ala Glu Leu He Arg Glu Asp He Gin Gly Ala Leu His Asn Tyr Arg 
20 25 30 



Ser Gly Arg Gly Glu Arg Arg Ala Ala Ala Leu Arg Ala Thr Gin Glu 
35 4 0 45 



Glu Leu Gin Arg Asp Arg Ser Pro Ala Ala Glu Thr Pro Pro Leu Gin 
50 55 60 



Arg Arg Pro Ser Val Arg Ala Val He Ser Thr Val Glu Arg Gly Ala 
65 70 75 80 



Gly Arg Gly Arg Pro Gin Ala Lys Pro He Pro Glu Ala Glu Glu Ala 
^ BS 90 95 



Gin Arg Pro Glu Pro Val Gly Thr Ser Ser Asn Ala Asp Ser Ala Ser 
100 105 110 



Pro Asp Leu Gly Pro Arg Gly Pro Asp Leu Ala Val Leu Gin Ala Glu 
115 120 125 



Arg Glu Val Asp He Leu Asn His Val Phe Asp Asp Val Glu Ser Phe 
130 135 140 



Val Ser Arg Leu Gin Lys Ser Ala Glu Ala Ala Arg Val Leu Glu His 
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145 150 155 160 



Arg Glu Arg Gly Arg Arg Ser Arg Arg Arg Ala Ala Gly Glu Gly Leu 
165 170 175 



Leu Thr Leu Arg Ala Lys Pro Pro Ser Glu Ala Glu Tyr Thr Asp Val 
180 185 190 



Leu Gin Lys He Lys Tyr Ala Phe Ser Leu Leu Ala Arg Leu Arg Gly 
195 200 205 



Asn He Ala Asp Pro Ser Ser Pro Glu Leu Leu His Phe Leu Phe Gly 
210 215 220 



Pro Leu Gin Met He Val Asn Thr Ser Gly Gly Pro Glu Phe Ala Ser 
225 230 235 240 



Ser Val Arg Arg Pro His Leu Thr Ser Asp Ala Val Ala Leu Leu Arg 
245 250 255 



Asp Asn Val Thr Pro Arg Glu Asn Glu Leu Trp Thr Ser Leu Gly Asp 
260 265 270 



Ser Trp Thr Arg Pro Gly Leu Glu Leu Ser Pro Glu Glu Gly Pro Pro 
275 280 285 



Tyr Arg Pro Glu Phe Phe Ser Gly Trp Glu Pro Pro Val Thr Asp Pro 
290 295 300 



Gin Ser Arg Ala Trp Glu Asp Pro Val Glu Lys Gin Leu Gin His Glu 
305 ~ 310 ~ 315 320 



Arg Arg Arg Arg Gin Gin Ser Ala Pro Gin Val Ala Val Asn Gly His 
325 330 335 



Arg Asp Leu Glu Pro Glu Ser Glu Pro Gin Leu Glu Ser Glu Thr Ala 
340 345 350 



Gly Lys Trp Val Leu Cys Asn Tyr Asp Phe Gin Ala Arg Asn Ser Ser 
355 360 365 



Glu Leu Ser Val Lys Gin Arg Asp Val Leu Glu Val Leu Asp Asp Ser 
370 375 380 



Arg Lys Trp Trp Lys Val Arg Asp Pro Ala Gly Gin Glu Gly Tyr Val 
385 390 395 400 
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Pro Tyr Asn He Leu Thr Pro Tyr Pro Gly Pro Arg Leu His His Ser 
405 "* 410 415 



Gin Ser Pro Ala Arg Ser Leu Asn Ser Thr Pro Pro Pro Pro Pro Ala 
420 425 430 



Pro Ala Pro Ala Pro Pro Pro Ala Leu Ala Arg Pro Arg Trp Asp Arg 
435 440 445 



Pro Arg Trp Asp Ser Cys Asp Ser Leu Asn Gly Leu Asp Pro Ser Glu 
450 455 460 



Lys Glu Lys Phe Ser Gin Met Leu He Val Asn Glu Glu Leu Gin Ala 
465 470 475 480 



Arg Leu Ala Gin Gly Arg Ser Gly Pro Ser Arg Ala Val Pro Gly Pro 
485 490 495 



Arg Ala Pro Glu Pro Gin Leu Ser Pro Gly Ser Asp Ala Ser Glu Val 
500 505 510 



Arg Ala Trp Leu Gin Ala Lys Gly Phe Ser Ser Gly Thr Val Asp Ala 
515 520 525 



Leu Gly Val Leu Thr Gly Ala Gin Leu Phe Ser Leu Gin Arg Glu Glu 
530 535 540 



Leu Arg Ala Val Ser Pro Glu Glu Gly Ala Arg Val Tyr Ser Gin Val 
545 550 555 560 



Thr Val Gin Arg Ser Leu Leu Glu Asp Lys Glu Lys Val Ser Glu Leu 
565 570 575 



Glu Ala Val Met Glu Lys Gin Lys Lys Lys Val Glu Gly Glu Val Glu 
580 585 590 



Met Glu Val He 
595 



<210> 259 

<211> 408 

<212> PRT 

<213> Homo sapien 



<400> 259 
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Asp Leu Phe Gin Met Ser Pro Leu Ser Pro Gly Ser Pro Leu Pro Pro 
15 10 15 



Leu Ala Arg Ala Asp Leu Thr Ala lie Leu Thr Gly Cys Pro Pro Leu 
20 25 30 



Ser Ala Cys Leu Val Leu Ala Pro Arg Pro His Arg Arg Ala Arg Leu 
35 40 45 



Leu Pro Ser Glu Gly Leu Leu Thr Leu Arg Ala Lys Pro Pro Ser Glu 
50 55 60 



Ala Glu Tyr Thr Asp Val Leu Gin Lys lie Lys Tyr Ala Phe Ser Leu 
65 70 75 80 



Leu Ala Arg Leu Arg Gly Asn lie Ala Asp Pro Ser Ser Pro Glu Leu 
85 90 95 



Leu His Phe Leu Phe Gly Pro Leu Gin Met lie Val Asn Thr Ser Gly 
100 105 HO 



Gly Pro Glu Phe Ala Ser Ser Val Arg Arg Pro His Leu Thr Ser Asp 
115 120 125 



Ala Val Ala Leu Leu Arg Asp Asn Val Thr Pro Arg Glu Asn Glu Leu 
130 135 140 



Trp Thr Ser Leu Gly Asp Ser Trp Thr Arg Pro Gly Leu Glu Leu Ser 
145 150 155 160 



Pro Glu Glu Gly Pro Pro Tyr Arg Pro Glu Phe Phe Ser Gly Trp Glu 
165 170 175 



Pro Pro Val Thr Asp Pro Gin Ser Arg Ala Trp Glu Asp Pro Val Glu 
180 185 190 



Lys Gin Leu Gin His Glu Arg Arg Arg Arg Gin Gin Ser Ala Pro Gin 
195 200 205 



Val Ala Val Asn Gly His Arg Asp Leu Glu Pro Glu Ser Glu Pro Gin 
210 215 220 



Leu Glu Ser Glu Thr Ala Gly Lys Trp Val Leu Cys Asn Tyr Asp Phe 
225 230 235 240 



Gin Ala Arg Asn Ser Ser Glu Leu Ser Val Lys Gin Arg Asp Val Leu 
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245 250 255 



Glu Val Leu Asp Asp Ser Arg Lys Trp Trp Lys Val Arg Asp Pro Ala 
260 265 270 



Gly Gin Glu Gly Tyr Val Pro Tyr Asn lie Leu Thr Pro Tyr Pro Gly 
275 280 285 



Pro Arg Leu His His Ser Gin Ser Pro Ala Arg Ser Leu Asn Ser Thr 
290 295 300 



Pro Pro Pro Pro Pro Ala Pro Ala Pro Ala Pro Pro Pro Ala Leu Ala 
305 310 315 320 



Arg Pro Arg Trp Asp Arg Pro Arg Trp Asp Ser Cys Asp Ser Leu Asn 
325 330 335 



Gly Leu Asp Pro Ser Glu Lys Glu Lys Phe Ser Gin Met Leu He Val 
340 345 350 



Asn Glu Glu Leu Gin Ala Arg Leu Ala Gin Gly Arg Ser Gly Pro Ser 
355 360 365 



Arg Ala Val Pro Gly Pro Arg Ala Pro Glu Pro Gin Leu Ser Pro Gly 
370 375 380 



Ser Asp Ala Ser Glu Val Arg Ala Trp Leu Gin Ala Lys Gly Phe Ser 
385 390 395 400 



Ser Gly Arg Arg Ser Cys Gly Arg 
405 



<210> 260 

<211> 470 

<212> PRT 

<213> Homo sapien 

<400> 260 

Met Ser Pro Leu Ser Pro Gly Ser Pro Leu Pro Pro Leu Ala Arg Ala 
15 10 15 



Asp Leu Thr Ala He Leu Thr Gly Cys Pro Pro Leu Ser Ala Cys Leu 
20 25 30 



Val Leu Ala Pro Arg Pro His Arg Arg Ala Arg Leu Leu Pro Ser Glu 
35 40 45 
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Gly Leu Leu Thr Leu Arg Ala Lys Pro Pro Ser Glu Ala Glu Tyr Thr 
50 55 60 



Asp Val Leu Gin Lys lie Lys Tyr Ala Phe Ser Leu Leu Ala Arg Leu 
65 70 75 80 



Arg Gly Asn lie Ala Asp Pro Ser Ser Pro Glu Leu Leu His Phe Leu 
85 90 95 



Phe Gly Pro Leu Gin Met lie Val Asn Thr Ser Gly Gly Pro Glu Phe 
100 105 110 



Ala Ser Ser Val Arg Arg Pro His Leu Thr Ser Asp Ala Val Ala Leu 
115 120 125 



Leu Arg Asp Asn Val Thr Pro Arg Glu Asn Glu Leu Trp Thr Ser Leu 
130 135 140 



Gly Asp Ser Trp Thr Arg Pro Gly Leu Glu Leu Ser Pro Glu Glu Gly 
145 150 155 160 



Pro Pro Tyr Arg Pro Glu Phe Phe Ser Gly Trp Glu Pro Pro Val Thr 
165 170 175 



Asp Pro Gin Ser Arg Ala Trp Glu Asp Pro Val Glu Lys Gin Leu Gin 
180 185 190 



His Glu Arg Arg Arg Arg Gin Gin Ser Ala Pro Gin Val Ala Val Asn 
195 200 205 



Gly His Arg Asp Leu Glu Pro Glu Ser Glu Pro Gin Leu Glu Ser Glu 
210 215 220 



Thr Ala Gly Lys Trp Val Leu Cys Asn Tyr Asp Phe Gin Ala Arg Asn 
225 230 235 240 



Ser Ser Glu Leu Ser Val Lys Gin Arg Asp Val Leu Glu Val Leu Asp 
245 250 255 



Asp Ser Arg Lys Trp Trp Lys Val Arg Asp Pro Ala Gly Gin Glu Gly 
260 265 270 



Tyr Val Pro Tyr Asn lie Leu Thr Pro Tyr Pro Gly Pro Arg Leu His 
275 280 285 
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His Ser Gin Ser Pro Ala Arg Ser Leu Asn Ser Thr Pro Pro Pro Pro 
290 295 300 



Pro Ala Pro Ala Pro Ala Pro Pro Pro Ala Leu Ala Arg Pro Arg Trp 
305 310 315 320 



Asp Arg Pro Arg Trp Asp Ser Cys Asp Ser Leu Asn Gly Leu Asp Pro 
325 " 330 335 



Ser Glu Lys Glu Lys Phe Ser Gin Met Leu lie Val Asn Glu Glu Leu 
340 345 350 



Gin Ala Arg Leu Ala Gin Gly Arg Ser Gly Pro Ser Arg Ala Val Pro 
355 360 365 



Gly Pro Arg Ala Pro Glu Pro Gin Leu Ser Pro Gly Ser Asp Ala Ser 
370 ' 375 380 



Glu Val Arg Ala Trp Leu Gin Ala Lys Gly Phe Ser Ser Gly Thr Val 
385 390 395 400 



Asp Ala Leu Gly Val Leu Thr Gly Ala Gin Leu Phe Ser Leu Gin Lys 
405 410 415 



Glu Glu Leu Arg Ala Val Ser Pro Glu Glu Gly Ala Arg Val Tyr Ser 
420 425 430 



Gin Val Thr Val Gin Arg Ser Leu Leu Glu Asp Lys Glu Lys Val Ser 
435 440 445 



Glu Leu Glu Ala Val Met Glu Lys Gin Lys Lys Lys Val Glu Gly Glu 
450 455 460 



Val Glu Met Glu Val lie 
465 470 



<210> 261 

<211> 474 

<212> PRT 

< 2 1 3 > Homo s ap i en 

<400> 261 

Asp Leu Phe Gin Met Ser Pro Leu Ser Pro Gly Ser Pro Leu Pro Pro 
15 10 15 



Leu Ala Arg Ala Asp Leu Thr Ala lie Leu Thr Gly Cys Pro Pro Leu 
20 25 30 
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Ser Ala Cys Leu Val Leu Ala Pro Arg Pro His Arg Arg Ala Arg Leu 
35 40 45 



Leu Pro Ser Glu Gly Leu Leu Thr Leu Arg Ala Lya Pro Pro Ser Glu 
50 55 60 



Ala Glu Tyr Thr Asp Val Leu Gin Lys lie Lys Tyr Ala Phe Ser Leu 
65 70 75 80 



Leu Ala Arg Leu Arg Gly Asn lie Ala Asp Pro Ser Ser Pro Glu Leu 
85 90 95 



Leu His Phe Leu Phe Gly Pro Leu Gin Met lie Val Asn Thr Ser Gly 
100 105 110 



Gly Pro Glu Phe Ala Ser Ser Val Arg Arg Pro His Leu Thr Ser Asp 
115 120 125 



Ala Val Ala Leu Leu Arg Asp Asn Val Thr Pro Arg Glu Asn Glu Leu 
130 135 140 



Trp Thr Ser Leu Gly Asp Ser Trp Thr Arg Pro Gly Leu Glu Leu Ser 
145 150 155 160 



Pro Glu Glu Gly Pro Pro Tyr Arg Pro Glu Phe Phe Ser Gly Trp Glu 
165 170 175 



Pro Pro Val Thr Asp Pro Gin Ser Arg Ala Trp Glu Asp Pro Val Glu 
180 185 190 



Lys Gin Leu Gin His Glu Arg Arg Arg Arg Gin Gin Ser Ala Pro Gin 
195 200 205 



Val Ala Val Asn Gly His Arg Asp Leu Glu Pro Glu Ser Glu Pro Gin 
210 215 220 



Leu Glu Ser Glu Thr Ala Gly Lys Trp Val Leu Cys Asn Tyr Asp Phe 
225 230 235 240 



Gin Ala Arg Asn Ser Ser Glu Leu Ser Val Lys Gin Arg Asp Val Leu 
245 250 255 



Glu Val Leu Asp Asp Ser Arg Lys Trp Trp Lys Val Arg Asp Pro Ala 
260 265 270 
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Gly Gin Glu Gly Tyr Val Pro Tyr Asn lie Leu Thr Pro Tyr Pro Gly 

275 280 285 

Pro Arg Leu His His Ser Gin Ser Pro Ala Arg Ser Leu Asn Ser Thr 
290 295 300 

Pro Pro Pro Pro Pro Ala Pro Ala Pro Ala Pro Pro Pro Ala Leu Ala 
305 310 315 320 

Arg Pro Arg Trp Asp Arg Pro Arg Trp Asp Ser Cys Asp Ser Leu Asn 
325 330 335 

Gly Leu Asp Pro Ser Glu Lys Glu Lys Phe Ser Gin Met Leu He Val 
340 345 350 

Asn Glu Glu Leu Gin Ala Arg Leu Ala Gin Gly Arg Ser Gly Pro Ser 
355 360 365 

Arg Ala Val Pro Gly Pro Arg Ala Pro Glu Pro Gin Leu Ser Pro Gly 
370 375 380 

Ser Asp Ala Ser Glu Val Arg Ala Trp Leu Gin Ala Lys Gly Phe Ser 
385 390 395 400 

Ser Gly Thr Val Asp Ala Leu Gly Val Leu Thr Gly Ala Gin Leu Phe 
405 410 415 

Ser Leu Gin Lys Glu Glu Leu Arg Ala Val Ser Pro Glu Glu Gly Ala 
420 425 430 

Arg Val Tyr Ser Gin Val Thr Val Gin Arg Ser Leu Leu Glu Asp Lys 
435 440 445 

Glu Lys Val Ser Glu Leu Glu Ala Val Met Glu Lys Gin Lys Lys Lys 
450 455 460 

Val Glu Gly Glu Val Glu Met Glu Val He 
465 470 

<210> 262 

<211> 474 

<212> PRT 

<213> Homo sapien 

<400> 262 



Asp Leu Phe Gin Met Ser Pro Leu Ser Pro Gly Ser Pro Leu Pro Pro 
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10 15 



Leu Ala Arg Ala Asp Leu Thr Ala lie Leu Thr Gly Cys Pro Pro Leu 
20 25 30 



Ser Ala Cys Leu Val Leu Ala Pro Arg Pro His Arg Arg Ala Arg Leu 
35 40 45 



Leu Pro Ser Glu Gly Leu Leu Thr Leu Arg Ala Lys Pro Pro Ser Glu 
50 55 60 



Ala Glu Tyr Thr Asp Val Leu Gin Lys lie Lys Tyr Ala Phe Ser Leu 
65 70 75 80 



Leu Ala Arg Leu Arg Gly Asn lie Ala Asp Pro Ser Ser Pro Glu Leu 
85 90 95 



Leu His Phe Leu Phe Gly Pro Leu Gin Met lie Val Asn Thr Ser Gly 
100 105 110 



Gly Pro Glu Phe Ala Ser Ser Val Arg Arg Pro His Leu Thr Ser Asp 
115 120 125 



Ala Val Ala Leu Leu Arg Asp Asn Val Thr Pro Arg Glu Asn Glu Leu 
130 135 140 



Trp Thr Ser Leu Gly Asp Ser Trp Thr Arg Pro Gly Leu Glu Leu Ser 
145 150 155 160 



Pro Glu Glu Gly Pro Pro Tyr Arg Pro Glu Phe Phe Ser Gly Trp Glu 
165 170 175 



Pro Pro Val Thr Asp Pro Gin Ser Arg Ala Trp Glu Asp Pro Val Glu 
180 185 190 



Lys Gin Leu Gin His Glu Arg Arg Arg Arg Gin Gin Ser Ala Pro Gin 
195 200 205 



Val Ala Val Asn Gly His Arg Asp Leu Glu Pro Glu Ser Glu Pro Gin 
210 215 220 



Leu Glu Ser Glu Thr Ala Gly Lys Trp Val Leu Cys Asn Tyr Asp Phe 
225 230 235 240 



Gin Ala Arg Asn Ser Ser Glu Leu Ser Val Lys Gin Arg Asp Val Leu 
245 250 255 
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Glu Val Leu Asp Asp Ser Arg Lys Trp Trp Lys Val Arg Asp Pro Ala 
260 265 270 



Gly Gin Glu Gly Tyr Val Pro Tyr Asn lie Leu Thr Pro Tyr Pro Gly 
275 280 285 



Pro Arg Leu His His Ser Gin Ser Pro Ala Arg Ser Leu Asn Ser Thr 
290 295 300 



Pro Pro Pro Pro Pro Ala Pro Ala Pro Ala Pro Pro Pro Ala Leu Ala 
305 310 315 320 



Arg Pro Arg Trp Asp Arg Pro Arg Trp Asp Ser Cys Asp Ser Leu Asn 
325 330 335 



Gly Leu Asp Pro Ser Glu Lys Glu Lys Phe Ser Gin Met Leu lie Val 
340 345 350 



Asn Glu Glu Leu Gin Ala Arg Leu Ala Gin Gly Arg Ser Gly Pro Ser 
355 360 365 



Arg Ala Val Pro Gly Pro Arg Ala Pro Glu Pro Gin Leu Ser Pro Gly 
370 375 380 



Ser Asp Ala Ser Glu Val Arg Ala Trp Leu Gin Ala Lys Gly Phe Ser 
385 390 395 400 



Ser Gly Thr Val Asp Ala Leu Gly Val Leu Thr Gly Ala Gin Leu Phe 
405 410 415 



Ser Leu Gin Lys Glu Glu Leu Arg Ala Val Ser Pro Glu Glu Gly Ala 
420 425 430 



Arg Val Tyr Ser Gin Val Thr Val Gin Arg Ser Leu Leu Glu Asp Lys 
435 440 445 



Glu Lys Val Ser Glu Leu Glu Ala Val Met Glu Lys Gin Lys Lys Lys 
450 455 460 



Val Glu Gly Glu Val Glu Met Glu Val He 
465 470 



<210> 263 
<211> 474 
<212> PRT 
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<213> Homo sapien 
<400> 263 

Asp Leu Phe Gin Met Ser Pro Leu Ser Pro Gly Ser Pro Leu Pro Pro 
15 10 15 



Leu Ala Arg Ala Asp Leu Thr Ala lie Leu Thr Gly Cys Pro Pro Leu 
20 25 30 



Ser Ala Cys Leu Val Leu Ala Pro Arg Pro His Arg Arg Ala Arg Leu 
35 40 45 



Leu Pro Ser Glu Gly Leu Leu Thr Leu Arg Ala Lys Pro Pro Ser Glu 
50 55 60 



Ala Glu Tyr Thr Asp Val Leu Gin Lys lie Lys Tyr Ala Phe Ser Leu 
65 70 75 80 



Leu Ala Arg Leu Arg Gly Asn lie Ala Asp Pro Ser Ser Pro Glu Leu 
85 90 95 



Leu His Phe Leu Phe Gly Pro Leu Gin Met lie Val Asn Thr Ser Gly 
100 105 110 



Gly Pro Glu Phe Ala Ser Ser Val Arg Arg Pro His Leu Thr Ser Asp 
115 120 125 



Ala Val Ala Leu Leu Arg Asp Asn Val Thr Pro Arg Glu Asn Glu Leu 
130 135 140 



Trp Thr Ser Leu Gly Asp Ser Trp Thr Arg Pro Gly Leu Glu Leu Ser 
145 150 155 160 



Pro Glu Glu Gly Pro Pro Tyr Arg Pro Glu Phe Phe Ser Gly Trp Glu 
165 170 175 



Pro Pro Val Thr Asp Pro Gin Ser Arg Ala Trp Glu Asp Pro Val Glu 
180 185 190 



Lys Gin Leu Gin His Glu Arg Arg Arg Arg Gin Gin Ser Ala Pro Gin 
195 200 205 



Val Ala Val Asn Gly His Arg Asp Leu Glu Pro Glu Ser Glu Pro Gin 
210 215 220 



Leu Glu Ser Glu Thr Ala Gly Lys Trp Val Leu Cys Asn Tyr Asp Phe 
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225 230 235 240 



Gin Ala Arg Asn Ser Ser Glu Leu Ser Val Lys Gin Arg Asp Val Leu 
245 250 255 



Glu Val Leu Asp Asp Ser Arg Lys Trp Trp Lys Val Arg Asp Pro Ala 
260 265 270 



Gly Gin Glu Gly Tyr Val Pro Tyr Asn He Leu Thr Pro Tyr Pro Gly 
275 280 285 



Pro Arg Leu His His Ser Gin Ser Pro Ala Arg Ser Leu Asn Ser Thr 
290 295 300 



Pro Pro Pro Pro Pro Ala Pro Ala Pro Ala Pro Pro Pro Ala Leu Ala 
305 310 315 320 



Arg Pro Arg Trp Asp Arg Pro Arg Trp Asp Ser Cys Asp Ser Leu Asn 
325 330 335 



Gly Leu ABp Pro Ser Glu Lys Glu Lys Phe Ser Gin Met Leu He Val 
340 345 350 



Asn Glu Glu Leu Gin Ala Arg Leu Ala Gin Gly Arg Ser Gly Pro Ser 
355 360 365 



Arg Ala Val Pro Gly Pro Arg Ala Pro Glu Pro Gin Leu Ser Pro Gly 
370 375 380 



Ser Asp Ala Ser Glu Val Arg Ala Trp Leu Gin Ala Lys Gly Phe Ser 
385 390 395 400 



Ser Gly Thr Val Asp Ala Leu Gly Val Leu Thr Gly Ala Gin Leu Phe 
405 410 415 



Ser Leu Gin Lys Glu Glu Leu Arg Ala Val Ser Pro Glu Glu Gly Ala 
420 425 430 



Arg Val Tyr Ser Gin Val Thr Val Gin Arg Ser Leu Leu Glu Asp Lys 
435 440 445 



Glu Lys Val Ser Glu Leu Glu Ala Val Met Glu Lys Gin Lys Lys Lys 
450 455 460 



Val Glu Gly Glu Val Glu Met Glu Val He 
465 470 
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<210> 264 

<211> 470 

<212> PRT 

<213> Homo sapien 

<400> 264 

Met Ser Pro Leu Ser Pro Gly Ser Pro Leu Pro Pro Leu Ala Arg Ala 
15 10 15 



Asp Leu Thr Ala lie Leu Thr Gly Cys Pro Pro Leu Ser Ala Cys Leu 
20 25 30 



Val Leu Ala Pro Arg Pro His Arg Arg Ala Arg Leu Leu Pro Ser Glu 
35 40 ~ 45 



Gly Leu Leu Thr Leu Arg Ala Lys Pro Pro Ser Glu Ala Glu Tyr Thr 
50 55 60 



Asp Val Leu Gin Lys lie Lys Tyr Ala Phe Ser Leu Leu Ala Arg Leu 
65 70 75 80 



Arg Gly Asn lie Ala Asp Pro Ser Ser Pro Glu Leu Leu His Phe Leu 
85 90 95 



Phe Gly Pro Leu Gin Met lie Val Asn Thr Ser Gly Gly Pro Glu Phe 
100 105 110 



Ala Ser Ser Val Arg Arg Pro His Leu Thr Ser Asp Ala Val Ala Leu 
115 120 125 



Leu Arg Asp Asn Val Thr Pro Arg Glu Asn Glu Leu Trp Thr Ser Leu 
130 135 140 



Gly Asp Ser Trp Thr Arg Pro Gly Leu Glu Leu Ser Pro Glu Glu Gly 
145 150 155 160 



Pro Pro Tyr Arg Pro Glu Phe Phe Ser Gly Trp Glu Pro Pro Val Thr 
165 170 175 



Asp Pro Gin Ser Arg Ala Trp Glu Asp Pro Val Glu Lys Gin Leu Gin 
180 185 190 



His Glu Arg Arg Arg Arg Gin Gin Ser Ala Pro Gin Val Ala Val Asn 
195 200 205 
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Gly His Arg Asp Leu Glu Pro Glu Ser Glu Pro Gin Leu Glu Ser Glu 
210 215 220 



Thr Ala Gly Lys Trp Val Leu Cys Asn Tyr Asp Phe Gin Ala Arg Asn 
225 230 235 240 



Ser Ser Glu Leu Ser Val Lys Gin Arg Asp Val Leu Glu Val Leu Asp 
245 250 255 



Asp Ser Arg Lys Trp Trp Lys Val Arg Asp Pro Ala Gly Gin Glu Gly 
260 265 270 



Tyr Val Pro Tyr Asn lie Leu Thr Pro Tyr Pro Gly Pro Arg Leu His 
275 280 285 



His Ser Gin Ser Pro Ala Arg Ser Leu Asn Ser Thr Pro Pro Pro Pro 
290 295 300 



Pro Ala Pro Ala Pro Ala Pro Pro Pro Ala Leu Ala Arg Pro Arg Trp 
305 310 315 320 



Asp Arg Pro Arg Trp Asp Ser Cys Asp Ser Leu Asn Gly Leu Asp Pro 
325 330 335 



Ser Glu Lys Glu Lys Phe Ser Gin Met Leu lie Val Asn Glu Glu Leu 
340 345 350 



Gin Ala Arg Leu Ala Gin Gly Arg Ser Gly Pro Ser Arg Ala Val Pro 
355 360 365 



Gly Pro Arg Ala Pro Glu Pro Gin Leu Ser Pro Gly Ser Asp Ala Ser 
370 375 380 



Glu Val Arg Ala Trp Leu Gin Ala Lys Gly Phe Ser Ser Gly Thr Val 
385 390 395 400 



Asp Ala Leu Gly Val Leu Thr Gly Ala Gin Leu Phe Ser Leu Gin Lys 
405 410 415 



Glu Glu Leu Arg Ala Val Ser Pro Glu Glu Gly Ala Arg Val Tyr Ser 
420 425 430 



Gin Val Thr Val Gin Arg Ser Leu Leu Glu Asp Lys Glu Lys Val Ser 
435 440 445 



Glu Leu Glu Ala Val Met Glu Lys Gin Lys Lys Lys Val Glu Gly Glu 
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450 455 460 



Val Glu Met Glu Val He 

470 



465 




<210> 


265 


<211> 


502 


<212> 


PRT 


<213> 


Homo sapien 


<400> 


265 



Met Ser Pro Leu Ser Pro Gly Ser Pro Leu Pro Pro Leu Ala Arg Ala 
15 10 15 



Asp Leu Thr Ala He Leu Thr Gly Cys Pro Pro Leu Ser Ala Cys Leu 
20 25 30 



Val Leu Ala Pro Arg Pro His Arg Arg Ala Arg Leu Leu Pro Ser Glu 
35 40 45 



Gly Leu Leu Thr Leu Arg Ala Lys Pro Pro Ser Glu Ala Glu Tyr Thr 
50 55 60 



Asp Val Leu Gin Lys He Lys Tyr Ala Phe Ser Leu Leu Ala Arg Leu 
65 70 75 80 



Arg Gly Asn He Ala Asp Pro Ser Ser Pro Glu Leu Leu His Phe Leu 
85 90 95 



Phe Gly Pro Leu Gin Met He Val Asn Thr Ser Gly Gly Pro Glu Phe 
100 105 110 



Ala Ser Ser Val Arg Arg Pro His Leu Thr Ser Asp Ala Val Ala Leu 
115 120 125 



Leu Arg Asp Asn Val Thr Pro Arg Glu Asn Glu Leu Trp Thr Ser Leu 
130 135 140 



Gly Asp Ser Trp Thr Arg Pro Gly Leu Glu Leu Ser Pro Glu Glu Gly 
145 150 155 160 



Pro Pro Tyr Arg Pro Glu Phe Phe Ser Gly Trp Glu Pro Pro Val Thr 
165 170 175 



Asp Pro Gin Ser Arg Ala Trp Glu Asp Pro Val Glu Lys Gin Leu Gin 
180 185 190 
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His Glu Arg Arg Arg Arg Gin Val Thr Gin Ala Thr Gin Gin Gly Arg 
195 200 205 



Gly Trp Glu Val Arg Gly Arg Gly Arg Ser Ala Trp Pro Arg Leu Thr 
210 215 220 



Arg Leu Ser Tyr Phe Leu Gin Gin Ser Ala Pro Gin Val Ala Val Asn 
225 230 235 240 



Gly His Arg Asp Leu Glu Pro Glu Ser Glu Pro Gin Leu Glu Ser Glu 
245 250 255 



Thr Ala Gly Lys Trp Val Leu Cys Asn Tyr Asp Phe Gin Ala Arg Asn 
260 265 270 



Ser Ser Glu Leu Ser Val Lys Gin Arg Asp Val Leu Glu Val Leu Asp 
275 280 285 



Asp Ser Arg Lys Trp Trp Lys Val Arg Asp Pro Ala Gly Gin Glu Gly 
290 295 " 300 



Tyr Val Pro Tyr Asn lie Leu Thr Pro Tyr Pro Gly Pro Arg Leu His 
305 310 315 320 



His Ser Gin Ser Pro Ala Arg Ser Leu Asn Ser Thr Pro Pro Pro Pro 
325 330 335 



Pro Ala Pro Ala Pro Ala Pro Pro Pro Ala Leu Ala Arg Pro Arg Trp 
340 345 350 



Asp Arg Pro Arg Trp Asp Ser Cys Asp Ser Leu Asn Gly Leu Asp Pro 
355 360 365 



Ser Glu Lys Glu Lys Phe Ser Gin Met Leu lie Val Asn Glu Glu Leu 
370 375 380 



Gin Ala Arg Leu Ala Gin Gly Arg Ser Gly Pro Ser Arg Ala Val Pro 
385 390 395 400 



Gly Pro Arg Ala Pro Glu Pro Gin Leu Ser Pro Gly Ser Asp Ala Ser 
405 410 415 



Glu Val Arg Ala Trp Leu Gin Ala Lys Gly Phe Ser Ser Gly Thr Val 
420 425 430 
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Asp Ala Leu Gly Val Leu Thr Gly Ala Gin Leu Phe Ser Leu Gin Lys 
435 440 445 



Glu Glu Leu Arg Ala Val Ser Pro Glu Glu Gly Ala Arg Val Tyr Ser 
450 455 460 



Gin Val Thr Val Gin Arg Ser Leu Leu Glu Asp Lys Glu Lys Val Ser 
465 470 475 480 



Glu Leu Glu Ala Val Met Glu Lys Gin Lys Lys Lys Val Glu Gly Glu 
485 490 495 



Val Glu Met Glu Val He 
500 



<210> 266 

<211> 548 

<212> PRT 

<213> Homo sapien 

<400> 266 

Met Gly Arg Lys Ala He Val Leu Ala He Ala Asn Thr Ser Leu Ala 
15 10 15 



Phe Pro Leu Cys Gin His Leu Val Thr Phe Cys Leu Gly Glu Asp Asp 
20 25 30 



Gly Val His Thr Val Glu Asp Ala Ser Arg Lys Leu Ala Val Met Asp 
35 40 45 



Ser Gin Gly Arg Val Trp Ala Gin Glu Met Leu Leu Arg Val Ser Pro 
50 55 60 



Asp His Val Thr Leu Leu Asp Pro Ala Ser Lys Glu Glu Leu Glu Ser 
65 70 75 80 



Tyr Pro Leu Gly Ala He Val Arg Cys Asp Ala Val Met Pro Pro Gly 
85 90 95 



Arg Ser Arg Ser Leu Leu Leu Leu Val Cys Gin Glu Pro Glu Arg Ala 
100 105 110 



Gin Pro Asp Val His Phe Phe Gin Gly Leu Arg Leu Gly Ala Glu Leu 
115 120 125 



He Arg Glu Asp He Gin Gly Ala Leu His Asn Tyr Arg Ser Gly Arg 
130 135 140 
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Gly Glu Arg Arg Ala Ala Ala Leu Arg Ala Thr Gin Glu Glu Leu Gin 
145 150 155 160 



Arg Asp Arg Ser Pro Ala Ala Glu Thr Pro Pro Leu Gin Arg Arg Pro 
165 170 175 



Ser Val Arg Ala Val lie Ser Thr Val Glu Arg Gly Ala Gly Arg Gly 
180 185 190 



Arg Pro Gin Ala Lys Pro lie Pro Glu Ala Glu Glu Ala Gin Arg Pro 
195 200 205 



Glu Pro Val Gly Thr Ser Ser Asn Ala Asp Ser Ala Ser Pro Asp Leu 
210 215 220 



Gly Pro Arg Gly Pro Asp Leu Ala Val Leu Gin Ala Glu Arg Glu Val 
225 230 235 ~ 240 



Asp lie Leu Asn His Val Phe Asp Asp Val Glu Ser Phe Val Ser Arg 
245 250 255 



Leu Gin Lys Ser Ala Glu Ala Ala Arg Val Leu Glu His Arg Glu Arg 
260 265 270 



Gly Arg Arg Ser Arg Arg Arg Ala Ala Gly Glu Gly Leu Leu Thr Leu 
275 280 285 



Arg Ala Lys Pro Pro Ser Glu Ala Glu Tyr Thr Asp Val Leu Gin Lys 
290 295 300 



lie Lys Tyr Ala Phe Ser Leu Leu Ala Arg Leu Arg Gly Asn He Ala 
305 310 315 " ~ 320 



Asp Pro Ser Ser Pro Glu Leu Leu His Phe Leu Phe Gly Pro Leu Gin 
325 330 335 



Met He Val Asn Thr Ser Gly Gly Pro Glu Phe Ala Ser Ser Val Arg 
340 345 350 



Arg Pro His Leu Thr Ser Asp Ala Val Ala Leu Leu Arg Asp Asn Val 
355 360 365 



Thr Pro Arg Glu Asn Glu Leu Trp Thr Ser Leu Gly Asp Ser Trp Thr 
370 375 380 
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Arg Pro Gly Leu Glu Leu Ser Pro Glu Glu Gly Pro Pro Tyr Arg Pro 
385 390 395 400 



Glu Phe Phe Ser Gly Trp Glu Pro Pro Val Thr Asp Pro Gin Ser Arg 
405 410 415 



Ala Trp Glu Asp Pro Val Glu Lys Gin Leu Gin His Glu Arg Arg Arg 
420 425 430 



Arg Gin Val Thr Gin Ala Thr Gin Gin Gly Arg Gly Trp Glu Val Arg 
435 440 445 



Gly Arg Gly Arg Ser Ala Trp Pro Arg Leu Thr Arg Leu Ser Tyr Phe 
450 455 460 



Leu Gin Gin Ser Ala Pro Gin Val Ala Val Asn Gly His Arg Asp Leu 
465 470 475 480 



Glu Pro Glu Ser Glu Pro Gin Leu Glu Ser Glu Thr Ala Gly Lys Trp 
485 490 495 



Val Leu Cys Asn Tyr Asp Phe Gin Ala Arg Asn Ser Ser Glu Leu Ser 
500 505 510 



Val Lys Gin Arg Asp Val Leu Glu Asp Lys Glu Lys Val Ser Glu Leu 
515 520 525 



Glu Ala Val Met Glu Lys Gin Lys Lys Lys Val Glu Gly Glu Val Glu 
530 535 540 



Met Glu Val lie 
545 



<210> 267 

<211> 277. 

<212> PRT 

<213> Homo sapien 

<400> 267 

Met Gly Leu Ala Ala Ser Leu Ser Pro Thr Leu Pro Leu Leu Leu Ser 
15 10 15 



His Arg Asp Leu Glu Pro Glu Ser Glu Pro Gin Leu Glu Ser Glu Thr 
20 25 30 



Ala Gly Lys Trp Val Leu Cys Asn Tyr Asp Phe Gin Ala Arg Asn Ser 
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35 40 45 



Ser Glu Leu Ser Val Lys Gin Arg Asp Val Leu Glu Val Leu Asp Asp 
50 55 60 



Ser Arg Lys Trp Trp Lys Val Arg Asp Pro Ala Gly Gin Glu Gly Tyr 
65 70 75 80 



Val Pro Tyr Asn lie Leu Thr Pro Tyr Pro Gly Pro Arg Leu His His 
85 90 95 



Ser Gin Ser Pro Ala Arg Ser Leu Asn Ser Thr Pro Pro Pro Pro Pro 
100 105 110 



Ala Pro Ala Pro Ala Pro Pro Pro Ala Leu Ala Arg Pro Arg Trp Asp 
115 120 125 



Arg Pro Arg Trp Asp Ser Cys Asp Ser Leu Asn Gly Leu Asp Pro Ser 
130 135 140 



Glu Lys Glu Lys Phe Ser Gin Met Leu lie Val Asn Glu Glu Leu Gin 
145 150 155 160 



Ala Arg Leu Ala Gin Gly Arg Ser Gly Pro Ser Arg Ala Val Pro Gly 
165 170 175 



Pro Arg Ala Pro Glu Pro Gin Leu Ser Pro Gly Ser Asp Ala Ser Glu 
180 185 190 



Val Arg Ala Trp Leu Gin Ala Lys Gly Phe Ser Ser Gly Thr Val Asp 
195 200 205 



Ala Leu Gly Val Leu Thr Gly Ala Gin Leu Phe Ser Leu Gin Lys Glu 
210 215 220 



Glu Leu Arg Ala Val Ser Pro Glu Glu Gly Ala Arg Val Tyr Ser Gin 
225 230 235 240 



Val Thr Val Gin Arg Ser Leu Leu Glu Asp Lys Glu Lys Val Ser Glu 
245 250 * " 255 



Leu Glu Ala Val Met Glu Lys Gin Lys Lys Lys Val Glu Gly Glu Val 
260 265 270 



Glu Met Glu Val lie 
275 
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<210> 268 

<211> 282 

<212> PRT 

<213> Homo sapien 

<400> 268 

Met Ala Ser Leu Gly Gin He Leu Phe Trp Ser He He Ser He He 
15 10 15 



He He Leu Ala Gly Ala He Ala Leu He He Gly Phe Gly He Ser 
20 25 30 



Gly Arg His Ser He Thr Val Thr Thr Val Ala Ser Ala Gly Asn He 
35 40 45 



Gly Glu Asp Gly He Gin Ser Cys Thr Phe Glu Pro Asp He Lys Leu 
50 55 60 



Ser Asp He Val He Gin Trp Leu Lys Glu Gly Val Leu Gly Leu Val 
65 70 75 80 



His Glu Phe Lys Glu Gly Lys Asp Glu Leu Ser Glu Gin Asp Glu Met 
85 90 95 



Phe Arg Gly Arg Thr Ala Val Phe Ala Asp Gin Val He Val Gly Asn 
100 105 110 



Ala Ser Leu Arg Leu Lys Asn Val Gin Leu Thr Asp Ala Gly Thr Tyr 
115 120 125 



Lys Cys Tyr He He Thr Ser Lys Gly Lys Gly Asn Ala Asn Leu Glu 
130 135 140 



Tyr Lys Thr Gly Ala Phe Ser Met Pro Glu Val Asn Val Asp Tyr Asn 
145 150 155 160 



Ala Ser Ser Glu Thr Leu Arg Cys Glu Ala Pro Arg Trp Phe Pro Gin 
165 170 175 



Pro Thr Val Val Trp Ala Ser Gin Val Asp Gin Gly Ala Asn Phe Ser 
180 185 190 



Glu Val Ser Asn Thr Ser Phe Glu Leu Asn Ser Glu Asn Val Thr Met 
195 200 205 
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Lys Val Val Ser Val Leu Tyr Asn Val Thr He Asn Asn Thr Tyr Ser 
210 215 220 



Cys Met He Glu Asn Asp He Ala Lys Ala Thr Gly Asp He Lys Val 
225 230 235 240 



Thr Glu Ser Glu He Lys Arg Arg Ser His Leu Gin Leu Leu Asn Ser 
245 250 255 



Lys Ala Ser Leu Cys Val Ser Ser Phe Phe Ala He Ser Trp Ala Leu 
260 265 270 



Leu Pro Leu Ser Pro Tyr Leu Met Leu Lys 





275 


280 


<210> 
<211> 
<212> 
<213> 


269 

59 

PRT 

Homo sapien 




<400> 


269 




Met Ala Ser Leu Gly Gin 
1 5 


He Leu 



10 15 



He He Leu Ala Gly Ala He Ala Leu He He Gly Phe Gly He Ser 
20 25 30 



Glu Val Ser Val Trp Leu Ser Ala Met Lys Gly Leu Val Val Glu Val 
35 40 45 



Pro Arg Leu Pro Leu Ala Leu He Phe Ala Ser 
50 55 



<210> 270 

<211> 252 

<212> PRT 

<213> Homo sapien 

<400> 270 

Thr Ala Gly Arg His Ser He Thr Val Thr Thr Val Ala Ser Ala Gly 
15 10 15 



Asn He Gly Glu Asp Gly He Leu Ser Cys Thr Phe Glu Pro Asp He 
20 25 30 



Lys Leu Ser Asp He Val He Gin Trp Leu Lys Glu Gly Val Leu Gly 
35 40 45 
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Leu Val His Glu Phe Iiys Glu Gly Lys Asp Glu Leu Ser Glu Gin Asp 
50 55 * 60 



Glu Met Phe Arg Gly Arg Thr Ala Val Phe Ala Asp Gin Val lie Val 
65 70 75 80 



Gly Asn Ala Ser Leu Arg Leu Lys Asn Val Gin Leu Thr Asp Ala Gly 
85 90 95 



Thr Tyr Lys Cys Tyr lie lie Thr Ser Lys Gly Lys Gly Asn Ala Asn 
100 105 110 



Leu Glu Tyr Lys Thr Gly Ala Phe Ser Met Pro Glu Val Asn Val Asp 
115 120 125 



Tyr Asn Ala Ser Ser Glu Thr Leu Arg Cys Glu Ala Pro Arg Trp Phe 
130 135 140 



Pro Gin Pro Thr Val Val Trp Ala Ser Gin Val Asp Gin Gly Ala Asn 
145 150 155 160 



Phe Ser Glu Val Ser Asn Thr Ser Phe Glu Leu Asn Ser Glu Asn Val 
165 170 175 



Thr Met Lys Val Val Ser Val Leu Tyr Asn Val Thr lie Asn Asn Thr 
180 185 190 



Tyr Ser Cys Met He Glu Asn Asp He Ala Lys Ala Thr Gly Asp He 
195 200 205 



Lys Val Thr Glu Ser Glu He Lys Arg Arg Ser His Leu Gin Leu Leu 
210 215 220 



Asn Ser Lys Ala Ser Leu Cys Val Ser Ser Phe Phe Ala He Ser Trp 
225 230 235 240 



Ala Leu Leu Pro Leu Ser Pro Tyr Leu Met Leu Lys 
245 250 



<210> 271 

<211> 155 

<212> PRT 

<213> Homo sapien 

<400> 271 



Gly Arg Gly Pro Pro Gly Glu Leu Cys His Glu Cys Trp Gin Gly Pro 
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10 15 



Arg Leu Leu Gin Glu Gly Arg Cys Gly His Cys Ala Asp Arg Met Ala 
20 25 30 



Pro Tip Leu Arg Leu His Gin His His Ala Cys Cys Ser CyB Ala Val 
35 40 45 



Met Asp Pro Arg Ala Pro Pro Pro Ala Pro Val Pro Pro Pro Ser Pro 
50 55 60 



Ser Pro Ser lie Arg Pro Ala Thr Leu Val Glu Leu Thr Leu Gly Cys 
65 70 75 80 



Asn Val Ala Leu Val Gly Trp Asp Thr Arg Glu Glu Asp Gin Arg Leu 
85 90 95 



Thr Glu Thr Trp Leu Cys Leu Gin Pro Ala Leu Val Gly Gin Pro Arg 
100 105 110 



Ala Trp Leu Pro lie Met Trp Pro His Pro lie Lys Gly Arg Arg Arg 
115 120 125 



Asn Ala Gly Leu Glu Ala Pro Gly Ala Arg Trp Gin Glu Gly Asp Ser 
130 135 140 



Phe Leu Ser Cys Val Tyr Ser Val Gin Phe Leu 
145 150 155 



<210> 


272 




<211> 


107 




<212> 


PRT 




<213> 


Homo 


sapien 


<400> 


272 




Met Val Ser 


Ser Val 


1 




5 



10 15 



Val Ala Arg Tyr Arg Pro Arg Ala Pro lie lie Ala Val Thr Arg Asn 
20 25 30 



Pro Gin Thr Ala Arg Gin Ala His Leu Tyr Arg Gly lie Phe Pro Val 
35 40 45 



Leu Cys Lys Asp Pro Val Gin Glu Ala Trp Ala Glu Asp Val Asp Leu 
50 55 60 
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Arg Val Asn Phe Ala Met Asn Val Gly Lys Ala Arg Gly Phe Phe Lys 
65 70 75 80 



Lys Gly Asp Val Val lie Val Leu Thr Gly Trp Arg Pro Gly Ser Gly 
85 90 95 



Phe Thr Asn Thr Met Arg Val Val Pro Val Pro 
100 105 



<210> 273 

<211> 155 

<212> PRT 

<213> Homo sapien 

<400> 273 

Gly Arg Gly Pro Pro Gly Glu Leu Cys His Glu Cys Trp Gin Gly Pro 
1 5 10 15 



Arg Leu Leu Gin Glu Gly Arg Cys Gly His Cys Ala Asp Arg Met Ala 
20 25 30 



Pro Trp Leu Arg Leu His Gin His His Ala Cys Cys Ser Cys Ala Val 
35 40 45 



Met Asp Pro Arg Ala Pro Pro Pro Ala Pro Val Pro Pro Pro Ser Pro 
50 55 60 



Ser Pro Ser lie Arg Pro Ala Thr Leu Val Glu Leu Thr Leu Gly Cys 
65 70 75 80 



Asn Val Ala Leu Val Gly Trp Asp Thr Arg Glu Glu Asp Gin Arg Leu 
85 90 95 



Thr Glu Thr Trp Leu Cys Leu Gin Pro Ala Leu Val Gly Gin Pro Arg 
100 105 110 



Ala Trp Leu Pro lie Met Trp Pro His Pro lie Lys Gly Arg Arg Arg 
115 120 125 



Asn Ala Gly Leu Glu Ala Pro Gly Ala Arg Trp Gin Glu Gly Asp Ser 
130 135 140 



Phe Leu Ser Cys Val Tyr Ser Val Gin Phe Leu 
145 150 155 



<210> 274 
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<211> 143 
<212> PRT 
<213> Homo sapien 

<400> 274 

Met Phe His Arg Lys Leu Phe Glu Glu Leu Val Arg Ala Ser Ser His 
15 10 15 



Ser Thr Asp Leu Met Glu Ala Met Ala Met Gly Ser Val Glu Ala Ser 
20 25 30 



Tyr Lys Cys Leu Ala Ala Ala Leu lie Val Leu Thr Glu Ser Gly Arg 
35 40 45 



Ser Ala His Gin Val Ala Arg Tyr Arg Pro Arg Ala Pro lie lie Ala 
50 55 60 



Val Thr Arg Asn Pro Gin Thr Ala Arg Gin Ala His Leu Tyr Arg Gly 
65 70 75 80 



lie Phe Pro Val Leu Cys Lys Asp Pro Val Gin Glu Ala Trp Ala Glu 
85 90 95 



Asp Val Asp Leu Arg Val Asn Phe Ala Met Asn Val Gly Lys Ala Arg 
100 105 110 



Gly Phe Phe Lys Lys Gly Asp Val Val lie Val Leu Thr Gly Trp Arg 
115 120 125 



Pro Gly Ser Gly Phe Thr Asn Thr Met Arg Val Val Pro Val Pro 
130 135 140 



<210> 275 

<211> 253 

<212> PRT 

<213> Homo sapien 

<220> 

< 2 2 1 > MIS COFEATURE 

<222> (243) . . (243) 

<223> X=any amino acid 



<220> 

<2 2 1 > MISCJFEATURE 

<222> (245) . . (245) 

<223> Xs=any amino acid 



<400> 



275 
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Met Asp Thr Pro Pro Leu Ser Asp Ser Glu Ser Glu Ser Asp Glu Ser 
1 5 10 15 



Leu Val Thr Asp Arg Glu Leu Gin Asp Ala Phe Ser Arg Gly Leu Leu 
20 25 30 



Lys Pro Gly Leu Asn Val Val Leu Glu Gly Pro Lys Lys Ala Val Asn 
35 40 45 



Asp Val Asn Gly Leu Lys Gin Cys Leu Ala Glu Phe Lys Arg Asp Leu 
50 55 60 



Glu Trp Val Glu Arg Leu Asp Val Thr Leu Gly Pro Val Pro Glu lie 
65 70 75 80 



Gly Gly Ser Glu Ala Pro Ala Pro Gin Asn Lys Asp Gin Lys Ala Val 
85 90 95 



Asp Pro Glu Asp Asp Phe Gin Arg Glu Met Ser Phe Tyr Arg Gin Ala 
100 105 110 



Gin Ala Ala Val Leu Ala Val Leu Pro Arg Leu His Gin Leu Lys Val 
115 120 125 



Pro Thr Lys Arg Pro Thr Asp Tyr Phe Ala Glu Met Ala Lys Ser Asp 
130 135 140 



Leu Gin Met Gin Lys lie Arg Gin Lys Leu Gin Thr Lys Gin Ala Ala 
145 150 155 160 



Met Glu Arg Ser Glu Lys Ala Lys Gin Leu Arg Ala Leu Arg Lys Tyr 
165 170 175 



Gly Lys Lys Val Gin Thr Glu Val Leu Gin Lys Arg Gin Gin Glu Lys 
180 185 190 



Ala His Met Met Asn Ala lie Lys Lys Tyr Gin Lys Gly Phe Ser Asp 
195 200 205 



Lys Leu Asp Phe Leu Glu Gly Asp Gin Lys Pro Leu Ala Gin Arg Lys 
210 215 220 



Lys Ala Gly Ala Lys Gly Gin Gin Met Arg Lys Gly Pro Thr Gly Pro 
225 230 235 240 



Gin Arg Xaa He Xaa Glu Lys Gly Lys Gly Ala Gin Cys 
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245 250 



<210> 276 

<211> 361 

<212> PRT 

<213> Homo sapien 

<400> 276 

Met Tyr Pro Glu Ala Leu Pro Val Gly lie Leu Ser Asn Pro Asp Thr 
1 5 10 15 



Phe Lys Arg Arg Ser Gly Ser Tyr Ser Asn Asp Lys Pro Glu Val Trp 
20 25 30 



Phe Ala Ala Gly Ser Gly Ser Pro Asn Gin Lys Leu Ser Ser Ser Cys 
35 40 45 



Val Gly Arg Ala Cys Gly Glu Met Asp Thr Pro Pro Leu Ser Asp Ser 
50 55 60 



Glu Ser Glu Ser Asp Glu Ser Leu Val Thr Asp Arg Glu Leu Gin Asp 
65 70 75 80 



Ala Phe Ser Arg Gly Leu Leu Lys Pro Gly Leu Asn Val Val Leu Glu 
85 90 95 



Gly Pro Lys Lys Ala Val Asn Asp Val Asn Gly Leu Lys Gin Cys Leu 
100 105 110 



Ala Glu Phe Lys Arg Asp Leu Glu Trp Val Glu Arg Leu Asp Val Thr 
115 120 125 



Leu Gly Pro Val Pro Glu lie Gly Gly Ser Glu Ala Pro Ala Pro Gin 
130 135 140 



Asn Lys Asp Gin Lys Ala Val Asp Pro Glu Asp Asp Phe Gin Arg Glu 
145 150 155 160 



Met Ser Phe Tyr Arg Gin Ala Gin Ala Ala Val Leu Ala Val Leu Pro 
165 170 175 



Arg Leu His Gin Leu Lys Val Pro Thr Lys Arg Pro Thr Asp Tyr Phe 
180 185 190 



Ala Glu Met Ala Lys Ser Asp Leu Gin Met Gin Lys lie Arg Gin Lys 
195 200 205 
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Leu Gin Thr Lys Gin Ala Ala Met Glu Arg Ser Glu Lys Ala Lys Gin 
210 215 220 



Leu Arg Ala Leu Arg Lys Tyr Gly Lys Lys Val Gin Thr Glu Val Leu 
225 230 235 240 



Gin Lys Arg Gin Gin Glu Lys Ala His Met Met Asn Ala lie Lys Lys 
245 250 255 



Tyr Gin Lys Gly Phe Ser Asp Lys Leu Asp Phe Leu Glu Gly Asp Gin 
260 265 270 



Lys Pro Leu Ala Gin Arg Lys Lys Ala Gly Ala Lys Gly Gin Gin Met 
275 280 285 



Arg Lys Gly Pro Ser Ala Lys Arg Arg Tyr Lys Asn Gin Lys Phe Gly 
290 295 300 



Phe Gly Gly Lys Lys Lys Gly Ser Lys Trp Asn Thr Arg Glu Ser Tyr 
305 310 315 320 



Asp Asp Val Ser Ser Phe Arg Ala Lys Thr Ala His Gly Arg Gly Leu 
325 330 335 



Lys Arg Pro Gly Lys Lys Gly Ser Asn Lys Arg Pro Gly Lys Arg Thr 
340 345 350 



Arg Glu Lys Met Lys Asn Arg Thr His 

360 





355 


<210> 


277 


<211> 


167 


<212> 


PRT 


<213> 


Homo 


<400> 


277 


Met Ala Lys 


1 





10 15 



Thr Lys Gin Ala Ala Met Glu Arg Ser Glu Lys Ala Lys Gin Leu Arg 
20 25 30 



Ala Leu Arg Lys Tyr Gly Lys Lys Val Gin Thr Glu Val Leu Gin Lys 
35 40 45 



Arg Gin Gin Glu Lys Ala His Met Met Asn Ala lie Lys Lys Tyr Gin 
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50 55 60 



Lys Gly Phe Ser Asp Lys Leu Asp Phe Leu Glu Gly Asp Gin Lys Pro 
65 70 75 80 



Leu Ala Gin Arg Lys Lys Ala Gly Ala Lys Gly Gin Gin Met Arg Lys 
85 90 95 



Gly Pro Ser Ala Lys Arg Arg Tyr Lys Asn Gin Lys Phe Gly Phe Gly 
100 105 110 



Gly Lys Lys Lys Gly Ser Lys Trp Asn Thr Arg Glu Ser Tyr Asp Asp 
115 120 125 



Val Ser Ser Phe Arg Ala Lys Thr Ala His Gly Arg Gly Leu Lys Arg 
130 135 140 



Pro Gly Lys Lys Gly Ser Asn Lys Arg Pro Gly Lys Arg Thr Arg Glu 
145 150 155 160 



Lys Met Lys Asn Arg Thr His 
165 



<210> 278 

<211> 636 

<212> PRT 

<213> Homo sapien 

<400> 278 

Pro Arg Arg Gly Leu Arg Val Ser Ser Pro Gly Gly Pro Gly Ala Met 
1 5 10 15 



Gly Trp Val Gly Gly Arg Arg Arg Asp Ser Ala Ser Pro Pro Gly Arg 
20 25 30 



Ser Arg Ser Ala Ala Asp Asp lie Asn Pro Ala Pro Ala Asn Met Glu 
35 40 45 



Gly Gly Gly Gly Ser Val Ala Val Ala Gly Leu Gly Ala Arg Gly Ser 
5 0 55 60 



Gly Ala Ala Ala Ala Thr Val Arg Glu Leu Leu Gin Asp Gly Cys Tyr 
65 70 75 80 



Ser Asp Phe Leu Asn Glu Asp Phe Asp Val Lys Thr Tyr Thr Ser Gin 
85 90 95 
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Ser lie His Gin Ala Val He Ala Glu Gin Leu Ala Lys Leu Ala Gin 
100 105 HO 



Gly He Ser Gin Leu Asp Arg Glu Leu His Leu Gin Val Val Ala Arg 
115 120 125 



His Glu Asp Leu Leu Ala Gin Ala Thr Gly He Glu Ser Leu Glu Gly 
130 135 140 



Val Leu Gin Met Met Gin Thr Arg He Gly Ala Leu Gin Gly Ala Val 
145 150 155 160 



Asp Arg He Lys Ala Lys He Val Glu Pro Tyr Asn Lys He Val Ala 
165 170 175 



Arg Thr Ala Gin Leu Ala Arg Leu Gin Val Ala Cys Asp Leu Leu Arg 
180 185 190 



Arg He He Arg He Leu Asn Leu Ser Lys Arg Leu Gin Gly Gin Leu 
195 200 205 



Gin Gly Gly Ser Arg Glu He Thr Lys Ala Ala Gin Ser Leu Asn Glu 
210 215 220 



Leu Asp Tyr Leu Ser Gin Gly He Asp Leu Ser Gly He Glu Val He 
225 230 1 235 240 



Glu Asn Asp Leu Leu Phe He Ala Arg Ala Arg Leu Glu Val Glu Asn 
245 250 255 



Gin Ala Lys Arg Leu Leu Glu Gin Gly Leu Glu Thr Gin Asn Pro Thr 
260 265 270 



Gin Val Gly Thr Ala Leu Gin Val Phe Tyr Asn Leu Gly Thr Leu Lys 
275 280 285 



Asp Thr He Thr Ser Val Val Asp Gly Tyr Cys Ala Thr Leu Glu Glu 
290 295 300 



Asn He Asn Ser Ala Leu Asp He Lys Val Leu Thr Gin Pro Ser Gin 
305 310 315 320 



Ser Ala Val Arg Gly Gly Pro Gly Arg Ser Thr Met Pro Thr Pro Gly 
325 330 335 
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Asn Thr Ala Ala Leu Arg Ala Ser Leu Trp Thr Asn Met Glu Lys Leu 
340 345 350 



Met Asp His He Tyr Ala Val Cys Gly Gin Val Gin His Leu Gin Lys 
355 360 365 



Val Leu Ala Lys Lys Arg Asp Pro Val Ser His He Cys Phe He Glu 
370 375 380 



Glu He Val Lys Asp Gly Gin Pro Glu He Phe Tyr Thr Phe Trp Asn 
385 390 395 400 



Ser Val Thr Gin Ala Leu Ser Ser Gin Phe His Met Ala Thr Asn Ser 
405 410 415 



Ser Met Phe Leu Lys Gin Ala Phe Glu Gly Glu Tyr Pro Lys Leu Leu 
420 425 430 



Arg Leu Tyr Asn Asp Leu Trp Lys Arg Leu Gin Gin Tyr Ser Gin Hie 
435 440 445 



He Gin Gly Asn Phe Asn Ala Ser Gly Thr Thr Asp Leu Tyr Val Asp 
450 455 460 



Leu Gin His Met Glu Asp Asp Ala Gin Asp He Phe He Pro Lys Lys 
465 470 475 480 



Pro Asp Tyr Asp Pro Glu Lys Ala Leu Lys Asp Ser Leu Gin Pro Tyr 
485 490 495 



Glu Ala Ala Tyr Leu Ser Lys Ser Leu Ser Arg Leu Phe Asp Pro He 
500 505 510 



Asn Leu Val Phe Pro Pro Gly Gly Arg Asn Pro Pro Ser Ser Asp Glu 
515 520 525 



Leu Asp Gly He He Lys Thr He Ala Ser Glu Leu Asn Val Ala Ala 
530 535 540 



Val Asp Thr Asn Leu Thr Leu Ala Val Ser Lys Asn Val Ala Lys Thr 
545 550 555 * 560 



He Gin Leu Tyr Ser Val Lys Ser Glu Gin Leu Leu Ser Thr Gin Gly 
565 570 575 



Asp Ala Ser Gin Val He Gly Pro Leu Thr Glu Gly Gin Arg Arg Asn 
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580 585 590 



Val Ala Val Val Asn Ser Leu Tyr Lys Leu His Gin Ser Val Thr Lys 
595 600 605 



Val Val Ser Ser Gin Ser Ser Phe Pro Leu Ala Ala Glu Gin Thr He 
610 615 620 



He Ser Ala Leu Lys Asp Leu Gin Tyr Ser Val Glu 
625 630 635 



<210> 279 

<211> 870 

<212> PRT 

<213> Homo sapien 

<400> 279 

Met Gly Trp Val Gly Gly Arg Arg Arg Asp Ser Ala Ser Pro Pro Gly 
15 10 15 



Arg Ser Arg Ser Ala Ala Asp Asp He Asn Pro Ala Pro Ala Asn Met 
20 25 30 



Glu Gly Gly Gly Gly Ser Val Ala Val Ala Gly Leu Gly Ala Arg Gly 
35 40 45 



Ser Gly Ala Ala Ala Ala Thr Val Arg Glu Leu Leu Gin Asp Gly Cys 
50 55 60 



Tyr Ser Asp Phe Leu Asn Glu Asp Phe Asp Val Lys Thr Tyr Thr Ser 
65 70 75 80 



Gin Ser He His Gin Ala Val He Ala Glu Gin Leu Ala Lys Leu Ala 
85 90 95 



Gin Gly He Ser Gin Leu Asp Arg Glu Leu His Leu Gin Val Val Ala 
100 105 110 



Arg His Glu Asp Leu Leu Ala Gin Ala Thr Gly He Glu Ser Leu Glu 
115 120 125 



Gly Val Leu Gin Met Met Gin Thr Arg He Gly Ala Leu Gin Gly Ala 
130 135 140 



Val Asp Arg He Lys Ala Lys He Val Glu Pro Tyr Asn Lys He Val 
145 150 155 160 
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Ala Arg Thr Ala Gin Leu Ala Arg Leu Gin Val Ala Cys Asp Leu Leu 
165 170 175 



Arg Arg lie lie Arg He Leu Asn Leu Ser Lys Arg Leu Gin Gly Gin 
180 185 190 



Leu Gin Gly Gly Ser Arg Glu He Thr Lys Ala Ala Gin Ser Leu Asn 
195 200 205 



Glu Leu Asp Tyr Leu Ser Gin Gly He Asp Leu Ser Gly He Glu Val 
210 215 220 



He Glu Asn Asp Leu Leu Phe He Ala Arg Ala Arg Leu Glu Val Glu 
225 230 235 240 



Asn Gin Ala Lys Arg Leu Leu Glu Gin Gly Leu Glu Thr Gin Asn Pro 
245 250 255 



Thr Gin Val Gly Thr Ala Leu Gin Val Phe Tyr Asn Leu Gly Thr Leu 
260 265 270 



Lys Asp Thr He Thr Ser Val Val Asp Gly Tyr Cys Ala Thr Leu Glu 
275 280 285 



Glu Asn He Asn Ser Ala Leu Asp He Lys Val Leu Thr Gin Pro Ser 
290 295 300 



Gin Ser Ala Val Arg Gly Gly Pro Gly Arg Ser Thr Met Pro Thr Pro 
305 310 315 320 



Gly Asn Thr Ala Ala Leu Arg Ala Ser Leu Trp Thr Asn Met Glu Lys 
325 330 335 



Leu Met Asp His lie Tyr Ala Val Cys Gly Gin Val Gin His Leu Gin 
340 ' 345 350 



Lys Val Leu Ala Lys Lys Arg Asp Pro Val Ser His He Cys Phe He 
355 360 365 



Glu Glu He Val Lys Asp Gly Gin Pro Glu He Phe Tyr Thr Phe Trp 
370 375 380 



Asn Ser Val Thr Gin Ala Leu Ser Ser Gin Phe His Met Ala Thr Asn 
385 390 395 400 
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Ser Ser Met Phe Leu Lys Gin Ala Phe Glu Gly Glu Tyr Pro Lys Leu 
405 410 415 



Leu Arg Leu Tyr Asn Asp Leu Trp Lys Arg Leu Gin Gin Tyr Ser Gin 
420 425 430 



His lie Gin Gly Asn Phe Asn Ala Ser Gly Thr Thr Asp Leu Tyr Val 
435 440 445 



Asp Leu Gin His Met Glu Asp Asp Ala Gin Asp lie Phe lie Pro Lys 
450 455 460 



Lys Pro Asp Tyr Asp Pro Glu Lys Ala Leu Lys Asp Ser Leu Gin Pro 
465 470 475 480 



Tyr Glu Ala Ala Tyr Leu Ser Lys Ser Leu Ser Arg Leu Phe Asp Pro 
485 490 495 



lie Asn Leu Val Phe Pro Pro Gly Gly Arg Asn Pro Pro Ser Ser Asp 
500 505 510 



Glu Leu Asp Gly lie lie Lys Thr lie Ala Ser Glu Leu Asn Val Ala 
515 520 525 



Ala Val Asp Thr Asn Leu Thr Leu Ala Val Ser Lys Asn Val Ala Lys 
530 535 540 



Thr lie Gin Leu Tyr Ser Val Lys Ser Glu Gin Leu Leu Ser Thr Gin 
545 550 555 560 



Gly Asp Ala Ser Gin Val lie Gly Pro Leu Thr Glu Gly Gin Arg Arg 
565 570 575 



Asn Val Ala Val Val Asn Ser Leu Tyr Lys Leu His Gin Ser Val Thr 
580 585 590 



Lys Val Val Ser Ser Gin Ser Ser Phe Pro Leu Ala Ala Glu Gin Thr 
595 600 605 



lie lie Ser Ala Leu Lys Asp Leu Gin Tyr Ser Val Glu Tyr Glu Leu 
610 615 ~ 620 



Ala lie His Ala Leu Met Glu Asn Ala Val Gin Pro Leu Leu Thr Ser 
625 630 635 640 



Val Gly Asp Ala lie Glu Ala lie lie lie Thr Met His Gin Glu Asp 



WO 2004/053079 



PCTYUS2003/038855 



353 

645 650 655 



Phe Ser Gly Ser Leu Ser Ser Ser Gly Lys Pro Asp Val Pro Cys Ser 
660 665 670 



Leu Tyr Met Lys Glu Leu Gin Gly Phe He Ala Arg Val Met Ser Asp 
675 680 685 



Tyr Phe Lys His Phe Glu Cys Leu Asp Phe Val Phe Asp Asn Thr Glu 
690 695 700 



Ala He Ala Gin Arg Ala Val Glu Leu Phe He Arg His Ala Ser Leu 
705 710 715 720 



He Arg Pro Leu Gly Glu Gly Gly Lys Met Arg Leu Ala Ala Asp Phe 
725 730 735 



Ala Gin Met Glu Leu Ala Val Gly Pro Phe Cys Arg Arg Val Ser Asp 
740 745 750 



Leu Gly Lys Ser Tyr Arg Met Leu Arg Ser Phe Arg Pro Leu Leu Phe 
755 760 765 



Gin Ala Ser Glu His Val Ala Ser Ser Pro Ala Leu Gly Asp Val He 
770 775 780 



Pro Phe Ser He He He Gin Phe Leu Phe Thr Arg Ala Pro Ala Glu 
785 790 795 800 



Leu Lys Ser Pro Phe Gin Arg Ala Glu Trp Ser His Thr Arg Phe Ser 
805 810 815 



Gin Trp Leu Asp Asp His Pro Ser Glu Lys Asp Arg Leu Leu Leu He 
820 825 830 



Arg Gly Ala Leu Glu Ala Tyr Val Gin Ser Val Arg Ser Arg Glu Gly 
835 840 845 



Lys Glu Phe Ala Pro Val Tyr Pro He Met Val Gin Leu Leu Gin Lys 
850 855 860 



Ala Met Ser Ala Leu Gin 
865 870 



<210> 280 
<211> 791 
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354 

<212> PRT 

<213> Homo sapien 

<400> 280 

Met Gly Trp Val Gly Gly Arg Arg Arg Asp Ser Ala Ser Pro Pro Gly 
1 5 10 15 



Arg Ser Arg Ser Ala Ala Asp Asp He Asn Pro Ala Pro Ala Asn Met 
20 25 30 



Glu Gly Gly Gly Gly Ser Val Ala Val Ala Gly Leu Gly Ala Arg Gly 
35 40 45 



Ser Gly Ala Ala Ala Ala Thr Val Arg Glu Leu Leu Gin Asp Gly Cys 
50 55 60 



Tyr Ser Asp Phe Leu Asn Glu Asp Phe Asp Val Lys Thr Tyr Thr Ser 
65 70 75 80 



Gin Ser He His Gin Ala Val He Ala Glu Gin Leu Ala Lys Leu Ala 
85 90 95 



Gin Gly He Ser Gin Leu Asp Arg Glu Leu His Leu Gin Val Val Ala 
100 105 110 



Arg His Glu Asp Leu Leu Ala Gin Ala Thr Gly He Glu Ser Leu Glu 
115 120 125 



Gly Val Leu Gin Met Met Gin Thr Arg He Gly Ala Leu Gin Gly Ala 
130 135 140 



Val Asp Arg He Lys Ala Lys He Val Glu Pro Tyr Asn Lys He Val 
145 150 155 " ~ 160 



Ala Arg Thr Ala Gin Leu Ala Arg Leu Gin Val Ala Cys Asp Leu Leu 
165 170 175 



Arg Arg He He Arg He Leu Asn Leu Ser Lys Arg Leu Gin Gly Gin 
180 185 190 



Leu Gin Gly Gly Ser Arg Glu He Thr Lys Ala Ala Gin Ser Leu Asn 
195 200 205 



Glu Leu Asp Tyr Leu Ser Gin Gly He Asp Leu Ser Gly He Glu Val 
210 215 220 
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lie Glu Asn Asp Leu Leu Phe lie Ala Arg Ala Arg Leu Glu Val Glu 
225 230 235 240 



Asn Gin Ala Lys Arg Leu Leu Glu Gin Gly Leu Glu Thr Gin Asn Pro 
245 250 255 



Thr Gin Val Gly Thr Ala Leu Gin Val Phe Tyr Asn Leu Gly Thr Leu 
260 265 270 



Lys Asp Thr lie Thr Ser Val Val Asp Gly Tyr Cys Ala Thr Leu Glu 
275 280 285 



Glu Asn lie Asn Ser Ala Leu Asp lie Lys Val Leu Thr Gin Pro Ser 
290 295 300 



Gin Ser Ala Val Arg Gly Gly Pro Gly Arg Ser Thr Met Pro Thr Pro 
305 310 315 320 



Gly Asn Thr Ala Ala Leu Arg Ala Ser Leu Trp Thr Asn Met Glu Lys 
325 330 335 



Leu Met Asp His He Tyr Ala Val Cys Gly Gin Val Gin His Leu Gin 
340 345 350 



Lys Val Leu Ala Lys Lys Arg Asp Pro Val Ser His He Cys Phe He 
355 360 365 



Glu Glu He Val Lys Asp Gly Gin Pro Glu He Phe Tyr Thr Phe Trp 
370 375 380 



Asn Ser Val Thr Gin Ala Leu Ser Ser Gin Phe His Met Ala Thr Asn 
385 390 395 400 



Ser Ser Met Phe Leu Lys Gin Ala Phe Glu Gly Glu Tyr Pro Lys Leu 
405 410 415 



Leu Arg Leu Tyr Asn Asp Leu Trp Lys Arg Leu Gin Gin Tyr Ser Gin 
420 425 430 



His He Gin Gly Asn Phe Asn Ala Ser Gly Thr Thr Asp Leu Tyr Val 
435 440 445 



Asp Leu Gin His Met Glu Asp Asp Ala Gin Asp He Phe He Pro Lys 
450 455 460 



Lys Pro Asp Tyr Asp Pro Glu Lys Ala Leu Lys Asp Ser Leu Gin Pro 
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465 470 475 480 



Tyr Glu Ala Ala Tyr Leu Ser Lys Ser Leu Ser Arg Leu Phe Asp Pro 
485 490 495 



lie Asn Leu Val Phe Pro Pro Gly Gly Arg Asn Pro Pro Ser Ser Asp 
500 505 510 



Glu Leu Asp Gly He He Lys Thr He Ala Ser Glu Leu Asn Val Ala 
515 520 525 



Ala Val Asp Thr Asn Leu Thr Leu Ala Val Ser Lys Asn Val Ala Lys 
530 535 540 



Thr He Gin Leu Tyr Ser Val Lys Ser Glu Gin Leu Leu Ser Thr Gin 
545 550 555 560 



Gly Asp Ala Ser Gin Val He Gly Pro Leu Thr Glu Gly Gin Arg Arg 
565 570 575 



Asn Val Ala Val Val Asn Ser Leu Tyr Lys Leu His Gin Ser Val Thr 
580 585 590 



Lys Val Val Ser Ser Gin Ser Ser Phe Pro Leu Ala Ala Glu Gin Thr 
595 600 605 



He He Ser Ala Leu Lys Ala He His Ala Leu Met Glu Asn Ala Val 
610 615 620 



Gin Pro Leu Leu Thr Ser Val Gly Asp Ala He Glu Ala He He He 
625 630 635 640 



Thr Met His Gin Glu Asp Phe Ser Gly Ser Leu Ser Ser Ser Gly Lys 
645 650 655 



Pro Asp Val Pro Cys Ser Leu Tyr Met Lys Glu Leu Gin Gly Phe He 
660 665 670 



Ala Arg Val Met Ser Asp Tyr Phe Lys His Phe Glu Cys Leu Asp Phe 
675 680 685 



Val Phe Asp Asn Thr Glu Ala He Ala Gin Arg Ala Val Glu Leu Phe 
690 695 700 



He Arg His Ala Ser Leu He Arg Pro Leu Gly Glu Gly Gly Lys Met 
705 710 715 720 
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Arg Leu Ala Ala Asp Phe Ala Gin Met Glu Leu Ala Val Gly Pro Phe 
725 730 735 



Cys Arg Arg Val Ser Asp Leu Gly Lys Ser Tyr Arg Met Leu Arg Ser 
740 745 750 



Phe Arg Gly Ala Leu Glu Ala Tyr Val Gin Ser Val Arg Ser Arg Glu 
755 760 765 



Gly Lys Glu Phe Ala Pro Val Tyr Pro lie Met Val Gin Leu Leu Gin 
770 775 780 



Lys Ala Met Ser Ala Leu Gin 

790 



785 




<210> 


281 


<211> 


122 


<212> 


PRT 


<213> 


Homo 


<400> 


281 


Lys Val Thr 


1 





10 15 



Lys Gin Ala Lys lie Ser Ser Pro Thr Glu Thr Glu Arg Cys lie Glu 
20 25 30 



Ser Leu lie Ala Val Phe Gin Lys Tyr Ala Gly Lys Asp Gly Tyr Asn 
35 40 45 



Tyr Thr Leu Ser Lys Thr Glu Phe Leu Ser Phe Met Asn Thr Glu Leu 
50 55 60 



Ala Ala Phe Thr Lys Asn Gin Lys Asp Pro Gly Val Leu Asp Arg Met 
65 70 75 ' 80 



Met Lys Lys Leu Asp Thr Asn Ser Asp Gly Gin Leu Asp Phe Ser Glu 
85 90 95 



Phe Leu Asn Leu He Gly Gly Leu Ala Met Ala Cys His Asp Ser Phe 
100 105 110 



Leu Lys Ala Val Pro Ser Gin Lys Arg Thr 
115 120 
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<210> 282 
<211> 170 
<212> PRT 
<213> Homo sapien 

<400> 282 

His Arg Pro Ser Ser Thr His Cys Asp Leu Gin Pro Ala Leu Phe Val 
15 10 15 



Ser Ser Leu Pro Phe Lys Arg Gin Leu Ala Leu Glu Gly His Leu Leu 
20 25 30 



Ser Ser Leu Pro Leu Asp Thr Pro Thr Lys Thr Gin Gly Glu Ala Leu 
35 40 45 



Lys Ser Asn Trp Lys Val Thr Asp Arg Ser Gly Lys Trp lie Asp Glu 
50 x 55 "" 60 



Lys Gin Ala Lys lie Ser Ser Pro Thr Glu Thr Glu Arg Cys lie Glu 
65 70 75 80 



Ser Leu lie Ala Val Phe Gin Lys Tyr Ala Gly Lys Asp Gly Tyr Asn 
85 90 95 



Tyr Thr Leu Ser Lys Thr Glu Phe Leu Ser Phe Met Asn Thr Glu Leu 
100 105 110 



Ala Ala Phe Thr Lys Asn Gin Lys Asp Pro Gly Val Leu Asp Arg Met 
115 120 ~ 125 



Met Lys Lys Leu Asp Thr Asn Ser Asp Gly Gin Leu Asp Phe Ser Glu 
130 135 140 



Phe Leu Asn Leu He Gly Gly Leu Ala Met Ala Cys His Asp Ser Phe 
145 150 155 160 



Leu Lys Ala Val Pro Ser Gin Lys Arg Thr 
165 170 



<210> 283 

<211> 91 

<212> PRT 

<213> Homo sapien 

<400> 283 



Met Lys Leu Glu Glu Leu Cys Leu Lys Tyr Ala Gly Lys Asp Gly Tyr 
1 5 10 15 
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Asn Tyr Thr Leu Ser Lys Thr Glu Phe Leu Ser Phe Met Asn Thr Glu 
20 25 30 



Leu Ala Ala Phe Thr Lys Asn Gin Lys Asp Pro Gly Val Leu Asp Arg 
35 40 45 



Met Met Lys Lys Leu Asp Thr Asn Ser Asp Gly Gin Leu Asp Phe Ser 
50 55 60 



Glu Phe Leu Asn Leu lie Gly Gly Leu Ala Met Ala Cys His Asp Ser 
65 70 75 80 



Phe Leu Lys Ala Val Pro Ser Gin Lys Arg Thr 
85 90 



<210> 284 

<211> 66 

<212> PRT 

<213> Homo sapien 

<400> 284 

Ser Leu Cys Tyr Asn Val Leu Lys Pro Pro Tyr Tyr Arg Asn He Tyr 
15 10 15 



Tyr He Phe Ser He Cys Ser Phe Ser Glu Gly Leu Trp He Ser Leu 
20 25 ^ 30 



Asn Cys Gin He Leu Ala Tyr Phe Cys Asp Thr Pro Ala His Phe Leu 
35 40 45 



Ser Leu He Asn Gin Gly Val Arg Cys Asp Cys His Asn Cys Tyr Val 
50 55 60 



Phe Gin 
65 



<210> 285 

<211> 65 

<212> PRT 

<213> Homo sapien 

<400> 285 

Met Pro Gin Tyr Gin Thr Trp Glu Glu Phe Ser Arg Ala Ala Glu Lys 
1 5 10 15 



Leu Tyr Leu Ala Asp Pro Met Lys Ala Arg Val Val Leu Lys Tyr Arg 
20 25 30 



WO 2004/053079 



PCT7US2003/038855 



360 



His Ser Asp Gly Asn Leu Cys Val Lys Val Thr Asp Asp Leu Val Leu 
35 40 45 



Met Arg Leu Met Val Ala Lys Glu Ala Arg Asn Val Thr Met Glu Thr 
50 55 60 



Glu 
65 



<210> 286 

<211> 363 

<212> PRT 

<213> Homo sapien 

<400> 286 

Ser Arg Thr Thr Ser Ser Ser Ser Ser Arg Ala Thr Trp Cys Pro Leu 
15 10 15 



Thr Leu Ser Glu Gly Arg Leu Pro Gly Thr Gin Thr Leu Arg Glu Gin 
20 25 30 



Asn Gly Gin Pro Glu Leu Gly Lys Pro Arg Thr Asp Phe Lys Gly Ser 
35 40 45 



Phe Trp Thr Gly Gly Gly Arg Gly Pro Phe Pro Arg Gly Thr Asn Lys 
50 55 60 



Pro Ser Val Gin Asn Glu Gly Leu Cys Cys Ala Ser Arg Arg Ala Ser 
65 70 75 80 



Trp Arg Arg Gin Pro Leu Glu Val Ser His Leu Leu Pro Lys His Pro 
85 90 95 



Gin Val Val Asp Asp His Thr Ala Lys Lys Val Ser Gly lie Leu Lys 
100 105 110 



Arg His Leu Gin Pro Val His Phe Ser Ser Trp Tyr Gly Glu Ser Val 
115 120 125 



Ser Val Gly Ser Gin Gly Lys Leu Val lie Ser Gly Phe Pro Pro Ala 
130 135 140 



Gly Pro His Pro Phe Gin Thr Gin Leu Thr Leu His Arg Cys Gly Gin 
145 150 155 160 



WO 2004/053079 



PCT/US2003/038855 



361 

Pro Gly Glu Ala Ala Gly Pro Ser Lys Pro Leu Thr Gin Asn Arg Trp 
165 170 175 



Ser Ser Ala Pro Phe Tyr Arg Lys Ser Gly Val Leu Glu Val Thr Cys 
180 * 185 190 



Ser Arg Ser His lie Arg Val Pro lie Arg Val Trp Val Ser Pro Lys 
195 200 205 



Leu Pro Glu Ala Gin Thr Thr His Pro Arg Ser Arg Gly Arg lie Ser 
210 215 220 



Glu Ala Ser Cys Cys Pro Gin Gly Arg Asn Leu Gin Ser Cys Gly Glu 
225 230 235 . * 240 



Pro Glu Cys Pro Val Asn Leu Gin Gin Arg Lys Ala Met Ser Val Trp 
245 250 255 



Gly Asp Pro Trp Asn Pro Cys His Pro Gly Pro Ser Ser Thr Phe Gin 
260 265 270 



Ala Ala Pro Ala Thr Gly Glu Ala Thr Leu Lys Leu Asp Leu Gin Leu 
275 280 285 



Gly Asp Thr Asp Glu Leu Gly Lys Leu Gin Arg His Pro Leu Gly Gly 
290 295 300 



Ala Leu Glu Ala Asp Arg Glu Thr Glu Ala Gin Ala His Cys Arg His 
305 310 315 320 



Arg Ala Leu Leu Cys Leu Ser His Ser His Ser Ser Trp Asn Gly Gly 
325 330 335 



Glu Glu Gly Asn Ser Ala His Val Pro Phe Leu Val Glu Lys Met Phe 
340 345 350 



Phe Ser Lys Leu Pro Ser Val Ala lie Gin His 

360 





355 


<210> 


287 


<211> 


116 


<212> 


PRT 


<213> 


Homo 


<400> 


287 



Cys Pro Gly Ser Ser Phe His Glu Ser His Asn Ser His Phe Leu Leu 
15 10 15 
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Gly Arg Lys Tyr Phe Tyr lie Asn Ser Glu Lys Leu Gin Lys Cys lie 
20 25 30 



Phe Thr Asn Leu Gly Glu Val Glu Val Pro Gly Val Ser Pro Arg Phe 
35 40 45 



Ser Gin Leu Cys Ser Val Met Gin Val Ser Ala Arg Val Pro Val Cys 
50 55 60 



Pro Leu Arg Gly Glu Arg Arg Leu Ala Cys Ala Ser Thr Pro Leu Pro 
65 70 75 80 



lie Gin Ala His Ser Pro Pro Phe Pro Cys Pro lie Ser Val Gin Gin 
85 90 95 



Val lie Glu Asn His lie Leu Lys Leu Phe Gin Ser Asn Leu Val Pro 
100 105 110 



Ala Asp Pro Glu 





115 


<210> 


288 


<211> 


166 


<212> 


PRT 


<213> 


Homo sapien 


<400> 


288 


Pro His Gly Gin Lys 


1 


5 



10 15 



Gly Pro Leu Gin Gin Leu Val Trp Gly Lys Ser Glu Ala Ser Cys Cys 
20 25 30 



Pro Gin Gly Arg Asn Leu Gin Ser Cys Gly Glu Pro Glu Cys Pro Val 
35 40 45 



Asn Leu Gin Gin Arg Lys Ala Met Ser Val Trp Gly Asp Pro Trp Asn 
50 55 60 



Pro Cys His Pro Gly Pro Ser Ser Thr Phe Gin Ala Ala Pro Ala Thr 
65 70 75 80 



Gly Glu Ala Thr Leu Lys Leu Asp Leu Gin Leu Gly Asp Thr Asp Glu 
85 90 95 
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Leu Gly Lys Leu Gin Arg His Pro Leu Gly Gly Ala Leu Glu Ala Asp 
100 " 105 110 



Arg Glu Thr Glu Ala Gin Ala His Cys Arg His Arg Ala Leu Leu Cys 
115 120 125 



Leu Ser His Ser His Ser Ser Trp Asn Gly Gly Glu Glu Gly Asn Ser 
130 135 140 



Ala His Val Pro Phe Leu Val Glu Lys Met Phe Phe Ser Lys Leu Pro 
145 150 155 160 



Ser Val Ala He Gin His 
165 



<210> 289 

<211> 207 

<212> PRT 

<213> Homo sapien 

<400> 289 

Ala Ser Pro Leu Arg Ala Ala Leu Gly Leu Arg Ser Leu Val Cys Ala 
15 10 15 



Leu Val Arg Pro Pro Val Leu Ser Thr Arg Ala Trp Pro Pro Asp Asp 
20 25 " 30 



Ala Gly Ala Ala Arg Ala Gly Arg Gly Ser Leu Arg Ser Leu Leu Pro 
35 40 45 



Ser Ala Gly Pro Leu Arg Arg Ser Pro Gin Phe Pro Ala Arg Thr Arg 
50 55 60 



Ser Gly Pro Pro Asn Leu Arg Pro Lys Ser Gly Gly Gly Ser Gly Gly 
65 70 75 80 



Lys Lys Met Lys Asn Glu He Ala Ala Val Val Phe Phe Phe Thr Arg 
85 90 95 



Leu Val Arg Lys His Asp Lys Leu Lys Lys Glu Ala Val Glu Arg Phe 
100 105 110 



Ala Glu Lys Leu Thr Leu He Leu Gin Glu Lys Tyr Lys Asn His Trp 
115 120 * 125 



Tyr Pro Glu Lys Pro Ser Lys Gly Gin Ala Tyr Arg Cys He Arg Val 
130 135 140 
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Asn Lys Phe Gin Arg Val Asp Pro Asp Val Leu Lys Ala Cys Glu Asn 
145 150 155 160 



Ser Cys lie Leu Tyr Ser Asp Leu Gly Leu Pro Lys Glu Leu Thr Leu 
165 170 175 



Trp Val Asp Pro Cys Glu Val Cys Cys Arg Tyr Gly Glu Lys Asn Asn 
180 185 190 



Ala Phe lie Val Ala Ser Phe Glu Asn Lys Asp Glu Gly Tyr Leu 
195 200 205 



<210> 290 

<211> 352 

<212> PRT 

<213> Homo sapien 

<400> 290 

Met Ala Val Trp Ser Pro Leu Val Met Pro Gly Arg Arg Glu Gly Cys 
15 10 15 



Cys His Thr Pro Val Thr Asn Glu Glu Thr Glu Ala Arg Glu Ala Lys 
20 25 30 



Gly Gin Lys Leu Arg Pro Cys His Thr Leu Gly Val His Val Cys Leu 
35 40 45 



Ser Leu Phe Arg Ser Glu Leu Leu Gly Leu Leu Lys Thr Tyr Asn Cys 
50 55 60 



Tyr His Glu Gly Lys Ser Phe Gin Leu Arg His Arg Glu Glu Glu Gly 
65 70 75 80 



Thr Leu lie lie Glu Gly Leu Leu Asn lie Ala Trp Gly Leu Arg Arg 
85 90 95 



Pro He Arg Leu Gin Met Gin Asp Asp Arg Glu Gin Val His Leu Pro 
100 105 110 



Ser Thr Ser Trp Met Pro Arg Arg Pro Ser Cys Pro Leu Lys Glu Pro 
115 120 125 



Ser Pro Gin Asn Gly Asn He Thr Ala Gin Gly Pro Ser He Gin Pro 
130 135 140 
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Val His Lys Ala Glu Ser Ser Thr Asp Ser Ser Gly Pro Leu Glu Glu 
145 150 155 160 



Ala Glu Glu Ala Pro Gin Leu Met Arg Thr Lys Ser Asp Ala Ser Cys 
165 170 175 



Met Ser Gin Arg Arg Pro Lys Cys Arg Ala Pro Gly Glu Ala Gin Arg 
180 185 190 



lie Arg Arg His Arg Phe Ser lie Asn Gly His Phe Tyr Asn His Lys 
195 200 205 



Thr Ser Val Phe Thr Pro Ala Tyr Gly Ser Val Thr Asn Val Arg Val 
210 215 220 



Asn Ser Thr Met Thr Thr Leu Gin Val Leu Thr Leu Leu Leu Asn Lys 
225 230 235 240 



Phe Arg Val Glu Asp Gly Pro Ser Glu Phe Ala Leu Tyr lie Val His 
245 250 255 



Glu Ser Gly Glu Arg Thr Lys Leu Lys Asp Cys Glu Tyr Pro Leu lie 
260 265 270 



Ser Arg lie Leu His Gly Pro Cys Glu Lys lie Ala Arg He Phe Leu 
275 280 285 



Met Glu Ala Asp Leu Gly Val Glu Val Pro His Glu Val Ala Gin Tyr 
290 295 300 



He Lys Phe Glu Met Pro Val Leu Asp Ser Phe Val Glu Lys Leu Lys 
305 " 310 315 320 



Glu Glu Glu Glu Arg Glu He He Lys Leu Thr Met Lys Phe Gin Ala 
325 330 335 



Leu Arg Leu Thr Met Leu Gin Arg Leu Glu Gin Leu Val Glu Ala Lys 
340 345 350 



<210> 291 

<211> 261 

<212> PRT 

<213> Homo sapien 

<400> 291 

Met Ala Val Trp Ser Pro Leu Val Met Pro Gly Arg Arg Glu Gly Cys 
15 10 15 
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Cys His Thr Pro Val Thr Asn Glu Glu Thr Glu Ala Arg Glu Ala I>ys 
20 25 30 



Gly Gin Lys Leu Arg Pro Cys His Thr Leu Gly Val His Val Cys Leu 
35 40 45 



Ser Leu Phe Arg Ser Glu Leu Leu Gly Leu Leu Lys Thr Tyr Asn Cys 
50 55 60 



Tyr His Glu Gly Lys Ser Phe Gin Leu Arg His Arg Glu Glu Glu Gly 
65 70 75 80 



Thr Leu lie lie Glu Gly Leu Leu Asn lie Ala Trp Gly Leu Arg Arg 
85 90 95 



Pro lie Arg Leu Gin Met Gin Asp Asp Arg Glu Gin Val His Leu Pro 
100 105 110 



Ser Thr Ser Trp Met Pro Arg Arg Pro Ser Cys Pro Leu Lys Glu Pro 
115 120 125 



Ser Pro Gin Asn Gly Asn He Thr Ala Gin Gly Pro Ser He Gin Pro 
130 135 140 



Val His Lys Ala Glu Ser Ser Thr Asp Ser Ser Gly Pro Leu Glu Glu 
145 150 155 160 



Ala Glu Glu Ala Pro Gin Leu Met Arg Thr Lys Ser Asp Ala Ser Cys 
165 170 175 



Met Ser Gin Arg Arg Pro Lys Cys Arg Ala Pro Gly Glu Ala Gin Arg 
180 185 190 



He Arg Arg His Arg Phe Ser He Asn Gly His Phe Tyr Asn His Lys 
195 200 205 



Thr Ser Val Phe Thr Pro Ala Tyr Gly Ser Val Thr Asn Val Arg Val 
210 215 220 



Asn Ser Thr Met Thr Thr Leu Gin Val Leu Thr Leu Leu Leu Asn Lys 
225 230 235 240 



Phe Arg Val Glu Asp Gly Pro Ser Glu Phe Ala Leu Tyr He Val His 
245 250 255 
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Glu Ser Gly Gly Phe 
260 



<210> 292 

<211> 269 

<212> PRT 

<213> Homo sapien 

<400> 292 



Met Ala Val Trp Ser Pro Leu Val Met Pro Gly Arg Arg Glu Gly Cys 
15 10 15 



Cys His Thr Pro Val Thr Asn Glu Glu Thr Glu Ala Arg Glu Ala Lys 
20 25 30 



Gly Gin Lys Leu Arg Pro Cys His Thr Leu Gly Val His Val Cys Leu 
35 40 45 



Ser Leu Phe Arg Ser Glu Leu Leu Gly Leu Leu Lys Thr Tyr Asn Cys 
50 55 60 



Tyr His Glu Gly Lys Ser Phe Gin Leu Arg His Arg Glu Glu Glu Gly 
65 70 75 80 



Thr Leu He He Glu Gly Leu Leu Asn He Ala Trp Gly Leu Arg Arg 
85 90 95 



Pro He Arg Leu Gin Met Gin Asp Asp Arg Glu Gin Val His Leu Pro 
100 105 110 



Ser Thr Ser Trp Met Pro Arg Arg Pro Ser Cys Pro Leu Lys Glu Pro 
115 120 125 



Ser Pro Gin Asn Gly Asn He Thr Ala Gin Gly Pro Ser He Gin Pro 
130 135 140 



Val His Lys Ala Glu Ser Ser Thr Asp Ser Ser Gly Pro Leu Glu Glu 
145 150 155 160 



Ala Glu Glu Ala Pro Gin Leu Met Arg Thr Lys Ser Asp Ala Ser Cys 
165 170 * 175 



Met Ser Gin Arg Arg Pro Lys Cys Arg Ala Pro Gly Glu Ala Gin Arg 
180 185 190 



He Arg Arg His Arg Phe Ser He Asn Gly His Phe Tyr Asn His Lys 
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195 200 205 



Thr Ser Val Phe Thr Pro Ala Tyr Gly Ser Val Thr Asn Val Arg Val 
210 215 220 



Asn Ser Thr Met Thr Thr Leu Gin Val Leu Thr Leu Leu Leu Asn Lys 
225 230 235 240 



Phe Arg Val Glu Asp Gly Pro Ser Glu Phe Ala Leu Tyr lie Val His 
245 250 255 



Glu Ser Gly Glu Asp Arg Gin Asp Leu Pro Asp Gly Ser 
260 265 



<210> 293 

<211> 133 

<212> PRT 

<213> Homo sapien 

<400> 293 

Met Arg Ser Ser Leu Leu Ser Ala lie Thr Leu Pro Gin Cys Pro Arg 
1 5 10 15 



Leu Leu Ser Leu Gin Tyr His Pro Val Ser Leu Ala Gin Leu Ser Pro 
20 25 30 



Asn Thr Glu Val Arg Pro Gly lie Arg Pro Gin Val Ser His Phe Leu 
35 40 45 



Cys Arg Asn Gin Ser Leu Leu His Gin Arg Asp Leu Lys Arg Phe Leu 
50 55 60 



Gin Gly Ala Cys Cys Lys Lys His Gly His Ser lie Thr Leu Arg Arg 
65 70 75 80 



Val His Met Ala Leu Arg Gly Cys Cys Pro Leu Asn Ala Gin Gin Gin 
85 90 95 



Leu Trp Lys Ala Val Leu Ser Pro lie Thr Thr Val Pro Trp Met Pro 
100 105 110 



Val Tyr Leu Leu Pro Phe Leu Gly Leu Arg Phe Ser Pro Leu Val Gly 
115 120 ~ 125 



Gly Asp Asp Phe Gin 
130 
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<210> 294 
<211> 163 
<212> PRT 
<213> Homo sapien 

<400> 294 

Trp Val His Ser Thr Tyr Arg Val Asp Ala Glu Ala Gin His Lys Glu 
1 5 10 15 



Gly Cys Arg lie Gly Tyr Gly Arg lie Trp Ala Glu Thr Trp Ala Ser 
20 25 30 



Arg Ser Leu Leu Tyr Arg Pro Val His Ser Ser Val Leu Leu Ser Val 
35 40 45 



Leu Glu Ser Ala lie Glu Met Thr Thr Leu Cys Ser Asp Ala Leu Cys 
50 55 60 



Ser Pro Gin Pro Gly Leu Thr Ala Pro His Glu Ala Gin Ala Thr Ala 
65 70 75 80 



Phe Pro Leu Leu Gly Arg Gly Glu Met Arg Leu Leu Gin Gly Ser Pro 
85 90 95 



Glu Leu Ala lie Cys Arg Ser Leu Ala Leu Leu Pro Thr Ser Leu Pro 
100 105 110 



Cys Leu Ala Ser Val Ser Pro Leu Gly Asp Val Ser Leu Gin Val Pro 
115 120 125 



Ser Pro Ala Ser Asp Asp Ala Ala Ala Pro Gly Ala Ala Gly Gly Gly 
130 135 140 



Gin Val Thr Gly Gin His Leu Pro Leu Pro Lys Ser Pro Ala Val Ala 
145 150 155 160 



Gly Val His 



<210> 295 

<211> 491 

<212> PRT 

<213> Homo sapien 

<400> 295 

Met Ala Leu Leu Val Leu Gly Leu Val Ser Cys Thr Phe Phe Leu Ala 
15 10 15 
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Val Asn Gly Leu Tyr Ser Ser Ser Asp Asp Val He Glu Leu Thr Pro 
20 25 30 



Ser Asn Phe Asn Arg Glu Val He Gin Ser Asp Ser Leu Trp Leu Val 
35 40 45 



Glu Phe Tyr Ala Pro Trp Cys Gly His Cys Gin Arg Leu Thr Pro Glu 
50 55 60 



Trp Lys Lys Ala Ala Thr Ala Leu Lys Asp Val Val Lys Val Gly Ala 
65 70 75 80 



Val Asp Ala Asp Lys His His Ser Leu Gly Gly Gin Tyr Gly Val Gin 
85 90 ~ 95 



Gly Phe Pro Thr He Lys He Phe Gly Ser Asn Lys Asn Arg Pro Glu 
100 105 " no 



Asp Tyr Gin Gly Gly Arg Thr Gly Glu Ala He Val Asp Ala Ala Leu 
115 120 125 



Ser Ala Leu Arg Gin Leu Val Lys Asp Arg Leu Gly Gly Arg Ser Gly 
13 0 135 140 



Gly Tyr Ser Ser Gly Lys Gin Gly Arg Ser Asp Ser Ser Ser Lys Lys 
14 5 150 155 160 

Asp Val He Glu Leu Thr Asp Asp Ser Phe Asp Lys Asn Val Leu Asp 
165 170 175 

Ser Glu Asp Val Trp Met Val Glu Phe Tyr Ala Pro Trp Cys Gly His 
180 185 190 



Cys Lys Asn Leu Glu Pro Glu Trp Ala Ala Ala Ala Ser Glu Val Lys 
195 200 205 



Glu Gin Thr Lys Gly Lys Val Lys Leu Ala Ala Val Asp Ala Thr Val 

210 215 220 

Asn Gin Val Leu Ala Ser Arg Tyr Gly He Arg Gly Phe Pro Thr He 

225 230 235 240 



Lys He Phe Gin Lys Gly Glu Ser Pro Val Asp Tyr Asp Gly Gly Arg 
245 250 ' " 255 
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Thr Arg Ser Asp He Val Ser Arg Ala Leu Asp Leu Phe Ser Asp Asn 
260 265 270 



Ala Pro Pro Pro Glu Leu Leu Glu He He Asn Glu Asp He Ala Lys 
275 280 285 



Arg Thr Cys Glu Glu His Gin Leu Cys Val Val Ala Val Leu Pro His 
290 295 300 



He Leu Asp Thr Gly Ala Ala Gly Arg Asn Ser Tyr Leu Glu Val Leu 
305 310 315 320 



Leu Lys Leu Ala Asp Lys Tyr Lys Lys Lys Met Trp Gly Trp Leu Trp 
325 330 " 335 



Thr Glu Ala Gly Ala Gin Ser Glu Leu Glu Thr Ala Leu Gly He Gly 
340 345 350 



Gly Phe Gly Tyr Pro Ala Met Ala Ala He Asn Ala Arg Lys Met Lys 
355 360 365 



Phe Ala Leu Leu Lys Gly Ser Phe Ser Glu Gin Gly He Asn Glu Phe 
370 375 380 



Leu Arg Glu Leu Ser Phe Gly Arg Gly Ser Thr Ala Pro Val Gly Gly 
385 390 395 400 



Gly Ala Phe Pro Thr He Val Glu Arg Glu Pro Trp Asp Gly Arg Asp 
405 410 ~ 415 



Gly Glu Glu Cys Pro Gly Gly Lys Leu Cys Gly Gin Gin Ser Trp Phe 
420 425 430 



Thr Leu Leu Ser Leu Cys He Ser Ala Pro Gly Val Lys Ser Phe Pro 
435 440 " 445 



Ser Asp Leu Ser Pro Gly Ala Pro Val Gly Leu Leu Arg Gly Ser Ser 
450 455 460 



Leu Lys Thr Leu His Leu Pro Tyr His Lys Phe Lys Cys Cys Met Ala 
465 470 475 480 



Phe Asp Thr Leu Asp Ser Gin Asp Thr Phe Gin 
485 490 
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372 

<210> 296 

<211> 20 

<2X2> DNA 

<213> Artificial sequence 
<220> 

<223> Synthetic 

<400> 296 

tcctcaaggg ccctccccag 20 

<210> 297 

<211> 25 

<212> DNA 

<213> Artificial sequence 
<220> 

<223> Synthetic 

<400> 297 

ccacagccat ctcctccata ttctg 25 

<210> 298 

<211> 27 

<212> DNA 

<213> Artificial sequence 
<220> 

<223> Synthetic 

<400> 298 

aagtgttcct ctggatgacc tacctgg 27 

<210> 299 

<211> 20 

<212> DNA 

<213> Artificial sequence 
<220> 

<223> Synthetic 

<400> 299 

ctgaagccga gctcaaaggt 20 

<210> 300 

<211> 20 

<212> DNA 

<213> Artificial sequence 
<220> 

<223> Synthetic 

<400> 300 

ccctgctccc acttgagatc 2 0 



<210> 301 
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<211> 24 
<212> DNA 

<213> Artificial sequence 
<220> 

<223> Synthetic 
<400> 301 

tgtgaaaagg aggctgggtg ccag 24 



<210> 302 

<211> 22 

<212> DNA 

<213> Artificial sequence 
<220> 

<223> Synthetic 

<400> 302 

agtgagaggg tgggcatgta tg 22 



<210> 303 

<211> 21 

<212> DNA 

<213> Artificial sequence 
<220> 

<223> Synthetic 

<400> 303 

tactccaggc gctctgagga t 21 



<210> 304 

<211> 26 

<212> DNA 

<213> Artificial sequence 
<220> 

<223> Synthetic 

<400> 304 

ttagccagtg gcctccactc tgtccc 26 



<210> 305 

<211> 21 

<212> DNA 

<213> Artificial sequence 
<220> 

<223> Synthetic 

<400> 305 

tccagatggc tcagcttctt c 21 



<210> 306 
<211> 23 
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<212> DNA 

<213> Artificial sequence 
<220> 

<223> Synthetic 
<400> 306 

gaaggtgttc ggagaatgag tga 23 



<210> 307 

<211> 29 

<212> DNA 

<213> Artificial sequence 
<220> 

<223> Synthetic 

<400> 307 

tttcttctgt ggctctgtgt tttccaggc 29 



<210> 308 

<211> 18 

<212> DNA 

<213> Artificial sequence 
<220> 

<223> Synthetic 

<400> 308 
cctgccgcgg agatccat 



<210> 309 

<211> 19 

<212> DNA 

<213> Artificial sequence 
<220> 

<223> Synthetic 

<400> 309 

gcagcgcgta ctggtcgta 



<210> 310 

<211> 23 

<212> DNA 

<213> Artificial sequence 
<220> 

<223> Synthetic 

<400> 310 

cctactccgt gtcagtggtg gag 



<210> 311 
<211> 19 
<212> DNA 



WO 2004/053079 



PCT/US2003/038855 



375 



<213> 



Artificial sequence 



<220> 
<223> 



Synthetic 



<400> 311 

agaggcgccc ccgcaggta 



19 



<210> 312 

<211> 19 

<212> DNA 

<213> Artificial sequence 
<220> 

<223> Synthetic 

<400> 312 

cccggagcca gctcgagtt 19 

<210> 313 

<211> 22 

<212> DNA 

<213> Artificial sequence 
<220> 

<223> Synthetic 

<400> 313 

caggaactgc ggcgagcgac cc 22 

<210> 314 

<211> 22 

<212> DNA 

<213> Artificial sequence 
<220> 

<223> Synthetic 

<400> 314 

tgcccagctg tggtttacat ta 22 



<210> 315 

<211> 19 

<212> DNA 

<213> Artificial sequence 
<220> 

<223> Synthetic 

<400> 315 

caccacctcg ccattctca 



<210> 316 

<211> 24 

<212> DNA 

<213> Artificial sequence 
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<220> 

<223> Synthetic 

<400> 316 

ttcactgtga acatcatctt ggca 24 

<210> 317 

<211> 25 

<212> DNA 

<213> Artificial sequence 
<220> 

<223> Synthetic 

<400> 317 

gctcaaagcg tgagtaaaat atcct 25 

<210> 318 

<211> 28 

<212> DNA 

<213> Artificial sequence 
<220> 

<223> Synthetic 

<400> 318 

ccacacttac tttgtaacat gattcaga 28 

<210> 319 

<211> 40 

<212> DNA 

<213> Artificial sequence 
<220> 

<223> Synthetic 

<400> 319 

tttgacttaa tacttcttta attgatgtgc cttgagttgg 4 0 

<210> 320 

<211> 19 

<212> DNA 

<213> Artificial sequence 
<220> 

<223> Synthetic 

<400> 320 

ggcggtgact catcaacga 19 

<210> 321 

<211> 26 

<212> DNA 

<213> Artificial sequence 
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<220> 

<223> Synthetic 
<400> 321 

cattgacgat tattattcac aaagca 26 

<210> 322 

<211> 28 

<212> DNA 

<213> Artificial sequence 
<220> 

<223> Synthetic 

<400> 322 

gcggccagag aatgtgtctg tgaaaact 28 

<210> 323 

<211> 27 

<212> DNA 

<213> Artificial sequence 
<220> 

<223> Synthetic 

<400> 323 

cctttttatc cacttacaga tcaacca 27 



<210> 


324 


<211> 


23 


<212> 


DNA 


<213> 


Artificial sequence 


<220> 




<223> 


Synthetic 


<400> 


324 


acaagcaaga tgcatgtgag tga 


<210> 


325 


<211> 


19 


<212> 


DNA 


<213> 


Artificial sequence 


<220> 




<223> 


Synthetic 


<400> 


325 


atggttcgct gctgccgtt 


<210> 


326 


<211> 


20 


<212> 


DNA 



23 



19 



<213> Artificial sequence 



<220> 
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<223> Synthetic 

<400> 326 

cctcacttcg cagctttgct 20 

<210> 327 

<211> 25 

<212> DNA 

<213> Artificial sequence 
<220> 

<223> Synthetic 

<400> 327 

ctggcattga cgattattat tcaca 25 

<210> 328 

<211> 32 

<212> DNA 

<213> Artificial sequence 
<220> 

<223> Synthetic 

<400> 328 

ctgtgaaaac tacaagctgg ccgtaaactg ct 32 

<210> 329 

<211> 23 

<212> DNA 

<213> Artificial sequence 
<220> 

<223> Synthetic 

<400> 329 

ggagccctga gcattgtaat atg 23 

<210> 330 

<211> 19 

<212> DNA 

<213> Artificial sequence 
<220> 

<223> Synthetic 

<400> 330 

ccctggtagc cgggtagag 19 

<210> 331 

<211> 22 

<212> DNA 

<213> Artificial sequence 



<220> 

<223> Synthetic 
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<400> 331 

cagatggtgt gccaactgct gt 22 

<210> 332 

<211> 20 

<212> DNA 

<213> Artificial sequence 
<220> 

<223> Synthetic 

<400> 332 

cgcctgaccc gactgtctta 20 

<210> 333 

<211> 23 

<212> DNA 

<213> Artificial sequence 
<220> 

<223> Synthetic 

<400> 333 

gctcagattc tggctccaag tct 23 

<210> 334 

<211> 21 

<212> DNA 

<213> Artificial sequence 
<220> 

<223> Synthetic 

<400> 334 

cctacagcaa agcgcccccc a 21 

<210> 335 

<211> 18 

<212> DNA 

<213> Artificial sequence 
<220> 

<223> Synthetic 

<400> 335 

cctgcagccc agagcaat 18 

<210> 336 

<211> 22 

<212> DNA 

<213> Artificial sequence 



<220> 
<223> 



Synthetic 
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<400> 336 

gctcagattc tggctccaag tc 22 



<210> 337 

<211> 21 

<212> DNA 

<213> Artificial sequence 
<220> 

<223> Synthetic 

<400> 337 

atctccaacc ctcccgcttc t 



<210> 338 

<211> 24 

<212> DNA 

<213> Artificial sequence 
<220> 

<223> Synthetic 

<400> 338 

tcattggctt tggtatttca gaag 



<210> 339 

<211> 23 

<212> DNA 

<213> Artificial sequence 
<220> 

<223> Synthetic 

<400> 339 

gttcaggaag caaagatcaa tgc 



<210> 340 

<211> 26 

<212> DNA 

<213> Artificial sequence 
<220> 

<223> Synthetic 



<400> 340 

agcaatgaag ggtttggttg tagaag 



26 



